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FH   Key             Location/Qualifiers

FH

FT   source          1..706569

FT                   /organism="Aster yellows witches'-broom phytoplasma AYWB"

FT                   /host="Lactuca sativa"

FT                   /mol_type="genomic DNA"

FT                   /db_xref="taxon:322098"

FT   gene            1..1515

FT                   /gene="dnaA"

FT                   /locus_tag="AYWB_001"

FT                   /note="AYWB001"

FT   CDS             1..1515

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaA"

FT                   /locus_tag="AYWB_001"

FT                   /product="chromosomal replication initiation protein"

FT                   /protein_id="ABC65118.1"

FT                   /translation="MNNYIKIWDVILNELSKIYSDEVFKETFSNIKKIKQIEEKIIISV

FT                   ETEFIKNKIYKMYFEKIKEINKLKFEEKIIIEFVSENNKKNCNFDNEKKHFENIKKELK

FT                   NETEIFFCKIENNDEFKNNKHFRKNEIKQIENGYNDNINVEIENRKISFNKYNYGNTNP

FT                   KYSFDNFVVGKSNNFAFKISKKIAEEKKVTTNPLYIFGKSGIGKTHLIQAIGNHILKNT

FT                   HSSKKVLYVKADGFIEEFTNQLRKAKMEDFNEKYRDIDLLLVDDIQIMAGATRTQMEFF

FT                   KLFDYLYLNQKQIVITSDKQASELKNIMSRLTSRFEAGLMVDIQSPDFNHRLNILKKKI

FT                   LEFEPQNTLKIKKDVLDLIASSFVNNVREMEGALLRLLNYAQTFGYDIDINIANEALEL

FT                   LIKSKKSVSYDEDVLEKIKLVVSNFFNISVRDLMSKKRQQKYTFPRHIAIYLIKELKDI

FT                   PYNIVGSFFKRNHSAVFKAYQKIKKNSQSDYELKKSLELILKKINS"

FT   gene            1709..2845

FT                   /gene="dnaN"

FT                   /locus_tag="AYWB_002"

FT                   /note="AYWB002"

FT   CDS             1709..2845

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaN"

FT                   /locus_tag="AYWB_002"

FT                   /product="DNA polymerase III, beta subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65119.1"

FT                   /translation="MYLEINKDIFLEQLLKIQKILPQKTFFPIFNALKIQTQENKLILE

FT                   ANNGNIAIKIEIKDKSLKIKKQGKIACLGRYFIEIIKKINDSLIKITVMENNFLVIKTI

FT                   FCEYKLKLMDVCNFLELDFSFQKLDFFQIETHFFKNIIKEVNISTSKNEKRPILMGLNL

FT                   IYQNNLLKACATDFFRMSQKKINLDIKYHNFNIVIPNKSLEELSKILEHCQSKHLKIYS

FT                   DAQKIFLEIDNLWFQTSLLEGNYPQIQEIKLTNFPFSIHLNKDDLMKALERVSLLFYKE

FT                   QINTNVIKFILTERNSIEISSSSESLGTALEKIIPLKVSANSFQIAFNAKYLEDVLKVL

FT                   SVKEVVFYFDNPLKPFIITTLEKDSSIHLILPIPLEND"

FT   gene            3331..3618

FT                   /gene="rpsF"

FT                   /locus_tag="AYWB_003"

FT                   /note="AYWB003"

FT   CDS             3331..3618

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsF"

FT                   /locus_tag="AYWB_003"

FT                   /product="SSU ribosomal protein S6P"

FT                   /protein_id="ABC65120.1"

FT                   /translation="MKKYEIMYILRPNLDNKYVKKINDTLQNVFLQAPNQILEQKEIGL

FT                   KDLTYFIDNHKKGYYNWLMVKADNDAVLEFNRIVKITEEIIRFIVIKDKE"

FT   gene            3633..3812

FT                   /locus_tag="AYWB_004"

FT                   /note="AYWB004"

FT   CDS             3633..3812

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_004"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of single-stranded DNA binding

FT                   protein"

FT                   /protein_id="ABC65121.1"

FT                   /translation="MINKVILIGRITKDPELKKTNSGTYVVKFTLAVNKIVSSSSEKKL

FT                   ILSIVLFLVNKLKI"

FT   gene            4082..4321

FT                   /gene="rpsR"

FT                   /locus_tag="AYWB_005"

FT                   /note="AYWB005"

FT   CDS             4082..4321

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsR"

FT                   /locus_tag="AYWB_005"

FT                   /product="SSU ribosomal protein S18P"

FT                   /protein_id="ABC65122.1"

FT                   /translation="MKFNNKKNTFKKRRKVCFFTENKVTKIDFKDIELLQRFITDRGRI

FT                   LSRRVTNTSARWQRQLAIAIKRARHMALIPFIQQ"

FT   gene            4415..6964

FT                   /locus_tag="AYWB_006"

FT                   /note="AYWB006"

FT   CDS             4415..6964

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_006"

FT                   /product="exopolyphosphatase-related protein"

FT                   /protein_id="ABC65123.1"

FT                   /translation="MFSKNKHNTKFIVIACVIVVLILILFCFDFQNIQEIIETINQLTN

FT                   NQNPSKNTASEMSGMRRKIIFFIFNFFGKIILASFIISFLLHIKKNAQIKRLKNKLSLW

FT                   SKLSFHVSQIGEEVLNELPIGIVLIDISSQEIQWLNPYASFILKNPEINSPLTQINENM

FT                   AQLISTSDTIPKTIITLKNQKFECFYKKDLSVFYLFDATEKEQIKHLFLQKTLAIAMIA

FT                   FDNLAESLIRYDLSEQSQIQGEYLSALSDYIEPYESYLKQLIDDRFLLLLNRQNLDKML

FT                   ENKFSILDTIRNISHKYQLKVTLSMGIACWNLSYEKLATYSQNAIELAQKRGGDQVVVN

FT                   IENEKIKYFGAKIASLSKQSKVHARINAQNLVDILKKNPHCFIMGHTHTDLDALGSVIA

FT                   FYKIAATIHPENNNYIILDEEKLDKSLIPVYHQLIKTESKKTLNIITTQQASKMIKDNS

FT                   LIAVLDTQTKDMLNSPELLSLTPNIVVVDHHRATEEIIPSIFSYVESSASSTVELLVEV

FT                   MGFLEKEVHITAFEASIMYAGILIDTNAFIYRTSSRTFEVASKLKDLGADAIEVKSWLR

FT                   KDFDKVLEINKLISEMEIFMDRFAIIQSSEIYENRSFLAQVAESVLNIQNVDAAFMIAK

FT                   IADNKIAISARSYNEINVQTIMEQMEGGGHLNSAATQLEGTNIKTVTDTLKHFLKLEYE

FT                   KGEKNMEIILLTDISNKGKKHEIIKVNNGYGNFLIQNKKALLADKANLAVIKQTQILEQ

FT                   EQKRNHELLMQKLKQEIDDKKITLDIQLGPKGKIYGKITLKQISEEFLKVHNITLDRKK

FT                   ISLESEIIAIGIYPVDVFLTDQIKATFFLNVTERKSK"

FT   gene            6961..8304

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_007"

FT                   /note="AYWB007"

FT   CDS             6961..8304

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_007"

FT                   /product="replicative DNA helicase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65124.1"

FT                   /translation="MTNYSKNTPSSPEAERALLGVLLLNPEKITFTLDMIEETDFYSPH

FT                   HQHIFRAMKTLHETNKQIDYSSVSAILDNEKLLKKIGNIDYLKELSDLMPSIQHIGTYI

FT                   DLIKETALKREIIETVTSLAQKGYENIDVQEYLDLSEEKIFNLTKNKKTNELLKLKILL

FT                   KEIKEKNILAKSHKDLVGLSTGYENLNNITLGFKPEEFIILAARPSMGKSTFMLNLALR

FT                   IANPKHNSHSPHIAIFSLEMSNEQLAMRMLSTQSKIQHKKIQLGNTNREEKFLLEISME

FT                   KMHDLNIYFDDSATVNILDIKAKCRKLKSQNKLDIIMIDYLQLIRKTNKHNRQEEVAEI

FT                   SQNLKQIARELKIPVIALSQLSRDVEKREDKRPILADLRDSGSIEQDADIVMFLYREGY

FT                   YEKDKKPDSSGHTQVIIAKNRQGSIGIREFKLNFDYMFFSEIEPNKNE"

FT   gene            8371..9426

FT                   /gene="prfA"

FT                   /locus_tag="AYWB_008"

FT                   /note="AYWB008"

FT   CDS             8371..9426

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="prfA"

FT                   /locus_tag="AYWB_008"

FT                   /product="bacterial peptide chain release factor 1"

FT                   /protein_id="ABC65125.1"

FT                   /translation="MLDRLKKIKQKYQDLQKLLLNEQNITQKIDIFKNLSKLEPTVELF

FT                   NRYLNLETEFIQVQTILETEQDQELLLLARQEKDTILSKKKITLEKLKILLLPQDPFDK

FT                   KNVVLEIKGAAGGNEANLFAADLLRTYVKYAESKKWKVEILNLNPSIKGGLSSVELLIS

FT                   GKNIYSFLKYESGVHRVQRVPTTEAQGRIHTSTAVVLVFPEAEELELKIDWHDIRTDTF

FT                   NSSGPGGQSVNTTKSAVRLTHVPSGISVACQEGKSQHENKDKAFTLLKTRIYNQMLNIK

FT                   QEEEKTHRKKLVGTGERSEKIRTYNYPQNRITDHRIGLTLQKLDIIMEGKLDLVIEPLI

FT                   HEAQKEQLAQS"

FT   gene            9511..10101

FT                   /gene="sua5"

FT                   /locus_tag="AYWB_009"

FT                   /note="AYWB009"

FT   CDS             9511..10101

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="sua5"

FT                   /locus_tag="AYWB_009"

FT                   /product="translation factor SUA5 protein"

FT                   /protein_id="ABC65126.1"

FT                   /translation="MKPKDIIIFPTDTVYGMGAKLYDKKGLNYIYQIKKRPLNKSIVVL

FT                   CSSLQQAKKLVQFSPQNLKLALHFWPGPLTFVLPTTSKYFSKTKEKTLGVRIPNHPLTL

FT                   EILKKNGPLKTTSVNQSNHPPLNDYQTIFNIYHNKVALIYKNYHPILKISSTIVDLTTF

FT                   QPVILRQGTITQEEISSQILKSLLPSKNCKLCA"

FT   gene            complement(10110..11081)

FT                   /gene="holA"

FT                   /locus_tag="AYWB_010"

FT                   /note="AYWB010"

FT   CDS             complement(10110..11081)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="holA"

FT                   /locus_tag="AYWB_010"

FT                   /product="DNA polymerase III, delta subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65127.1"

FT                   /translation="MEKTNNIHLIWGKQRFFLEKKIKKIINVCKQKKLDVVYYCMQKDI

FT                   VTELKKELQNTSLIENTWKKVILVDHSEILFQKKTQEIAFLISYLQNPYKNLDLYFFAE

FT                   KTTKTSEVQKIWEKHCICKTTNSLEKKDFFKYIMDVFQKDGFKIDTKTIQELASKTNYN

FT                   LYFLHQEITKIKLCQTNDKNITWQMVQKINAFKKNDNIFGLINLFLKQNYIDAYQIYKT

FT                   LKMQKINAFNVINRLTHKIKELLLVKELLQQKNNPEELQKVLAVSQGKVFFLIKEAKLI

FT                   ETTKLNTLFLDLIELEYKIKEGTINKDIGLEIFLLGKQKVFL"

FT   gene            11337..11927

FT                   /locus_tag="AYWB_011"

FT                   /note="AYWB011"

FT   CDS             11337..11927

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_011"

FT                   /product="GTP-binding protein"

FT                   /protein_id="ABC65128.1"

FT                   /translation="MIKKSTFVSSIVNFKYIPLKKQPEIVLVGRSNVGKSTFINALTQK

FT                   KKLAKISKTPGKTITLNYYDINESFYLIDTPGYGYAKKSKEIKKQLLPMIIAFLEQTSN

FT                   LKAIFQLIDFKVGATQEDDRIHQVLLQAGFEVVLLFVKKDKVKKSLVPKQLKMLVNHFS

FT                   QIKYFFLISSKQQEGLEELKLFLSQLMDSNAND"

FT   gene            12105..14735

FT                   /gene="valS"

FT                   /locus_tag="AYWB_012"

FT                   /note="AYWB012"

FT   CDS             12105..14735

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="valS"

FT                   /locus_tag="AYWB_012"

FT                   /product="valyl-tRNA synthetase"

FT                   /EC_number="6.1.1.9"

FT                   /protein_id="ABC65129.1"

FT                   /translation="MQSKYDFKKVEHQRYQKWLEKKYFCSNLNTTKKTFTVVIPPPNVT

FT                   GKLHLGHAWNNTIQDIIIRFKKMQGFDVLFLPGMDHAGIATQNKVKEQLKQEGLLNKTL

FT                   NKEIFLKYAWQWKEKHAQNIRQQWQVLGLHLDYNFEKFTLDPDLSQTVQEVFIKLYQQK

FT                   LIYRDYKIINWDPKTKTALSNVEVNYHETKGKLYYIKYFLVDFTTNSNLSNGSFASSFL

FT                   EIATTRPETMFADQALMVNPNDPRYQSFIGKKVFIPDTNIQISVISDNYVDINFGTGVV

FT                   KVTPGHDINDFEVAKRHQLKVLLCMNEDGTMNDLALQYQGLDRFVCRQKLVQTLKKKGF

FT                   FTKTEIHLYKVGYSSISDSIIEPRLSLQWFLKTKAIAQNALKTNKINFFPLRFKNIFNN

FT                   WLQNIEDWCISRQLWWGHQIPAWHKGKEIKVQIESPGPEWNLDCDVLDTWFSSALWPFS

FT                   TLGWPNCNTPLFQNHFPTDVLVTGYDILTFWVSKMVFQSILLTQKDPFKDVLLHGLVRD

FT                   NKGKKMSKSKGNGVDPLEVVAKYGTDALRWFLTTNAAPGFDLFYDETKVASSWNFINKL

FT                   WNISRFIKLKTNTLDTDFDINLLSLPQKALLTQLHLTTQKVTTLYQKYELKEIGKILYH

FT                   FVWEYFANWHLEFAKHDLDQNNSNLTNLYNSQKFLVYMIKYILQLLHPFIPFVTDVLYE

FT                   NFDKKTNITQTILQKTSYCNLDALTDFENLKNLIIKTRHLRQESNINFKLNLELEIVSQ

FT                   SSTPLQDFVSLQQALEKFFKTFQIKITNKVTNSKKTIWLIEKNLSLYIDRKTLDKLNET

FT                   KFESNFLQQKNTLLKEIKRSETILNNPSFLQKAASSKIEIEKKKYESYCKQYKKLLEKT

FT                   TIKNR"

FT   gene            14882..15439

FT                   /locus_tag="AYWB_013"

FT                   /note="AYWB013"

FT   CDS             14882..15439

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_013"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65130.1"

FT                   /translation="MSKDDSIKKTVTIGLSTTIFFVLSCFASIPVGFNVSIETSAAFLA

FT                   FIAVAFGPSVGFYVGLIGHIIKDFFLFGNVSWNWVLCSALIGFIYGLPYKIIDLKYQVF

FT                   TKKKIVYFWLYQVACNFIIWGFFAPQSDLLIYGQPPKLVYLQSFLIVISNILAYSVVGI

FT                   KLMTIYSCHYTKQATLMKINNS"

FT   gene            15472..17313

FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_014"

FT                   /note="AYWB014"

FT   CDS             15472..17313

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_014"

FT                   /product="ABC-type cobalt transport system, ATP-binding

FT                   protein"

FT                   /protein_id="ABC65131.1"

FT                   /translation="MLLKPQQNTNSFIRFFHFITSKRNFMPKPLIIFKDFSFQYYSQQT

FT                   PTINQINLTIYEGQKVLIVGKNGSGKSTFLKCINGLIPHSYQGKITGTAIIKDKVLTQT

FT                   NIFDLSLDVGTIMQDTDKQFVGLTVAEDIAFALENDALPQSKIYQKVNMWAQDLGLQSF

FT                   LDYKPQELSEGHKQLASMAGVLIYNPSILLFDESLSNLDPVSRAKMTALIKTIHQKYHS

FT                   TILVIEHYLEDILDDSFDRIIVFEDGKIIYDNSPQKLILENVLIKQSIQEPTYISALKK

FT                   VGVNLEHLPHLLNLPYLKFSDFSQYFFHQLKNLKKCSISQNSPTQLLPSFYKHFAPFSP

FT                   ILQLQNISYHYEPRQPNILNNISLDLFPGEMISIFGKNGSGKSTLAKVICGFCTPQTGT

FT                   ILLNNQNISCLSLQQKSEKIGFVMQNPHHMISQKTVFKEVALGFLSKQLSLTEIKTKVH

FT                   AILKTCNLEYFVNWPISALSFGQKKRLTIASILVMQPQILILDEPTIGQDLKHRTQIMT

FT                   FLQKLNNKGITIVIITHDMSLMLNYTQRTLVLEQGGIIANTNTLKIFTDISLMQKTSLN

FT                   PISLIVLFNKLPFTSEEKNVLLTQMLAFLREDYCYGK"

FT   gene            17303..18148

FT                   /gene="cbiQ"

FT                   /locus_tag="AYWB_015"

FT                   /note="AYWB015"

FT   CDS             17303..18148

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbiQ"

FT                   /locus_tag="AYWB_015"

FT                   /product="ABC-type cobalt transport system, permease

FT                   component CbiQ"

FT                   /protein_id="ABC65132.1"

FT                   /translation="MENSMLQYLPGNTFIYKIQGATKLLFLISVSIACMMVYHVWFLLG

FT                   LSLLSLFFFWCAKIKWQQVVFVVKGIFFFLFVNNIIIIIIFRNHGTQIYNSKTPIPLFY

FT                   NLLTQEQLFYQFNVLLKYCCIIPLFLIFIITTNPSQLAASLNKLGVSYKISYAFSLTIR

FT                   YIPEIQKDFKNIYFNQQIRGIKVVKKTHFVARIIADIKKIALIIPPLIFFNLDKIDVIT

FT                   NAMQLRRFGKYKTRTWYYEKSFSILDLFTFLLGLALLLLGVWLLCRYDRFYYPFAKNPF

FT                   "

FT   gene            complement(18204..21278)

FT                   /locus_tag="AYWB_016"

FT                   /note="AYWB016"

FT   CDS             complement(18204..21278)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_016"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65133.1"

FT                   /translation="MKRINFYRKFILFFSISILFWLSFIQLQNYSYTSQFMNNSLSFDK

FT                   LNENSQTKTIKQTIKVLEKEKDILKENIKKDIKEEQIKNTNQIQINKDQIWQINTDDKI

FT                   ALGIIFYSLKITNNNDNHNEKENEKAPSIKNSEQKIYFVLTPKNITQKNDIIKLSNPQG

FT                   EEWGTIQNQLLTQYSIFTPLLKDLDIITFKSHKQYKITPLQRPNKYCQGQPIHSFSTTI

FT                   PQTITFQQSHISEDVEVNNELDEIFIAISSRCNSNNQQTIFWTEKGDLIGFLIPNEMKK

FT                   EKGIKYIKAIPSINFNKPIINNEKSPIIKLINTINNPNNIVDIETKTKEKEPPNNQILQ

FT                   DLNLITLFIDTGYSLGTGIIVYKEQINNNTTYYTLTNRHVIESFYHTSNPQKQITIKNN

FT                   QGLKSQAKLYAFINNNREYDDIAIITFTIPSSNTTQKLNEVLEKYINFEKDIQIPIHQG

FT                   EQVWVLGCQKGLQTKQFQKPTKIKWKQWYFDLMPHQRPQFKQNLFKIGVVAFFNEKEIN

FT                   SDMTLDSGNSGGPLFNAEGKLIGINRSYHKILRISQSININYIKQQFYNLLKSKKENKA

FT                   NHNPNDIAFQTTKTNKNHIAHELNKLENEKLNEQKPYIQTQIFLEDLYVYIKEQPKQKI

FT                   IFQNKNNQENLITINFYGLETIQLVNFDTHKYKKLEISLASANQFSIYLQIQMFDYNNK

FT                   KSYEETIQIPKIDIDKMFLSFTKQTFSYHSILEKQKKILETNIKSTKTTSKNQIKPNTF

FT                   YNLFDNKEQIIKEDMLKTIVLCQDYYNAQNINLGVIINQKVVNNSDNTFIYTIILEKNV

FT                   INLNTSYLLDTFQNICNENVKITIQTPFGLQNEKGKYQNIATQNNPFSYITFESRTNYP

FT                   VCAFTPDKKLLLGEKIYLISNYNNISDKALAPHIFQSHLALLDNQSSQSITIDSTFLEN

FT                   YFNSEENLYYNNWFAFDSQGNLINICSQQDIYHLHKSQFPFITFPKNNFLLNKMINITN

FT                   AKIAIFLIWTFICIMVFIIIDIKSFKDKYIIVYKL"

FT   gene            21643..22065

FT                   /gene="ibpA"

FT                   /locus_tag="AYWB_017"

FT                   /note="AYWB017"

FT   CDS             21643..22065

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ibpA"

FT                   /locus_tag="AYWB_017"

FT                   /product="molecular chaperone"

FT                   /protein_id="ABC65134.1"

FT                   /translation="MIKMLFSLINQNQDLLENLFEDFKTNSLTNNNNIMKTDIQEQDNQ

FT                   YLITIELPGFKKEDVKVALEEGYLVVEAKNSKKTQIKEANFIRKERFQGFLRRSFYLGD

FT                   DFILEEIKGSLEQGLLKLSVPKKEVKPKEKHYIQLN"

FT   gene            complement(22660..25422)

FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_018"

FT                   /note="AYWB018"

FT   CDS             complement(22660..25422)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_018"

FT                   /product="cation transport ATPase"

FT                   /EC_number="3.6.3.-"

FT                   /protein_id="ABC65135.1"

FT                   /translation="MNKKEEILQISRFDKDAVVKHLNTDAYGLTNKQAQERQALYGKNI

FT                   IKKGESFPFWQQFIKQFTSVMAILLWIAALMIFVINPKEAAIGISIILVIIVNGLFSFS

FT                   QEYKTDKMLSSLGKMIPKKVQVYRNKKIELMDVIELTIGDVIFLETGTQVPVDARIIQS

FT                   NSFFVDNSMLSGETIPLNRTEMPNLEDNNSIAEIPNLVYAGTTVTQGSCFAVVYAIGNN

FT                   TQIGEVSSIAQSIEKGKNLLDQEMHHIVKKVSIIASCAALFVFLICFFKAEQYNMTAFK

FT                   TAIVCAVGMLVANIPEGLLPTVNLSLAIGSQRMAKQNALVKKISSLETLSSTTVICTDK

FT                   TGTLTQNQLTVRKIVTPDGAIKLKGSGYNDEQKFIVDPNNADYKKGIEKFLIASVLCSE

FT                   AKLIHMPTKPHQFELIGNPTEGALLIAAKKYGYNIEEVKNNLEILQLNPFTSERKKMSV

FT                   LVKNHQEPAYDTNSQYLFIKGAPNIVLEQCQMQYKGSQVIPFSHHEKESFLKQNDQFAS

FT                   QGYRILALAYKKIEQNPPLEEDMVFLGFAVNYDPPREEVKEAVKKLTQAGLKITIITGD

FT                   YSLTAAAIGKKVGIVKEEFVGLDGCDLDKMSLEKLQEVLKSPHPVVFSRTTPKHKLKIV

FT                   QAYRKNGEIVGVTGDGVNDILALKAAHIGIAMGKAGTDVARNAADMILLDDNFATISKA

FT                   VLEGRCIYENIKKFMTYVFASNIPQIFPFIAIAFLGVKEPYLYVLQILAIDLLTDLIPA

FT                   IALGAEETDPSLLVQKPRTKNDHLMDAKVLKRSYGFLGMVEGLMSLAFFCAVYNFDTKD

FT                   NFYLASTMAFGAVIFAQVGNAFACRSNKLFFWQTIKKPNKILYYGIIIEVLFFALITKF

FT                   SFLSDIFHTKDINISHYLWLLLCPLIMLLFDTIWKKKVFAFKPKKSKIN"

FT   gene            26212..27330

FT                   /locus_tag="AYWB_019"

FT                   /note="AYWB019"

FT   CDS             26212..27330

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_019"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65136.1"

FT                   /translation="MISKTPKLFWINIAIIIFIVIMIKEFINLPKKKPINLNTNKTHII

FT                   YDVVPVGAYFTKPSINMSLKKYHLSSARSNYNIYTDEKYIPLMPELVESQLTKEGKKHR

FT                   DNEVMQIAKQAKEHQNKKFSFSIFQEEKNILREIQPNGIIIEGFLDSRLLTQVILPSGS

FT                   VFKYYIPTQDNNIKTIKEILCANGQILKPDFSYILDFSIMQTTPLTPSQLTAYHEAGHA

FT                   LIVLQFPFALCSVTKIYIQETTTDSMFFFGQTAVRHPKLNQGGWQRLVLQAFGGVAAQQ

FT                   YLANQGKIPKEKIFLGIDDDFQFIEKLLMENNQLHKVDLNKLFQQAYNIVVNNKDLLDI

FT                   IAKEIDQKKILQQIDIERIIKDNHMLVTKLRI"

FT   gene            28165..28362

FT                   /locus_tag="AYWB_020"

FT                   /note="AYWB020"

FT   CDS             28165..28362

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_020"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA helicase II"

FT                   /protein_id="ABC65137.1"

FT                   /translation="MIKKDYVNKVVSYVSKYVSKNDKQIETNSNKGIDFYSRHLFGFSR

FT                   TCFSCPQESFLVLFPYDIIK"

FT   gene            28378..28533

FT                   /locus_tag="AYWB_021"

FT                   /note="AYWB021"

FT   CDS             28378..28533

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_021"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA helicase II"

FT                   /protein_id="ABC65138.1"

FT                   /translation="MPMVNFNFSNISEWNIKQIINGRNINIPHNLILLFKSYMTPKQAQ

FT                   NSNYFS"

FT   gene            28892..29269

FT                   /locus_tag="AYWB_022"

FT                   /note="AYWB022"

FT   CDS             28892..29269

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_022"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65139.1"

FT                   /translation="MFKVKKQFKIISVYLFIFLGLLFINNNHQVMAMEKANNHIDKKAI

FT                   NTSIQLFDLLRDQKQIVEKIHYFRNKEKKRLNFYEVQQIIKLEQKNIELKQKISEIKKI

FT                   FQKNNKKVTFNLKPLIKIIED"

FT   gene            30600..30833

FT                   /locus_tag="AYWB_023"

FT                   /note="AYWB023"

FT   CDS             30600..30833

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_023"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65140.1"

FT                   /translation="MDKQQKIKKEFYEHCQCCGSDLGMNINDIDLNLFGAIMTLMILIS

FT                   FGFFCIIWFFEFIFIRNNFIYVINHDRIQTNL"

FT   gene            30736..31125

FT                   /locus_tag="AYWB_024"

FT                   /note="AYWB024"

FT   CDS             30736..31125

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_024"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65141.1"

FT                   /translation="MDFFVLFGFLSLFSLEITLFMLLIMTGFKPIFEFLSNSIIFIKNM

FT                   FLGLFFPKRKIRNLEIKLTKQEHQEHLLFEKLDQVIIANEKLLSKLEQQKHKVAIWQSK

FT                   KERKKIVKISKKPHTNRKGLTVPKL"

FT   gene            31581..34118

FT                   /gene="nrdA"

FT                   /locus_tag="AYWB_025"

FT                   /note="AYWB025"

FT   CDS             31581..34118

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nrdA"

FT                   /locus_tag="AYWB_025"

FT                   /product="ribonucleoside-diphosphate reductase alpha chain"

FT                   /EC_number="1.17.4.1"

FT                   /protein_id="ABC65142.1"

FT                   /translation="MPALFPKKIKVIYDGLLQGQVYEMAQSLGFSFQHIQDVPSKLTDE

FT                   NVFLLTRSVKFGQVSDDAKTFLEKNATKVIGVAVSGNKNWGKNYGKAGDTIASNYNVPL

FT                   VLKFEGSGMPEERVFLKKWLACYCNNQKLPSYQFKTQPQMPTSKKTVLPPWIILNNQII

FT                   DEQGKIKDLNKDKEALQSFLQEGVAPKLKRFATLQDKLTFLQENEYYESTFLQKYNYSQ

FT                   IKEIYQIAYQKNLTFPTFMGAFKFYHDYALKTRDKQHYLETYEDRLSINALYHAKGDFA

FT                   IAKRLIVSLINQDFTPATPTLLNTGKKHRGEFVSCFLLEAGDSLNDIARINEFSMQLSK

FT                   IGGGVSINITNLRAKGESIKGIKGVCKGVVGVCKLLDHSFRYADQMGQRTGAGAVYLNV

FT                   FHADIIDFLSTKKLSADEDVRVKTLSLGVVVPNKMIELARKNEVMYTFFPHTVFLEYGK

FT                   NFADIAVDMSYWYDILIVNPKVQKKAINPRQLLELIAQMQGESGYPYLMFCDNTNQANT

FT                   SDLKVKFSNLCTEILQPTITSHYKDYHQTQQDEIGMDVSCNLASGHMGNMITNNTIQET

FT                   VFMAMEVMNCVSENTNISYVPAVAKANFLNRSVGFGIMGHHGFLAQNYIAFGSEENKDL

FT                   IDVFFNAINFYSLLHSCNKAKTTGKKFYRFKKSKYADGSYFNNRGEILPKTNKIKKMFQ

FT                   NITLPTQSDWNQLKQDVMKFGLYNSHRLAIAPNGSIGYIMGATPSLTPVKQLVEERTYG

FT                   NSKTYCPMPALKQASFMYTTAYKINKYDLIDVIAIAQKHVDQGISFELGITSDITTREL

FT                   QKYYLYAHHKKIKTLYYTRTQKLKIDECEACGV"

FT   gene            34482..35534

FT                   /gene="nrdF"

FT                   /locus_tag="AYWB_026"

FT                   /note="AYWB026"

FT   CDS             34482..35534

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nrdF"

FT                   /locus_tag="AYWB_026"

FT                   /product="ribonucleoside-diphosphate reductase beta chain"

FT                   /EC_number="1.17.4.1"

FT                   /protein_id="ABC65143.1"

FT                   /translation="MKTKNPQPQTNSKIHFQGANWNVLEDKYTHFFYEQNLSQFWRPED

FT                   ISLQGDLAAWSELTIEEKTAYSRNLLVLTFLDTYQGDLGMPIIARSLEEHEHQKKATLN

FT                   FMGAMENAVHAKSYSNIFMSYLTNKEINQLFLWGNQQKSLQTMMQVIVKVYEALEDQIY

FT                   LKKQTSLQFIELEFKKTQWKAMAVSVFLETWLFYSGFYYPLYFYGQGKLMQSGEIINLI

FT                   IRDESIHGVYVGRLATELYQLFDKPTKQTLKTWLDDLMQQLYQTKTSLVNAIYHKLNLE

FT                   DDVNKFVRYNANKALMNLGFDAFFPSENVNPVIINGLNTETKTMDNFSMKGNGYQKMRS

FT                   EALQDEDFYF"

FT   gene            37720..38157

FT                   /gene="mscL"

FT                   /locus_tag="AYWB_027"

FT                   /note="AYWB027"

FT   CDS             37720..38157

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mscL"

FT                   /locus_tag="AYWB_027"

FT                   /product="large-conductance mechanosensitive channel"

FT                   /protein_id="ABC65144.1"

FT                   /translation="MIENYNFTSKSLEFAKGFKAFIARGNVINLAVAVVIGQLFAKIVS

FT                   SLVADIIMPLFSLLFNYTGALKDLKFTIKANTYLCYGNFLQTILEFLLLSFIIYTILTL

FT                   MSWKNPLQKEKTDKNMLLLQQSLNKEIALLEEIKNILKSNK"

FT   gene            38354..40078

FT                   /gene="evbG"

FT                   /locus_tag="AYWB_028"

FT                   /note="AYWB028"

FT   CDS             38354..40078

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="evbG"

FT                   /locus_tag="AYWB_028"

FT                   /product="multidrug resistance ABC transporter ATP-binding

FT                   and permease protein"

FT                   /protein_id="ABC65145.1"

FT                   /translation="MKIIWKYLFKYKMLLLLNLIAVLFVCCSELGIPFIIGKFIIDYNK

FT                   NKLDPFALLGLLTLCACCGFIGNLILNYCASKVSSLLFQDLSGDIFQKVQTFSPTEMKQ

FT                   LGISSILNYTTLDVFQVMNFISVFYRTAVVSPIMLVVSVITIFYVASFLLLGILFVAPF

FT                   LVLTLFIILKKSYILSQQQQKKLDELNVITRENLIGIKSIRAFRQSQYETSRFSKVNHK

FT                   YSFFSIKLFNFMVSIDPIFYFFLNCSILINVGVGVHFLTQDNPGFTTGKLLSCIDYQFH

FT                   VLFAILDFLLLFMMFPKTLVSVRRIENVLNVTPKIKNVCKPLKPQMPFQTLSFENVTFT

FT                   YPDATQPTLEKINFSMKKGQIVAFVGATGSGKSTLIGLIPRLYDVCEGAIKINDIDIKE

FT                   YDLNYLRNKISFISQKNVLFKGTIRSNLAFGKQNPQENQMKEALQLAQAYQIIQNKNHK

FT                   FNEIVSELGTNFSGGQKQRLSMARGFLKKPDIYIFDDSFSALDYKTEYEIRKTFFEMKG

FT                   QNLVLIVAQRLTSVINADKIIVLEEGKMKAIGTHQELMKNCLLYQEIAKSQNLEVVL"

FT   gene            40024..41868

FT                   /gene="evbH"

FT                   /locus_tag="AYWB_029"

FT                   /note="AYWB029"

FT   CDS             40024..41868

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="evbH"

FT                   /locus_tag="AYWB_029"

FT                   /product="multidrug resistance ABC transporter ATP-binding

FT                   and permease protein"

FT                   /protein_id="ABC65146.1"

FT                   /translation="MSSLSRNCQIPKFRGCFMKRILRYLKPFKKQINLGLFLIFLASLF

FT                   NVFLFYFEGRFITDEIQKYYKDRSSFSVPFFGKNIMHYIIFILCINLFLYLFVVMCRVF

FT                   FNKMLISSIHQGMRDLRQDLQKKNHRLPIKYFDSNTLGNIMSRMTNDIEVISNALQQSF

FT                   SIMLASFLMIVMIICFMFVLHLFLGIIVFMMIPFSFYAIYKVFAKSQKIFIQRFDESGN

FT                   YHGFLQEKYTGYKEIILYNQQNTVIEEFSYQSKCLEKLVFKSNFLSGLTSPIVCLFTHF

FT                   TLIAVSMVGFFLIEGHNTSPFLAKLGVGVIGIGLFRCFLQFVWRLGNPIIEIGHMSVLL

FT                   QSANAASRRVFAFLNEIEEAPEVLKPQVIANPQGEVVFENVFFGYNKRDMLLRNINFVA

FT                   KPGQTIAIVGPTGSGKSTLINLLMRFYDINAGTIKVDGVDIRELKKDNLRTIFGMVLQD

FT                   TWFFKDTIWQNIKYGKQDATDEEVIQAAKQAQVNYFINTKPNGYQMQINEEADNLSQGE

FT                   KQLITIARTILSDPKILILDEATSNVDTRIEILLQQAIQKLIQNKTAFVIAHRLSTIVN

FT                   ADKILVLNRGAIIEQGTHQELLNYKGFYYKLYQSQFQK"

FT   gene            complement(42859..43134)

FT                   /locus_tag="AYWB_030"

FT                   /note="AYWB030"

FT   CDS             complement(42859..43134)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_030"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65147.1"

FT                   /translation="MLSFKNQKNKYHYQQLKSQLKIVLNLINQDFKTYEPMQKLFTGIT

FT                   YFKTQQGFLYFYCIIDSFNNQIVASHVKGFLISMSRKTTTRDNAVI"

FT   gene            complement(43086..43403)

FT                   /locus_tag="AYWB_031"

FT                   /note="AYWB031"

FT   CDS             complement(43086..43403)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_031"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65148.1"

FT                   /translation="MGKFQNDLNITTILKTIQTKRSTYYYWLKVNHKIKLKQEKYLLQQ

FT                   KRIESLCRIHEYLFGHSKITNLYQKNFNETITKKKVYHIMKEKSICCRLRIKKINIITN

FT                   S"

FT   gene            46277..46684

FT                   /locus_tag="AYWB_032"

FT                   /note="AYWB032"

FT   CDS             46277..46684

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_032"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65149.1"

FT                   /translation="MFKIKNNLLKSKIFVFILLGLFVIINNHQAMAAPNEEFVGDMRIV

FT                   NVNLSNIDILKKHETFKKYFDFTLTGPRYNGNIAEFAMIWKIKNPPLNLLGVFFDDGTR

FT                   DDEDDKYILEELKQIGNGAKNMYIFWQYEQK"

FT   gene            46715..47068

FT                   /locus_tag="AYWB_033"

FT                   /note="AYWB033"

FT   CDS             46715..47068

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_033"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65150.1"

FT                   /translation="MFKLKNQFKKKIIFLFVFLGLLFINNKSIYAFPGIDLDVRRHQLE

FT                   EELNNLLLELNNVFNNMSLDSSTRFNMMVAISNTIDTTNNQLSTINQQIIERDRCNQQR

FT                   RNYQNKPNSPRRI"

FT   gene            47134..47316

FT                   /locus_tag="AYWB_034"

FT                   /note="AYWB034"

FT   CDS             47134..47316

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_034"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65151.1"

FT                   /translation="MTNNIYQVMAMNNLNDEINKLYLERNQLVIKINSFLSRPTIQELN

FT                   ANYQKLKILNKNILI"

FT   gene            47874..48041

FT                   /locus_tag="AYWB_035"

FT                   /note="AYWB035"

FT   CDS             47874..48041

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_035"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65152.1"

FT                   /translation="MIIIIMRIKKLNQRTKLWHQHLTSCMYIHGGAGSGKTTILIEKLR

FT                   QKEKTFNFGS"

FT   gene            48031..48408

FT                   /locus_tag="AYWB_036"

FT                   /note="AYWB036"

FT   CDS             48031..48408

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_036"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65153.1"

FT                   /translation="MVANNATKNIIYDKLFSSLKEDYPSYNDDELEKYLKDNYEIRTFH

FT                   SFAYSCYLKYNIFNETAKQRKFIDDETKLNILKLILKENQDLKLYFKEQRKYSFRKFLQ

FT                   ELNNLIRLTFQKENCYSSIKI"

FT   gene            49061..49555

FT                   /locus_tag="AYWB_037"

FT                   /note="AYWB037"

FT   CDS             49061..49555

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_037"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65154.1"

FT                   /translation="MSTIHGYKGYENECVYLIGWQNRNESQDKVLEKKLIYTAITRAKH

FT                   DIEILTLNDSSIFIDYFYSLIKKKLISDNFTKGLNDKIFDLDYLKICLPNSKDIEIYDE

FT                   LSTTIKIYNEKVNQLEKQHKFNQITESYYKKCYLKLCVLFKEISKNIYKVQKKIMAMRL

FT                   V"

FT   gene            49641..49844

FT                   /locus_tag="AYWB_038"

FT                   /note="AYWB038"

FT   CDS             49641..49844

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_038"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65155.1"

FT                   /translation="MSLSDDDLKLDYSLKKQLKEIKLQEIKPKSKILRHYRDSSQNAKD

FT                   KLLYNFKDSTKKISFYYFDSSL"

FT   gene            49765..50031

FT                   /locus_tag="AYWB_039"

FT                   /note="AYWB039"

FT   CDS             49765..50031

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_039"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65156.1"

FT                   /translation="MLRINFYIILKILLKKYLFITLTAPYDDLQSKTIKYTYEPDIMDQ

FT                   VRKRFIRLVRKKYLLNLFQQCSQKDLVYSKMQDFRYFLVFGNY"

FT   gene            50105..50464

FT                   /locus_tag="AYWB_040"

FT                   /note="AYWB040"

FT   CDS             50105..50464

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_040"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65157.1"

FT                   /translation="MCTDKDYALGLKNRPIKGNKSIFYDDYLMHKIDEKGNIKITQNYY

FT                   EKKNVKVSKITLLWANAYASVMNKNNIKHYKHLNPISQNVQIFRPSKTNLLFEKIEISK

FT                   CKVFYKGTFDKKRLC"

FT   gene            50394..50912

FT                   /locus_tag="AYWB_041"

FT                   /note="AYWB041"

FT   CDS             50394..50912

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_041"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65158.1"

FT                   /translation="MKKLKLVNVKFFIKALLIKKDYVNKVVSYVSKYVSKNDKQIESNS

FT                   NKGIDFYSRHLFGFSRTCFSCPQESFLALFPYDIIKEIELSSFPIVNFNFSNIFEWNIK

FT                   KIINGRNIKIPHNLTLLFKSYMTPNPVQNSNYFSLNLSSIQPKNYFLNKNFKKYFKLQK

FT                   LKLKLKKRL"

FT   gene            complement(51203..51829)

FT                   /locus_tag="AYWB_042"

FT                   /note="AYWB042"

FT   CDS             complement(51203..51829)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_042"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65159.1"

FT                   /translation="MKKTIKKNIIIFICFTLLVFCFFIIFCKNSKNEKPFTCFKNPNNS

FT                   LQLTRKLAYLGLNQFVNGLESDQFKEQYLLIFNGDSSFFENDVLSCSLKTASTPLIQGT

FT                   LDFLSQQLKRKFNLIINDKHLLSSFLFDNNPIDLEMKNNNYHFFIQKPEDTKGDGYCFF

FT                   HALIFLLKKKNLFSENIIKDSFDKIDLSKNNYNIIDKIKKLKEKS"

FT   gene            complement(52274..52477)

FT                   /locus_tag="AYWB_043"

FT                   /note="AYWB043"

FT   CDS             complement(52274..52477)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_043"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Threonyl-tRNA synthetase"

FT                   /protein_id="ABC65160.1"

FT                   /translation="MQKNILKNHQVFTALGNEETLSTIQLDFLLPQKFNLTFIDCNNKH

FT                   CRPSCDSSFCCFNFGTFFISFN"

FT   gene            complement(52659..52850)

FT                   /locus_tag="AYWB_044"

FT                   /note="AYWB044"

FT   CDS             complement(52659..52850)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_044"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65161.1"

FT                   /translation="MNPIKNHTTHQLWLKQANHELLLKLISKKLSKNEFKIIYLSFGIP

FT                   LENINEDYQRYYINEEIA"

FT   gene            complement(52903..53085)

FT                   /locus_tag="AYWB_045"

FT                   /note="AYWB045"

FT   CDS             complement(52903..53085)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_045"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65162.1"

FT                   /translation="MKQFKYYLLVLTKEDLYQEGFLGLIKALNNYENLDYDFITYTTPT

FT                   IKSEIKELIRKSNSP"

FT   gene            53619..53864

FT                   /locus_tag="AYWB_046"

FT                   /note="AYWB046"

FT   CDS             53619..53864

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_046"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65163.1"

FT                   /translation="MMSEFKPKLSKEKEKPINIYNSTLEELYSDYNDNENQKIIEVCIK

FT                   KNRSGTKKTLIYHFEMTTQTFQEIGYVLPYQMETYY"

FT   gene            53890..54360

FT                   /locus_tag="AYWB_047"

FT                   /note="AYWB047"

FT   CDS             53890..54360

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_047"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65164.1"

FT                   /translation="MNFQEKIKNIQINFPMSVLLKKLNIIPPKFNPKYRFPCPIHQGQN

FT                   PTCCHLTSDNKIHCWKCCKDYDIIDVYMEIREIKTFNNALEKINNFMKTQEFKNLIQQQ

FT                   TSTPNISYEPFKYQYHHNKINNPIDEKEINATKTQLFKEISPLFNQIRDYYH"

FT   gene            54792..55088

FT                   /locus_tag="AYWB_048"

FT                   /note="AYWB048"

FT   CDS             54792..55088

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_048"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65165.1"

FT                   /translation="MKTIIIHEGFFDVISCWQNNIKNVVGLICVTQLLSKSQIEILKKE

FT                   NIKVIIALDNDETGQKRSEALGEQLKEENIIYEIRRILPPYDKTCKDVDDLLR"

FT   gene            55376..55696

FT                   /locus_tag="AYWB_049"

FT                   /note="AYWB049"

FT   CDS             55376..55696

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_049"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65166.1"

FT                   /translation="MKKETNQGIIRGGWETKSTPNDLVQIKNFLQTLKGELLNITIVSH

FT                   SKKKNSYQQTNYRPKNQTLFVDPQILDEMKKYRIEIIKNHSSENDNNLTLTNPITPPKT

FT                   PK"

FT   gene            56593..57063

FT                   /locus_tag="AYWB_050"

FT                   /note="AYWB050"

FT   CDS             56593..57063

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_050"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65167.1"

FT                   /translation="MKVENKIKTKKEKYLLQQNRIKALCLQEKYFCGHRKITDLYQKTF

FT                   NENITKKKIYTIMKENGIFCRLRIKKNKYYYKNNLKAKLKVVDNLINQDFISTKPMKKL

FT                   FTDITYFKTPQGFLYFSCIIDSFNNQIIASHTSKHQNKELVSNTIKKIPKLK"

FT   gene            58057..59229

FT                   /gene="sfcA"

FT                   /locus_tag="AYWB_051"

FT                   /note="AYWB051"

FT   CDS             58057..59229

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="sfcA"

FT                   /locus_tag="AYWB_051"

FT                   /product="NAD-dependent malic enzyme"

FT                   /EC_number="1.1.1.38"

FT                   /protein_id="ABC65168.1"

FT                   /translation="MNIKEKALEMHEKNKGKVGVVSKVKVQNLDDLSLVYTPGVAEPCL

FT                   KIKENPSDVYRYTMKGNMVGVITNGTAVLGLGNIGPKASLPVMEGKAILFKELAGIDSF

FT                   PICIDSTDSQEIVNIVSKISTVFGAINLEDIKSPQCIEIEDALKAKLDIPVFHDDQHGT

FT                   AIVVAAGILNALKVVKKSIEDVQVVINGAGSAGMAIAKMLLLLKVNNVVLVDKTGTLYK

FT                   GVANLNEPQKKLVEVTNKYQEKGTLKEVLKGKDIFIGVSAPGIVTAEMVATMAKDAIVF

FT                   ALANPVPEIMPDEAKKGGARIVATGRSDFPNQVNNCLAFPGVFRGTLDAKATQITEEMK

FT                   KAATYALKNIIKEQDLNENNILPTSFNKEVVKQIALAVCKVAKETGVVRK"

FT   gene            59226..60761

FT                   /gene="citS"

FT                   /locus_tag="AYWB_052"

FT                   /note="AYWB052"

FT   CDS             59226..60761

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="citS"

FT                   /locus_tag="AYWB_052"

FT                   /product="malate-sodium symport"

FT                   /protein_id="ABC65169.1"

FT                   /translation="MSIENEQSSPDNKENNNNNKDSKNVNSVFVPKKTILGFSVPLFFL

FT                   MILVVFVQVFVLGFVSFKTTNKFEPVFHPLITPLLIAMLLAAVLQKIGAKTPLLKDIGG

FT                   GSILCILVPSILFTYPFFKDGSIFLQMQNFMRIIMKHLNAESITVKIQETKYTYKAVGF

FT                   SNFFVSALIIGSFLSMDKKLLKSSFKKFIPLILVSLITGALFVGTLGALLHPIGGLENA

FT                   SQTSKGAFLDAVFYIFAPLASGGMSSGVTPLKNAYAGQNLDLQEPFMSHMTPALLVGGI

FT                   FSIFASGLIKKFVKTTKYSGYGKLEVKDVPKNPNKNTYKLVPEKLSYHQITTGLIAIFT

FT                   LYLFSVLIKESLILLLPNIKKYLPEYIVFLVFVVVLMKLFNVVSDYYNSCINQASKFVT

FT                   TNFTSAFLVILGSSIPMEAMLKQLNFKFVFTCIMCVLLVALVAGYLGKKLGYYPVESSI

FT                   TAGLCTNSIGGAGNVAILSASDLMGLMPFAQIATRIGGALVVVVASISYPLLY"

FT   gene            61363..62010

FT                   /gene="pgsA"

FT                   /locus_tag="AYWB_053"

FT                   /note="AYWB053"

FT   CDS             61363..62010

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pgsA"

FT                   /locus_tag="AYWB_053"

FT                   /product="CDP-diacylglycerol-glycerol-3-phosphate

FT                   3-phosphatidyltransferase"

FT                   /EC_number="2.7.8.5"

FT                   /protein_id="ABC65170.1"

FT                   /translation="MFPLLANLITVFRIVLVFVLLPLMCVSEPEFANVLAFQIIFIVAA

FT                   ITDYLDGYIAKKYQQQTVFGKFFDPIADKLLVIITLFYICQCRLSATQGTFLFSDTQMP

FT                   KNFFTAVIMIIVIREFLVTGIRLVASNKEGVVISASFWGKAKTVFTFVAIICLFFGLYT

FT                   SSTFACDAEKLFEYLSNIGDICLLVSVVLTIVSGFDYFFKNYKIIRKNFAPE"

FT   gene            complement(62896..64539)

FT                   /gene="srmB"

FT                   /locus_tag="AYWB_054"

FT                   /note="AYWB054"

FT   CDS             complement(62896..64539)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="srmB"

FT                   /locus_tag="AYWB_054"

FT                   /product="superfamily II DNA and RNA helicase"

FT                   /protein_id="ABC65171.1"

FT                   /translation="MNTLFEQLPILEQTKKALKELNFIDTTPIQALVIPEIIKGHDVIG

FT                   QAQTGTGKTFAFGIPIIEKINPKIQKTQSLILCPTRELTLQVYEELKKLLRFYQEIRIA

FT                   VVYGGESYTKQFRSLEAKPHLIIATPGRAIDHLERGKIDLSALKILTLDEADEMLKMGF

FT                   QEALETILKKIPEERQTVLFSATLPPFIKKIASKYQKDTKILQVPVKNIAVNAIEQNYF

FT                   LVKEVDKAKLLVRLLDLKKDYSTILFANTKKDVDEITAYLQDKGFLADAVHGDLKQNQR

FT                   QYVMNNFRKGKIKILIATDVAARGLDISDIKMVINYDLPHEDEVYVHRIGRTGRAGKKG

FT                   LAYSLISPRKVSQLKKLEYYLKEKITLLDIPSVQSIKLQNAKDLEKKILNIIEKNKEET

FT                   TPNPLAQKLLENFSSEQIIQGLLKNFLPKERNYTEIIPPRINTNNSFTRSRFGFESRFG

FT                   SYGSNDSYKRKNSNFIEVVINLGKKDNINPPVLLKLLKDHFKIYGKNIGNIKHLTHETI

FT                   FEVESRFWNQMKSKSNIRFQNKNLILNKKD"

FT   gene            complement(65103..65735)

FT                   /locus_tag="AYWB_055"

FT                   /note="AYWB055"

FT   CDS             complement(65103..65735)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_055"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65172.1"

FT                   /translation="MTRNKKYILITTIFLILIGITIFHFFSDEILLQNSTQNDNKAEIN

FT                   NKIEISQENFNKRLKYIIHNELEEPQITFRIKRKEKELRKQYQQQQMSFMSKNEKESYK

FT                   NILKINSQLDDISFNNKNINKDIKTLEEKYEEANEQEKIKIRDETNLIYEKTKQLSEQK

FT                   EQLEADQTLAIKQHIDLFKNLQTQNKFSQIDIKPYENALKEIYDIKN"

FT   gene            66913..67083

FT                   /locus_tag="AYWB_056"

FT                   /note="AYWB056"

FT   CDS             66913..67083

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_056"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65173.1"

FT                   /translation="MIAENKAKYNSNNGWFKKESKKNIPNVFKLWSDILRDNLPNLKLL

FT                   NSRSQNLQIFC"

FT   gene            67355..67507

FT                   /locus_tag="AYWB_057"

FT                   /note="AYWB057"

FT   CDS             67355..67507

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_057"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65174.1"

FT                   /translation="MTGFYLSNILKFGKKHILYVLLRNNILRTLNKKAVKVPGKDFPED

FT                   KNITP"

FT   gene            complement(68141..68323)

FT                   /locus_tag="AYWB_058"

FT                   /note="AYWB058"

FT   CDS             complement(68141..68323)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_058"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65175.1"

FT                   /translation="MKKIAVEKALSYSFEDNFINQMANILQSMYNLNKDFENVKKPSRL

FT                   EKCMANAPLYLKNKM"

FT   gene            68483..69517

FT                   /gene="hrcA"

FT                   /locus_tag="AYWB_059"

FT                   /note="AYWB059"

FT   CDS             68483..69517

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hrcA"

FT                   /locus_tag="AYWB_059"

FT                   /product="heat-inducible transcription repressor"

FT                   /protein_id="ABC65176.1"

FT                   /translation="MMNMLSDRKKLILKAVVENYSQKRQPVGSKMLTYLPYLKFASATI

FT                   RYDMVQLEKEGFLQKNHTSSGRVPSFKGYVYYLNHLLTRDHDVACMFESIDKVIQKKRF

FT                   CKGQVIKEALNLLNNLTNYTTMAIGSDIFNNSKITKIDFIPLNSAQAVILIITDKGNVQ

FT                   HQNISLEQTKEISIYDLKDVVQVVNDLLKDKFLSEAAHIIQSDFFKKTIAKYICFQEQL

FT                   IALFMEAFSSFASENLYFSGVSKMLEKPELNNPEIIKKFMGLLERKELLKIMLNQDSLS

FT                   FKFSDGLQLTPLKDCMILSIPFDVNPNEKGRIAVVGPSWMKYPKVIPILEYLAVHLSKL

FT                   NDQE"

FT   gene            69688..70413

FT                   /gene="grpE"

FT                   /locus_tag="AYWB_060"

FT                   /note="AYWB060"

FT   CDS             69688..70413

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="grpE"

FT                   /locus_tag="AYWB_060"

FT                   /product="molecular chaperone GrpE protein"

FT                   /protein_id="ABC65177.1"

FT                   /translation="MFLEKEQDNLDNLKTQTKELHKDYTECQNCQKEETQTTNKDNQKE

FT                   DETFKNQPNKTKQTNTKQQKHLSKESSHQQITKLQTQIKELQQKLSQQKKTFDEGLLKN

FT                   QAEFINFKKRAQTQKENELKYASSNFINNLLMPLEQLEKVIDMPTQNELLQKYLLGFKL

FT                   LQKQIKKVLQDEGVEEIEALNKPFDPTFHHALETVCDFEKPDKTNLAVLQKGYLYKKRI

FT                   LRPTLVKVNEWSDKNEKNE"

FT   gene            70379..72226

FT                   /gene="dnaK"

FT                   /locus_tag="AYWB_061"

FT                   /note="AYWB061"

FT   CDS             70379..72226

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaK"

FT                   /locus_tag="AYWB_061"

FT                   /product="molecular chaperone DnaK"

FT                   /protein_id="ABC65178.1"

FT                   /translation="MNGVIKMKKTNKIIGIDLGTTNSCVAVMEGGEAKVIPNAEGGRTT

FT                   PSVVSFKGDEIMLGEIAKRQAITNPNTISSIKRHMGEANYTVNVSGKKYTPQEISAMIL

FT                   ANLKKTAEDYLGAQVSEAVITVPAYFNDAQRQATKDAGKIAGLNVKRIINEPTAAALSY

FT                   GVDKGDKEQTILVFDLGGGTFDVSILTLMDGTFEVLSTSGDNALGGDDFDLRIVDFLVQ

FT                   EFKKENSVDLSKDKMAMQRLKDAAEKAKKELSGVASSQISLPFLTMSEAGPLHLEYNMT

FT                   RAKFNELTKDLIDRCLAPVKRALSDAKLDIKKIDQVLLVGGSTRIPAVQDLVKNELNKT

FT                   PNKSINPDEVVAIGAAIQGGILSGEVKDILLLDVTPLSLGIETLGNVFTKLIERNTTIP

FT                   TSKKQVFSTAADNQPAVDIHVLQGERPLAADNKTLGRFQLTDIPPAPRGIPQIEVTFDL

FT                   DANGIVSVKAKDLGTNKEQKITISGSGALKEEEIQRMIREAEENAEADRLKKESIDARN

FT                   EAENMIFHTKKSLEDLKADVTPEEKDKVENQIKELEEALKGDDTALIKEKTGSLTKESQ

FT                   GIAMKAYQKAQEKGAQENTTAKNEKPQDEVVDADFEEQK"

FT   gene            72363..73430

FT                   /gene="dnaJ"

FT                   /locus_tag="AYWB_062"

FT                   /note="AYWB062"

FT   CDS             72363..73430

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaJ"

FT                   /locus_tag="AYWB_062"

FT                   /product="molecular chaperone DnaJ"

FT                   /protein_id="ABC65179.1"

FT                   /translation="MTKKDYYHILGLDKDASPEDIKKAYRILAKKYHPDISKEANAESK

FT                   FKEVQEAYSVLGDASKKSNYDRFGDSSDNGFSDFGSGGFDGFDSFGDSFFSSFGDIFGN

FT                   QQTKKPSYDKKVEMTIGFIDSVLGANKTIEITVEADCRVCHGKGAVSHQDVIACRRCGG

FT                   TGQIITEQRTFLGNIRSRQVCPNCSGKGQEIKNKCYACHGQKRQKVKQSATFNIPAGIQ

FT                   EGMSLQVPGKGNFVPLSNNQKAGDLYITFKVRPHESFVRREYDIILEIFITLPEAVLGT

FT                   NILIPTIYGEVALKIPSGIQSGNKLRMKNKGVAHLNSSYRKGDQYVVVHLKTPNPLSLE

FT                   EKRLYQKLLDLQHRS"

FT   gene            73810..73962

FT                   /locus_tag="AYWB_063"

FT                   /note="AYWB063"

FT   CDS             73810..73962

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_063"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65180.1"

FT                   /translation="MFLLDNFKEKIQDNKKLSSVTVYCRATYKRVIQKTLLFICHFLLC

FT                   LYGMN"

FT   gene            74815..75885

FT                   /gene="ftsY"

FT                   /locus_tag="AYWB_064"

FT                   /note="AYWB064"

FT   CDS             74815..75885

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ftsY"

FT                   /locus_tag="AYWB_064"

FT                   /product="signal recognition particle, docking protein

FT                   FtsY"

FT                   /protein_id="ABC65181.1"

FT                   /translation="MFKWLKSKFFKSKNNDKYQLGLKKTKASFLDFQTLLKQSNNIEQS

FT                   LLQALESLLIQADFGTKTIFFLMQAIKDEINQFQIKNPQKLPSVVFSKMFDLYQNMKDM

FT                   KNIKDTLESSQEQEQEKKQAKQNQGPNPTNPKDTFTSQNNFPQMYLFTGVNGVGKTTTI

FT                   GKMAEALKQEGKKVLLIAADTFRAGAVAQLQIWAKRVGVEVFCKPLPAHPASVIFEGIE

FT                   LAKSQNYDIILCDTAGRLQNKTNLMQELAKINRVIYKHLPASNLQTFLVLDATTGQNAL

FT                   NQVDLFNQATPLSGAILTKLDGTSKGGIVFAIKYLYNLPTKYIGVGEKAQDLITFDVKK

FT                   YLFNLFEGFFTSEDIL"

FT   gene            75981..77351

FT                   /gene="ffh"

FT                   /locus_tag="AYWB_065"

FT                   /note="AYWB065"

FT   CDS             75981..77351

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ffh"

FT                   /locus_tag="AYWB_065"

FT                   /product="signal recognition particle, subunit FFH/SRP54"

FT                   /protein_id="ABC65182.1"

FT                   /translation="MSILGEGLQKVINKIRGKKILEQQDIQNIMQDIKVSLVESDVHLQ

FT                   VIDKFNEIIEKKTLKQEVLKGLNNKEHIIKIVNKTLIQILGSTRVDLTFKPNCNLNTLM

FT                   LIGLQGSGKTTTAGKLALWLRKKNSKKVLLVACDIYRPGAIEQLKVIGKQINIDVFSKL

FT                   DADVLDIVDAGLKHASQEGYDAVIIDTAGRLDTDETMMQELQQIKAKADPSEILLVVDC

FT                   LSGQQSANTAQSFHNQLGATGVILTKMDADTKGGAALSVRAMTDLPLKFVSSSEKIDSL

FT                   EPFNPDRMASRLLGMGDILTLIETFTDKIDPHQSKQMMEKLFDDSYNYYDFQKQLKTLK

FT                   KMGSFSKLLSFIPGLGCKIKQLSANLGDDGFNKFEVLIQSMTKQEKKNPQLIVLSSRRR

FT                   QRIAKGSGNQLSDVNKLITLLEQQKKLAKQMQHFDDQDLDKLQNDPMSFFHDMNNNK"

FT   gene            77554..80097

FT                   /gene="polA"

FT                   /locus_tag="AYWB_066"

FT                   /note="AYWB066"

FT   CDS             77554..80097

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="polA"

FT                   /locus_tag="AYWB_066"

FT                   /product="DNA polymerase I"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65183.1"

FT                   /translation="MKHLVLVDGNSLLFRAYHATASKYKPLLQNKKGIYTNALLSFIRM

FT                   FEKILEETKGYILVAFDTPKTTKRHQLYDAYKQGRPETPSALISQIPLIKQYLELIGVK

FT                   YHAQDEYEADDIIGTLAKEASNQNNTVSIYSSDCDLLQLVDKKITVCLLKKGLREIKYY

FT                   TPTTLLEEYGLKEYQMIDYKSLIGDPSDNIKGVLGIGPKTAQKLLQEYDTLDNLMQNLD

FT                   NIKPILKTKIQNSQTDLELSKILTAINLKVPLPFDCMQTEIQIRLEQNLKNFYEEMDFR

FT                   RLAITKYARIEKEINTTNKYNKEASLKAKEVQEAVKDSNLENDNNLNQTNQIRPIATTN

FT                   NNDNNTPKVQEQGAKTPQINFHYQIIKDQNALNTFLDQIQPHEIWACFFELEKENDSNT

FT                   FLQGIGFSNGNAHFFIDANLAFANNNFCNYLKDANFYKIVFHNQAIQFFLKTQHQQLNG

FT                   VIFDLICASYLLFPLKNLEFSHIISKIDILNNTNYVSQLSQKILILEQKVAFKSFLLHA

FT                   IKNSIFHYLKAQNQLFLFQEIELPLSNVLAQLEYETNLLQQKQIIEANPIEKNIYEKIE

FT                   MQQEKIPKTNQMQEQAQEKDSDQNQYTNLKNNQEQENQINQLKSLKDVFGYQNSFFLNM

FT                   TKNKKTYNYLINDNFFCFSLKILATLGNIQKIKNYFKIKKNHLLNDEQTLHFFVNEPTS

FT                   EIKKDSQNLSETTNFCLDSWIKEILLELNISSNCAQDFINQYLSLDDEIINYYQNLLQQ

FT                   IKEKKYALTLLKRKVFFGNQKLTPNLDLETLYVFLQENILDMKKIAILQLLRHLERHNE

FT                   NAKITYFALNNYLQQHIDLISKHLNYFFILDNGNI"

FT   gene            80198..81028

FT                   /gene="nei"

FT                   /locus_tag="AYWB_067"

FT                   /note="AYWB067"

FT   CDS             80198..81028

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nei"

FT                   /locus_tag="AYWB_067"

FT                   /product="formamidopyrimidine-DNA glycosylase"

FT                   /EC_number="3.2.2.23"

FT                   /protein_id="ABC65184.1"

FT                   /translation="MPELPEVQIIVDFLKTQLIGKKIVATKVFYEPTVKNTKEFQKIEQ

FT                   TTILDIQRKGKFLLFFLTQELVLIGHLRMEGKLFIKPCDEPKHKYEHFSIILGDKSSLR

FT                   YYDFRKFGRFEVKNQNIFLTQTTLHQLALDPFEINPVFLYQKILKTKSALKKVLLNQKI

FT                   ISGLGNIYVNEVLFLVKLHPETKACELSLKQVQEIVTISQKVLAKAIKLGGTTVSTFES

FT                   QPGIIGYFQNKLQVHGKVNKPCINCQTKIIKIKVGGRGTYLCPICQNHNSNKEL"

FT   gene            81084..82277

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_068"

FT                   /note="AYWB068"

FT   CDS             81084..82277

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_068"

FT                   /product="replication initiation and membrane attachment

FT                   protein"

FT                   /protein_id="ABC65185.1"

FT                   /translation="MFSHLNLFQIKNSVFLSFEDHQSLSLLYQPLIGTHALGIYHILAT

FT                   LKPNIFYQHQFLFDLSAVAKNDFLEAQEKLEALNLLQTFRNPKTQERIYWINLPYRSQD

FT                   FFKDPLFSNFLLSEVGEVTFLSLHNHFSKEIPTQKNNWDAFQDISKKFDDLFQVQKMDL

FT                   PISFTCPNNQTNHSPRQFLNKAFDYELFLQKLPQRFKKPSLICNQTSDFIQKLSLVYNL

FT                   DEATLSEIYQKTFSNPSEIELSKLSLGVKRYYQMHTQTQNLVFSKRTQDNEQDMITLLK

FT                   RKDSTQRIIINHCPKNMQATAADTVFNFMERNNLELGLVNVLLTYILERKGFVPSVVYL

FT                   EKILKSWKQKGIFDTETAYDFYMEQEKKPPQTKFRSNFKKPQISPKWLEDFKKKQQS"

FT   gene            82362..83180

FT                   /gene="dnaC"

FT                   /locus_tag="AYWB_069"

FT                   /note="AYWB069"

FT   CDS             82362..83180

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaC"

FT                   /locus_tag="AYWB_069"

FT                   /product="DNA replication protein DnaC"

FT                   /protein_id="ABC65186.1"

FT                   /translation="MEFSDIKIKISKMISQCEETKNLDISDDDLPVIYNYLLTKDQEDE

FT                   YGNRQEIKTNPLRVVWVPTVKSQALYFKEYWQSKNELFDSSINFDAHLVKQFVVDNDSK

FT                   QQALKEMKQIIKHFEKSTKGFYLSGSFNAGKTIFLKKLAYELIQKQISVIFLFMPDIIR

FT                   KFRNFLYNNTLETRLQQLKNVKCLILDDLGSENMTPWFRDEILLPLLYDRAEKKLPLFI

FT                   SSNLPPNELQNYLFHLHGAENANSEIKVYKIIEKIRTLTRFYDFSEKQDS"

FT   gene            complement(83961..84185)

FT                   /gene="cspC"

FT                   /locus_tag="AYWB_070"

FT                   /note="AYWB070"

FT   CDS             complement(83961..84185)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cspC"

FT                   /locus_tag="AYWB_070"

FT                   /product="cold shock protein"

FT                   /protein_id="ABC65187.1"

FT                   /translation="MQDKKEQGTCRWFSKDKGYGFIISADGKDIFVHYSSIQTEVFGRK

FT                   TLNENDKVEFTVKEGDRGAQAVDVVVVNE"

FT   gene            84386..84459

FT                   /locus_tag="AYWB_t01"

FT                   /note="AYWBt01"

FT   tRNA            84386..84459

FT                   /locus_tag="AYWB_t01"

FT                   /product="tRNA-Thr"

FT   gene            84479..84553

FT                   /locus_tag="AYWB_t02"

FT                   /note="AYWBt02"

FT   tRNA            84479..84553

FT                   /locus_tag="AYWB_t02"

FT                   /product="tRNA-Gly"

FT   gene            84902..85183

FT                   /locus_tag="AYWB_071"

FT                   /note="AYWB071"

FT   CDS             84902..85183

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_071"

FT                   /product="fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65188.1"

FT                   /translation="MFEKQQHKSQGDNKLILKYKGPKHFLQEDKDYYLGRARLVNTDFK

FT                   DSTNFHLHFNPVRKTLSLYQEKHNNDKTKEAEMKRTILVGNKKRSFNE"

FT   gene            85274..85663

FT                   /locus_tag="AYWB_072"

FT                   /note="AYWB072"

FT   CDS             85274..85663

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_072"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65189.1"

FT                   /translation="MAMGNKNSNNNEVSNDEEYALYVQAEFAIQNELTNFKFNNEKKSE

FT                   LLYKQNCITKAIKKYNERKNNHQLSIPHDNQSEISQNNLHSLTENDDNLSGVLQYIDLK

FT                   KTILIYIRLINQKVLKRTILKIKEW"

FT   gene            85667..86227

FT                   /locus_tag="AYWB_073"

FT                   /note="AYWB073"

FT   CDS             85667..86227

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_073"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65190.1"

FT                   /translation="MIKLKNQFQIISIFLFTFIGLLFIINNNRVMAMNNNSSSNINNEI

FT                   INNIEEFQNLMLLQRNSAQQIINALSNRVSEPEILNLLNRHNQIHQQIVNYQHRLLNIQ

FT                   QQMISNLDLNVSRIQLEREGLSLENSMMIAINNTPLYASESQINVLRNIQINIDRKKAQ

FT                   IQNIIQQIIQQQRNNNPNNRRRR"

FT   gene            87154..87786

FT                   /gene="tmk"

FT                   /locus_tag="AYWB_074"

FT                   /note="AYWB074"

FT   CDS             87154..87786

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tmk"

FT                   /locus_tag="AYWB_074"

FT                   /product="thymidylate kinase"

FT                   /EC_number="2.7.4.9"

FT                   /protein_id="ABC65191.1"

FT                   /translation="MKLIIFEGLDGSGKTSLIKSVQQELQKQGNEVVAIRGLGSSTIGN

FT                   SIRETFLTHNTLHNLTRYFLSFANMIQNQEESIKPHLQTNKIILVKRWLGSNFAYRVYP

FT                   SKIDKNYHIFNNLSKKFIKPNITIYLKIHPQLGLERKINQKNHQLDVIETSSLTYFQQV

FT                   EKGYFEFLKNQNLGTKIILNNMNDKDAKFNQQYIIKKIGEIKSGNNN"

FT   gene            87953..88351

FT                   /locus_tag="AYWB_075"

FT                   /note="AYWB075"

FT   CDS             87953..88351

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_075"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65192.1"

FT                   /translation="MNQLTNLHFKNINILNQQSLCVDITKQIIQPSLFNKPFNEYMIKT

FT                   HKLLNEYLNNKQHNSQSQKVIRGKINEYLILLYFQNKGIINLYPQAYLFFIPDIKFDLV

FT                   LFTETKGIMAFNFKTFLRDRYKQAMVEG"

FT   gene            88585..88767

FT                   /locus_tag="AYWB_076"

FT                   /note="AYWB076"

FT   CDS             88585..88767

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_076"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65193.1"

FT                   /translation="MLTNEQKALKQLINYIEQGQWEKLNLYCQIINPKNLLNPKNTKIF

FT                   TALKYLFLEKQTSHP"

FT   gene            89099..89359

FT                   /locus_tag="AYWB_077"

FT                   /note="AYWB077"

FT   CDS             89099..89359

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_077"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65194.1"

FT                   /translation="MASLQPEFFDTNQQSKQKIQDEYYRLSETFKVLNQSTKGFKKGQI

FT                   ITIEGYTGLGKTTFVYNFLLDIAKTKHKEISYYPHILVFSY"

FT   gene            89573..89872

FT                   /locus_tag="AYWB_078"

FT                   /note="AYWB078"

FT   CDS             89573..89872

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_078"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65195.1"

FT                   /translation="MFLLIDHLQITKTTNHLENDRLAIDEIMTKLKKLAIELNIVIIIL

FT                   YQFSKDTYSNYQGKSPEITALKGSGVIETNSDIVLMMSEFKPKLSKDKEKPINI"

FT   gene            90083..90235

FT                   /locus_tag="AYWB_079"

FT                   /note="AYWB079"

FT   CDS             90083..90235

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_079"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65196.1"

FT                   /translation="MNFQEKIKNIQINFPMSVLLKKLNIIPPKFNPKYRFPWSHSWTKP

FT                   KLVVI"

FT   gene            90460..90624

FT                   /locus_tag="AYWB_080"

FT                   /note="AYWB080"

FT   CDS             90460..90624

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_080"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65197.1"

FT                   /translation="MARNYRRSYFSKKSFRRNKLTLGSFFTYWILPTLGIVIPLIVYFA

FT                   SKGYLSIAK"

FT   gene            90834..91145

FT                   /locus_tag="AYWB_081"

FT                   /note="AYWB081"

FT   CDS             90834..91145

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_081"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65198.1"

FT                   /translation="MDKQQKKEFYEHCQCCGSDLGMNINDIDLNLFGVIMALMILISFG

FT                   FFLLFGFFSLFSFFQINHEIFTTLIYIFVIGILSFCLIAHFMPKLLFEKLDYEKFEKE"

FT   gene            91341..91811

FT                   /locus_tag="AYWB_082"

FT                   /note="AYWB082"

FT   CDS             91341..91811

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_082"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65199.1"

FT                   /translation="MMDIQQTIINIVESKVFISFTSFIFGIFIYWFYLYIKELKSKYDF

FT                   SDELRDIVNHYLKKGKISISEYGALIRLMAHMGNYLGIYRKHVETMIKEFGEHGGLNFS

FT                   EGIFDEKDNNQENKENNNIDEILKENLKLKKQLNNIKNPLIAESIDDTGNDF"

FT   gene            91774..92448

FT                   /locus_tag="AYWB_083"

FT                   /note="AYWB083"

FT   CDS             91774..92448

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_083"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65200.1"

FT                   /translation="MRNLLMILEMIFSFNFLKYLISFDFKDFFYLLYFLFYNIFLTKSS

FT                   FLFGFNVGWNINFINIYNIIKTIFIFIWEHLTTLIYPLKLFSSLFDFLMKILKIFIDVF

FT                   GSIIGYIKSSITSLTGQKLMDPSESTWEKLKEIAKMIFTVTVGGSVIYFFKEVNSFLLN

FT                   SFIKIGDLLFKIVLRILDIISIVLKFFLFLFKKVIIILSFVLSFFINFLYLWVFENAKK

FT                   ML"

FT   gene            92481..93659

FT                   /locus_tag="AYWB_084"

FT                   /note="AYWB084"

FT   CDS             92481..93659

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_084"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65201.1"

FT                   /translation="MSIFRIGNKHYKIIPFLITTGTLIFFVFWIGGISYKYHLETEERR

FT                   KLQEVDIKAKARELNNDIYNENKKLKKENEYMKDTPYEFVRDNGEKEYYNLFTNKLVKK

FT                   IDKDDTIWEYDKNNGLLLKKTDKYNNIEEYGSHGKLIKKTLSDGVWMEYNPINSKLMKR

FT                   KNIDGSIEEFDHNSERFKEIDKNGKVKYFKTKIYQTVLDFKKLNSNARQLKDIGFTLQQ

FT                   LKDAGYTAKELTDAGFSLQELKATGFSLQELKSFDIFDLKDTGYTAKELKATGFSLQEL

FT                   KVVGYTIEELKNAGFFSKIYYKSDGKTINFIIENDPQTGNKIKQIYYNFDGKKINFIKE

FT                   YDPTGKLIKEIFYSRPDFKTIKFIDDYDPHTGIKIKQTEYNSDGTVKETKTY"

FT   gene            93819..96935

FT                   /gene="uvrD"

FT                   /locus_tag="AYWB_085"

FT                   /note="AYWB085"

FT   CDS             93819..96935

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="uvrD"

FT                   /locus_tag="AYWB_085"

FT                   /product="UvrD helicase"

FT                   /protein_id="ABC65202.1"

FT                   /translation="MLLNLSKEQKDIINSDASCMYIHGGAGSGKTTILIEKLRQKEKEK

FT                   PLILVATNATKNIIYDKLFSSLKEDYPSYNDDELEKYLKDNYEIRTFHSFAYSCYLKYN

FT                   IFNETAKQRKFIDDETKLNILKLILKENQDLKLYFKEQRKYSFRKLLQELNNLIRLTFQ

FT                   KENCYSSIKIDDKVLKKSFELLLNLYYEKLNYYNLITFDGLLIETSDFIEFVERNNGLI

FT                   YNRPVFIDEFQDLNYFYYFIIKELLFNKPNSLYCFGDYTQNIYSSFGSSERILELFVKD

FT                   FMPQKHFLNVNYRSKGINIVKAANELIDNKEYLQLSFSEKKYRDFINFSFFDNFYQQVN

FT                   YLCEKIKNSLIYSITVLCRSNGELQKLKDEFEKNQIPFTISDNNSKENEIVLSTIHGYK

FT                   GYENECVYLIGWQNRNESQDKVLEKKLIYTAITRAKHDIEILTLNDSSIFIDYFYSLIK

FT                   KELISDNFTKGLNDKIFDLDYLKICLPNSKDIEIYDELSTTIKIYNEKVNQLEKQHKFN

FT                   QITESYYKKCYLKLCVLFKEISKNIYKVQKKDNGYETRLKGFNYSMFEPLERIKCYKKH

FT                   LKEKKEERYLSLSDDDLKLDYSLKKQLKEIKLQEIKPKSKILRHYRDSSQNAKDKLLYN

FT                   FKDSKKISFITLTAPYDDLQGKNIKYTHEPDIMGQVRKRFIRLVRKKYLSNLFQQCSQK

FT                   DLVYSKMQDFRYFWSLETTKLGVIHYHIIFNIDVLNSFGVYSRYLCTDKDYALGLKPRP

FT                   IKGNKSIFYDDYLMHKIDEKGNIKIPQNYYEKKNVKVSKITLLWANAYASVMNKNNIKH

FT                   YKHLNPISQNVQIFRPSKTNLLFEKIEISKCKVFYKGTFDKKDYVNKVVSYVSKYVSKN

FT                   DKQIESNSNKGIDFYSRHLFGFSRTCFSCPQESFLALFPYDIIKEIELSSFPIVNFNFS

FT                   NIFEWNIKKIINGRNIKIPHNLTLLFKSYMTPNQVQNSNYFSLNLSSIQPKNYFLNKNF

FT                   KKYFKLQKLKLKLKKDYEKKDIKILNKVECQYWYRYLENNYIQSFQLSP"

FT   gene            97131..97658

FT                   /locus_tag="AYWB_086"

FT                   /note="AYWB086"

FT   CDS             97131..97658

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_086"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65203.1"

FT                   /translation="MKKLSNRLQKSLEKINNFMKTQEFKNLIQQQTSTPNIFCEPFKYQ

FT                   FHHNKINNPIDEKEINATKTQLFKEISPLFNQIRDYYHYLLTTNRNNESHLGLEYLTQK

FT                   RKLTIETIKEFKLGYAPLSDKSLSFRLLNYCKKKNIDTTKLIEYGFIKDKTNQQNKKYY

FT                   HDTFHGSIIIPH"

FT   gene            97633..97992

FT                   /locus_tag="AYWB_087"

FT                   /note="AYWB087"

FT   CDS             97633..97992

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_087"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65204.1"

FT                   /translation="MVPSLSPIENGYNKTFHFYQNNFREVSYFQPKYKSLNNFIQTPTF

FT                   HFSYRFFEALPYIKQMKTIIIHEGFFDVISCWQNNIKNVVGLICVTQLLSKSQIEILKK

FT                   ENIKVIIALDNDETG"

FT   gene            99727..99966

FT                   /locus_tag="AYWB_088"

FT                   /note="AYWB088"

FT   CDS             99727..99966

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_088"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65205.1"

FT                   /translation="MKVENKIKAKKEKYLLQQNRIKALCLQEKYFCGHRKITDLYQKTF

FT                   NENITKKKVYTIMKENGIFCRLRIKKINIIIKII"

FT   gene            100283..100459

FT                   /locus_tag="AYWB_089"

FT                   /note="AYWB089"

FT   CDS             100283..100459

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_089"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65206.1"

FT                   /translation="MSRKANSRDNDVIEKFLGKIKNILQHQHHFLFQKSPDKIKKLINY

FT                   FPKEKKVLFLHIF"

FT   gene            100927..101012

FT                   /locus_tag="AYWB_t03"

FT                   /note="AYWBt03"

FT   tRNA            100927..101012

FT                   /locus_tag="AYWB_t03"

FT                   /product="tRNA-Leu"

FT   gene            complement(101041..102756)

FT                   /locus_tag="AYWB_090"

FT                   /note="AYWB090"

FT   CDS             complement(101041..102756)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_090"

FT                   /product="predicted kinase related to dihydroxyacetone

FT                   kinase"

FT                   /protein_id="ABC65207.1"

FT                   /translation="MNKDQVIKFIDGQLFKNMITNGAINLQNNYQTIDNLNVFPVPDRD

FT                   TGTNMKITMMSGVKEISNLEVRSIVEVSQILSKALLMGAKGNSGVILSQFFAGMAQTYQ

FT                   TINKETININDFIHSLEGGYKKAYQAIIEPQEGTILTVFREAVKQTLKAKSQFNTIEDV

FT                   LSNFLQNAQKALSQTTELLEVLKQAGVVDSGGAGFVEILKGMLLFLREKKLLQVNQNKQ

FT                   THTAPDKIQTLGQVNIKYTYCTEYIFQIKESQEKNLDMKQIKKVLLQIGDSLVLVKDQE

FT                   ILKIHIHTNKPEKVLEKLLTYGTLKVRKIENMKEQCQSILDKKHDKFTPEKEPNPDHKQ

FT                   PSNLPKTNKDQKYFFIAFVNDTKSQKVFADLKVNHIIKQSTFKPTNFAKLLQKNTAQNI

FT                   IILPNDTSLLEKLTTQLKQFKKNNQEIVILQTKNIAQGYSALLAFDKSLDLVQNKTIME

FT                   ETIKNIQTGKIIYADKKDTKNVCNQTLLEKEYLSVWEEKIIAINKDKYQALKTLLQKMI

FT                   KPHQTFLTVFYNPSCTDEKELEKLENFLENNYDHIELETLESQNNNIPYIVSLE"

FT   gene            103777..104097

FT                   /locus_tag="AYWB_091"

FT                   /note="AYWB091"

FT   CDS             103777..104097

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_091"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65208.1"

FT                   /translation="MESFKNLHIRKEFFCKVNNLKQSKHFLLAKVCLWLFSLLIFIALL

FT                   ENIIPVWANNPLKEILVTKKVIEKRKYLEESNPDNKLVDCQNADIYDSIYDANNLNITK

FT                   TL"

FT   gene            complement(104499..105713)

FT                   /gene="potD"

FT                   /locus_tag="AYWB_092"

FT                   /note="AYWB092"

FT   CDS             complement(104499..105713)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="potD"

FT                   /locus_tag="AYWB_092"

FT                   /product="spermidine/putrescine-binding protein"

FT                   /protein_id="ABC65209.1"

FT                   /translation="MKKTIKTVAKILLLIFTTTFVILIILNLRTKNKLLPQHQEEQTLT

FT                   LFNWGEYLEPSIIEKFEKETHIKVKQVLFSSNELAVTKIKSKNQYDLAILSEYAIDQLK

FT                   QSEMLETIENDKLMKDNKHYYKLNEKLAKKLPSEFNFKDYAVPYFWGKVVILYNKNKMN

FT                   ESEINELKDKGFKYLKETNLKVALCNNARDGLMVGLKATEGKIANPSKNELDKAKKWLL

FT                   ELKEQKPNLAFINDQLMDRMKNKNNEYYDIVIAYSGDANFLKEQNNNLDYFSTTEGTNV

FT                   WVDALVMPKVSKKELAYKFINFLRQKENYKNNLAFTKYNSPYEELENFQGSPKIQIQNN

FT                   DEVYKYDQTTQKTINAYWNDIIAFPSQKDYWLFILSFLIFLAIFIIYLHHKLKNKLRLE

FT                   QLPKK"

FT   gene            complement(105732..106622)

FT                   /gene="potC"

FT                   /locus_tag="AYWB_093"

FT                   /note="AYWB093"

FT   CDS             complement(105732..106622)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="potC"

FT                   /locus_tag="AYWB_093"

FT                   /product="ABC-type spermidine/putrescine transport system,

FT                   permease protein PotC"

FT                   /protein_id="ABC65210.1"

FT                   /translation="MSIKLSGTKSPKTDSTKIQTNPKKNITNILYIILVLSFIYIPILS

FT                   LIIFSFNKSEGRIASLVNWQGFSFKWYSKLWTDQTVKTAIKITLYIACLTTLISTFLGT

FT                   FSAISLAQNLNKKWRNIVLDVSNFSIVIPEIITALALFVIFGFMGLESGFWKMLLAHIS

FT                   FCTPFVVITVYPKVINLDPHSLEAAYDLGATPLKALTKVILPQLKGAMLLGAMLSFSLS

FT                   FDDFMISYFVGGSECQNISAYIYSLKGTINPTVNALSTILIIIASSKIILNSIKYNNQK

FT                   KPKEKPKNRSRGKQQ"

FT   gene            complement(106612..107460)

FT                   /gene="potB"

FT                   /locus_tag="AYWB_094"

FT                   /note="AYWB094"

FT   CDS             complement(106612..107460)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="potB"

FT                   /locus_tag="AYWB_094"

FT                   /product="ABC-type spermidine/putrescine transport system,

FT                   permease protein PotB"

FT                   /protein_id="ABC65211.1"

FT                   /translation="MVMKKTYTCKDNQKLYKLLISPYYIILLVLIILPMGFILFDSFQD

FT                   TNQQTAFFATRFTLQHHQDFLFNQSFLYVLARSIAISIIVTFCVFIIVYPLAYMISRLK

FT                   MKWQSFLVVLINGTMWINMIIKTQALVQIFNLLQKTFNMNLLETDFAMIVGLIYLFLPF

FT                   MFLPIYTAIIKINPQLIQASKDLGANEWQVLQKIIWPLSLSGVLAGICLVFLQTATNIV

FT                   APRYLGATTQITIAELIENKALLSGEIKQACAIAIHLSLTMFLIFQIFKKLSLRERKDV

FT                   N"

FT   gene            complement(107454..108707)

FT                   /gene="potA"

FT                   /locus_tag="AYWB_095"

FT                   /note="AYWB095"

FT   CDS             complement(107454..108707)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="potA"

FT                   /locus_tag="AYWB_095"

FT                   /product="ABC-type spermidine/putrescine transport,

FT                   ATP-binding protein PotA"

FT                   /protein_id="ABC65212.1"

FT                   /translation="MKTLIILKDLTKVFDNQLILRGINLEIKQNEFVTLLGPSGCGKTT

FT                   ILRILGGFENPSSGEVLFQGKSILNVAAHKRPINTVFQKYALFPHLNVFENVAFGLRLK

FT                   DFNSKIKDNLDINETHYKTSKANLSKTFHQELTKDLAQEKTTQITNNFNNQIEALTKDF

FT                   EAKQTALKCKKINKKEQEEQIQKEVLKYIKIMGLQGLEKRTIEQLSGGQQQRVAIARAL

FT                   INKPQVLLLDEPLSNLDLKLKQEMQYELKEIQKNSGITFLFVTHDQEEAFTMSDKVVVM

FT                   NNGEIQQIGSPEDIYNEPANRFVAQFVGESNLIKGVMKDDFLVHFDNQTFNCVDKGFRK

FT                   EENVDIVIRPEDIDIVYQGKGLITGIVQSIIFKGVHWEIDVKTAQRTYIIHTTDHVELN

FT                   KKIDITFNPEDIHVMEIW"

FT   gene            109287..111041

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_096"

FT                   /note="AYWB096"

FT   CDS             109287..111041

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_096"

FT                   /product="ATP-dependent zinc metallopeptidase FtsH"

FT                   /protein_id="ABC65213.1"

FT                   /translation="MKWEPQRFEYPEPDNQPKNPPNYPTPPKKPKNYLTIATNISTIIL

FT                   NIIVIFFLLALIKGAENFANSMGKYNKEDIIWAREKEYITKGNFDIDSFSGYDEVKDEL

FT                   KEYIKAVNDDANEMNLLPRKDLPRGVLLYGSPGTGKTYLAKCLAGSVKGKAPFFVTTGS

FT                   DFVEKYVGVGAARVRGLFKVAQETAKQRGQSYYFIFIDEIDAIGAERSKEKSAQEHSGT

FT                   LNALLTQLDGVDSDEKAPQAIVIGATNRKDFLDDALIREGRLGKHIYLGTPDLKTTQAL

FT                   LTAFMKRENIQEKNYPSKDELKQVAKILHGSHFTPSDINSLVKESKKIAFKDTNSLNKK

FT                   ITPSHIYDAMDLILMGPELKQSTSQADKKRVINHELGHAIVAHALGFDVHRVTAKPRGQ

FT                   AGGYTIFLSASNEDEQANQLLTKQDLLKQMITALAGISAEEVFETSVSVGCCDDLKKVR

FT                   SIATKMVKDFGMSLGSESMDFSLDDNAQTKEINAIIQASYNAAKEIIEKYKANPNDKDN

FT                   KTPNKQWEYLSEKLDTQNLGKDDFLSVEGQYFYTTTISTVEVQKETTSTNKKEYKIKLE

FT                   DNEFRQRP"

FT   gene            113107..113274

FT                   /locus_tag="AYWB_097"

FT                   /note="AYWB097"

FT   CDS             113107..113274

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_097"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of glutamine transport system

FT                   permease protein GlnP"

FT                   /protein_id="ABC65214.1"

FT                   /translation="MISKFVDKGQIESAFSLGMNQKQTFYNIIFSQALKKSVPFVITKF

FT                   IINIKDFTSF"

FT   gene            114437..116161

FT                   /locus_tag="AYWB_098"

FT                   /note="AYWB098"

FT   CDS             114437..116161

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_098"

FT                   /product="Zn-dependent hydrolase"

FT                   /protein_id="ABC65215.1"

FT                   /translation="MNNFQITNWRFQVNDIKFFALGGLGESGKNFYVLQINDSYFLLDA

FT                   GLKYPNTNLYGIDSMIADYYKLQDIKDKIKGVFLSSAFETNLGALPYLMKDFDIPVYAS

FT                   YFTMQVLKAHFQSHKINYRNFNLQIVKSDERLIFDDVAVAFFATSQLIPETLGMVFQTK

FT                   RGSIIYSGDLKLLHSKNKFFQTNFTRLAQLAQPKVLTFLPSCRGAFITSSHNNDASSFE

FT                   HKLNNYFSNHLLKSEGIIVIPSLMPDLLKIQSVVNLACRLNFKITFLGRKSEKIIDVAL

FT                   KKGFLKVPSFNLVELKTLEDSKKHPKLVVFVLGKHFEPLFHLQKMCQKTDNLIHLTTQD

FT                   LVLLMSKEMSGIAKMQSQTLDLLSRHNIPARVLVKDLDACSDDYEKTLKLMLNFLKPQY

FT                   IIPVMGEYRHQYQVQKIAQSLGFKLNQIFLLENGSIWHCDSQKDAFAESNTGVLTEILI

FT                   DGTPVIDGQDFIMKDRELLAADGVVIVVANVNAKHKKIVGAPQLVSKGFLADSETSHIF

FT                   PKLKAIFDEKSEIFLKKKYLKWNDFKKNIRESLVKFLFKETKKRPIVIPIFISVKSE"

FT   gene            116435..117298

FT                   /gene="degV"

FT                   /locus_tag="AYWB_099"

FT                   /note="AYWB099"

FT   CDS             116435..117298

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="degV"

FT                   /locus_tag="AYWB_099"

FT                   /product="DegV family protein"

FT                   /protein_id="ABC65216.1"

FT                   /translation="MKIKVATTSTSCLDYCSHSCDIDILRIKILIDYQEYIDGKTMKYD

FT                   QFYQMFKKTPDFMPKTSQVSVGEMVVYFEKLSLQGYQKVFVTTLSSALSGTYNAIIQAG

FT                   KMVSDKIDVHCYDTKTVCFCEGFFALEAYRLFAEGKSIEQVVKHLDFIKENNTIFFMTK

FT                   KLTQLIKNGRLVGVKSFFGRLLRINPILQVQKDGKIALIKKTLSSHKAILAIISKIKEY

FT                   TQNHDYQIHLIFTGNPELKNEFQQVLETQLGLKNLLQIPLTPVIGCHVGDSAIGVGIIR

FT                   KPKFQK"

FT   gene            117618..117693

FT                   /locus_tag="AYWB_t04"

FT                   /note="AYWBt04"

FT   tRNA            117618..117693

FT                   /locus_tag="AYWB_t04"

FT                   /product="tRNA-Glu"

FT   gene            117707..117783

FT                   /locus_tag="AYWB_t05"

FT                   /note="AYWBt05"

FT   tRNA            117707..117783

FT                   /locus_tag="AYWB_t05"

FT                   /product="tRNA-Arg"

FT   gene            117809..117885

FT                   /locus_tag="AYWB_t06"

FT                   /note="AYWBt06"

FT   tRNA            117809..117885

FT                   /locus_tag="AYWB_t06"

FT                   /product="tRNA-Pro"

FT   gene            117914..117988

FT                   /locus_tag="AYWB_t07"

FT                   /note="AYWBt07"

FT   tRNA            117914..117988

FT                   /locus_tag="AYWB_t07"

FT                   /product="tRNA-Gly"

FT   gene            complement(118135..118953)

FT                   /gene="cof"

FT                   /locus_tag="AYWB_100"

FT                   /note="AYWB100"

FT   CDS             complement(118135..118953)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cof"

FT                   /locus_tag="AYWB_100"

FT                   /product="putative hydrolase of the HAD superfamily"

FT                   /protein_id="ABC65217.1"

FT                   /translation="MKKLIFFDIDGTLRSNKNKAILPQTKALIKELSKDPNVVLGIATG

FT                   RSYARLGVLKELRPLFKYLVLCNGALTMQAQKKQEEKVLNGVYFDQKDIMQVEKAAATN

FT                   GVALTLFTLDEIFAIDLQKDQKLKNISNFKGEQKLVLNDAFFKQQKVYQMVLLNYKEND

FT                   KENDKEKIKHFLKDMPQLKAYFWDSGFVDIMYQKIDKSYGIKQIKALYPNHQLICMGDG

FT                   PNDFEMLKLADVAITMGNTKIKDLKKIANFVSPHIDEDRMYDFFKTKKII"

FT   gene            119147..120838

FT                   /locus_tag="AYWB_101"

FT                   /note="AYWB101"

FT   CDS             119147..120838

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_101"

FT                   /product="predicted hydrolase of the metallo-beta-lactamase

FT                   superfamily"

FT                   /protein_id="ABC65218.1"

FT                   /translation="MNNLDPKINSYNSDVSFFALGGLGEVGKNMYVFEIHKQIFIVDSG

FT                   ILFSDDFLLGVNYVIPDYDYLLKNESRIVGLFVTHGHEDHIGGIPYLLKKVRIPKIFVS

FT                   GIAYYLLEHKLAEHKEIGTLPKIEKYSHDTKYEFRHQVNVSFIRLNHSIPDTFGIVFNT

FT                   KYGNIFYTGDFKIDYTPVGPEAEYDKLIKIKQEGVLCLLSDSTNAEQSGLVQSESTIGD

FT                   SINELFVNIADRIIIVTFASNFYRIKQIVEAAIQTKRKVAVFGRSMEKALEIGKKHGYL

FT                   NIPEGALVTNNNIHKYRDIILLCTGSQGEPLAALSRMANNTHRQIKLSPKDTIIFSSSP

FT                   IPGNQENINKIFDLLFKKNVNIITHGPLIKTHVSGHGNQNDLKLMLSLTKPKYFIPVHG

FT                   EHRMLIAHKNLALECGIPESNIFILENGQMVNLAPEKAAITQKMNVGNIFIDASGIDDV

FT                   GNSILKERRSLSEKGLFSVVMSIDLKRKKVLNLPTIVSRGFIYMKDNQEMIKQISYDIK

FT                   NSIETAIKQDEVQKETLNKIIVDYLASKIYGITLRNPIIIPIILTV"

FT   gene            complement(121213..121446)

FT                   /locus_tag="AYWB_102"

FT                   /note="AYWB102"

FT   CDS             complement(121213..121446)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_102"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65219.1"

FT                   /translation="MILSTTKLSLSTLPNIKKKKKELVLNTIQKLPLLKRTLYHSFQSR

FT                   NSLFGQTKTILQSQHPFLFQKSNKKVKITLRK"

FT   gene            122118..123110

FT                   /gene="rnhC"

FT                   /locus_tag="AYWB_103"

FT                   /note="AYWB103"

FT   CDS             122118..123110

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rnhC"

FT                   /locus_tag="AYWB_103"

FT                   /product="ribonuclease HIII"

FT                   /protein_id="ABC65220.1"

FT                   /translation="MMSNYSLKLNNNQLLTIKKFYRKQLKLSANKTVAFVVDKSFAKIT

FT                   VYNNGTLLVQGKNALFMVSFIKKMLKMKTVSDNSEIKEVSYSLVKKAPTLKTKSNLGTN

FT                   LFLQLNNKKTYYLPSIGSDEVGTGDVFGPVVVCCVYLTAKNIAFLQNLGIIAESKKISD

FT                   EKIINIAPLIMKEVIYSSKIMMPLEYNQIIKQCNLNKIKALMHNEAIKQTVFKAPPNVP

FT                   VILDQFCFPKNYFNYLQDQKDQNEVYTNIIFETKADSSYFSVAVASVIARYLFLTQIAK

FT                   LSKQINFKLQLGAGKLLDLQIDLIVKQHGLEILPQIAKCNFKNILRKME"

FT   gene            123128..123595

FT                   /gene="hit"

FT                   /locus_tag="AYWB_104"

FT                   /note="AYWB104"

FT   CDS             123128..123595

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hit"

FT                   /locus_tag="AYWB_104"

FT                   /product="asymmetrical bis(5'-nucleosyl)-tetraphosphatase"

FT                   /EC_number="3.6.1.17"

FT                   /protein_id="ABC65221.1"

FT                   /translation="MLPILFIKKNKFKGVFMSTIFTKIIKKQIPGYLLYEDNLVVAFLD

FT                   ITQATKGHTLVVPKQEYRDILMVPEVVFAHLFKVVHQISKVLIDVFQAQGINLLNNNGK

FT                   VAGQTVFHYHVHLIPRFDEKEINVVFKNNASLMLPQDYEKVQKAILVHLNK"

FT   gene            123735..123908

FT                   /locus_tag="AYWB_105"

FT                   /note="AYWB105"

FT   CDS             123735..123908

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_105"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65222.1"

FT                   /translation="MQIKQSEKIFIWVFMGLFTLALFLVYFINANKYKNRKKYFYTSDG

FT                   FFVNGIKRLLES"

FT   gene            complement(124913..125356)

FT                   /locus_tag="AYWB_106"

FT                   /note="AYWB106"

FT   CDS             complement(124913..125356)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_106"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65223.1"

FT                   /translation="MKRISFIASLTKNYDTVVDIGTDHGLVLKKAFQQGYIKQAIAADI

FT                   RLKPLFQAQKNLTCYPVTFCLSDGFQNICQDFDLALICGMGTYAITKILEKTPDKSKHF

FT                   ILGSQSNQDYLQGWLWKNDFQILEEYHLFDKFFYHFLKVTRKS"

FT   gene            complement(125358..126755)

FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_107"

FT                   /note="AYWB107"

FT   CDS             complement(125358..126755)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_107"

FT                   /product="RNA polymerase sigma factor RpoD"

FT                   /protein_id="ABC65224.1"

FT                   /translation="MELDNIIKTLNEQAGRKKKLTSQLIISFLQNQNIKIPYQQIAQNL

FT                   NEQGIQIISCETQAATSLNKNHNKNDTNNQTNTPNDVFTDFDSGSTNANLEKTDENKDE

FT                   DNTQDSEEDIQDFDISEEDLISDEKITELEEDEDEKISKEEISKIHSDIKMDDSVRMYL

FT                   KEIGQIPLLSLAEEQKKSILVFLGKQAKQKLAKHKTKEIELSEDQLQEAHDQIKQARRA

FT                   KDILVESNYRLVVSIAKRYIGRGILFLDLIQEGNMGLMRAVDKFDYQKGFKFSTYATWW

FT                   IRQAITRAIADQARTIRIPVHIVETINKMALCTRKLTQKLKKKPTVEELADKMNISAEK

FT                   IRSIQYIEKKPISLEAPARENEEDETSLGDFISDPNILSPHEYMMKEVTQKLLDEVLEN

FT                   TLTEREEKVLKMRYGLLDGKTHTLEEVGTLFGVTRERIRQIESKALRRLRTPAKQSKLK

FT                   SLYHNHK"

FT   gene            complement(126836..128650)

FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_108"

FT                   /note="AYWB108"

FT   CDS             complement(126836..128650)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_108"

FT                   /product="DNA primase"

FT                   /EC_number="2.7.7.-"

FT                   /protein_id="ABC65225.1"

FT                   /translation="MKDNKQLINQINEKMTILDLVQEFVQLKKSGKNYMGLCPFHDEKT

FT                   PSFSVSPERNIGVCMSCKKGGNPVFFYKSIKNIHLNQAIFELATRLGINTSLRQKNTSQ

FT                   YQKFYNIMQEATDFYAHQLKNNKQVLNYLEQRGFGNEIIKKFKLGYAPKASHLSRYLIE

FT                   FAKFDPDDLKKLNLINQNDKTGKFYDFFKNRIIFPITNKSGQIVAFSSRSLDNKIPKYL

FT                   NSPETVIFKKGENLYQYYENQAEIRKKQTVILHEGFFDVMASFKAQVKNVVATMGTNLT

FT                   SVHTRLLKKLTDKIIIAYDGDKAGKTATLEIGTFLQKNNFQVQILVFPNNLDPDEYIKT

FT                   EGPEKYQRLLTDDLKDFLALKVDLICQKMDYYNQTQTKKELQKLFKSSSFEIKIIYQEY

FT                   LQKKYQLTVNLNSQVSIDKTPKPLYIAQTKQQLNAIKFDIKIEIIIELLLNAAFFKTQN

FT                   PKTFAIIKKTPGFNDLQCNCLLNYIKNYYKKNPQQNYIPWEEIKNTTFKENIDDLLTSI

FT                   EKHHFFQMQKRPLLKDKEGKIFSNYIKELEIRDKIEQKQQKINELNDKLLQIDNTEKNK

FT                   LQKNKDKLKKEKQQLQQQLSELVNDIFC"

FT   gene            complement(128660..130018)

FT                   /gene="grs1"

FT                   /locus_tag="AYWB_109"

FT                   /note="AYWB109"

FT   CDS             complement(128660..130018)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="grs1"

FT                   /locus_tag="AYWB_109"

FT                   /product="glycyl-tRNA synthetase"

FT                   /EC_number="6.1.1.14"

FT                   /protein_id="ABC65226.1"

FT                   /translation="MQNLEKVISLAKQTGFVFAGSEIYGGLANSWDYGPLGSLLKNNIK

FT                   KAWLQKFVQEQPNNVLLDGSILLNSAVWKASGHLDSFSDPLTENQDNNKRFRADKLIET

FT                   HDPQLDISGWSYEQMHDYLVKNQVLGTSNWTPIRPFNMLFQTRQGVILKNSKPLYLRPE

FT                   TAQGIFIQFKNILKTTRKKLPFGVCQIGKVFRNEVTPGNFIFRTCEFEQMELEFFCQPG

FT                   TETHWFNHWKKLMYDFLIILGMNPQNLKFKDHKKEDLSHYSKQTCDILFKFPWGFDELW

FT                   GIASRTNFDLKTHQKNSKKDLTYFDETTKQKILPYVIEPSLGIERLFFAFLINNYHENS

FT                   TSNETRQILSFHPFLAPYKVAVLPLIKKKHSAKAQEINQYLAKYFDVCYDETKSIGKRY

FT                   RRQDMIGTPFCITVDDQTLTHNIITLRNRDTAQQQTFLLTEVKQYIQEKIILK"

FT   gene            complement(130128..131015)

FT                   /gene="era"

FT                   /locus_tag="AYWB_110"

FT                   /note="AYWB110"

FT   CDS             complement(130128..131015)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="era"

FT                   /locus_tag="AYWB_110"

FT                   /product="GTP-binding protein Era"

FT                   /protein_id="ABC65227.1"

FT                   /translation="MRTYMDFKSGFIAILGRPNVGKSTLLNALTQQKVAITSAKPQTTR

FT                   NKIIGICHDSNAQYIFVDTPGINQYKHLLNQKMNNIVFQSIKDVDLILFLTDSFYHPKE

FT                   EDLLKIIFQTKKTVFLVINKIDSLKSKSQIDAIILSYLNHFSFQTVIPLSAIKAKNTTF

FT                   LKENIYQNIKPGVAYYPKDMITDQKKEIWIAEMIREKVLYYVHEEIPHASAVIIEKMEQ

FT                   KEHLLEIWGLILVERSSQKQILIGKAGSKLKQIGTHVRQDLNCHLQIKTHINLWVKVYP

FT                   NWRNQKDLLSRFGY"

FT   gene            complement(131112..131552)

FT                   /locus_tag="AYWB_111"

FT                   /note="AYWB111"

FT   CDS             complement(131112..131552)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_111"

FT                   /product="predicted metal-dependent hydrolase"

FT                   /protein_id="ABC65228.1"

FT                   /translation="MIIKIHNQTSFCIKPFKSLLIKMFLPIKEKKIMHLIFVTNEKIQE

FT                   LNSFYRQKNYPTDVLSFHNDLTFFAGLEDNSLGDVFISFPKAQEQAKTFKHSLEREIAF

FT                   LAVHGFLHLKGYQHRTEEEFQIMLALQEKILQKVGLNLDKTK"

FT   gene            complement(131751..131924)

FT                   /gene="rpsU"

FT                   /locus_tag="AYWB_112"

FT                   /note="AYWB112"

FT   CDS             complement(131751..131924)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsU"

FT                   /locus_tag="AYWB_112"

FT                   /product="SSU ribosomal protein S21P"

FT                   /protein_id="ABC65229.1"

FT                   /translation="MPKTVFRKGETIEETLRRFKREVSKSGVLAEARRKEHYIKPSVQK

FT                   KNRQKNMRSKKR"

FT   gene            complement(132166..132738)

FT                   /locus_tag="AYWB_113"

FT                   /note="AYWB113"

FT   CDS             complement(132166..132738)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_113"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65230.1"

FT                   /translation="MQLEQNTLAWHNHRKKYINASEVAAIMGLNPFETKEQLLKRKVFG

FT                   TSIEDNEAMKRGRTLEPKARNFFNQTQKMQFEPKVFVKDFMSASLDGWDVQSQSLLEIK

FT                   CPISFASYTWQNFLNEDKIPNIYYAQLQAQIYCSQPIKAYFLVYQNDQTNKTIEVKGDQ

FT                   NFITNMLEQCNRFFQLYLKTKQLQKQP"

FT   gene            complement(132749..132961)

FT                   /locus_tag="AYWB_114"

FT                   /note="AYWB114"

FT   CDS             complement(132749..132961)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_114"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65231.1"

FT                   /translation="MNYTVFFVTICTFIVLSTLFLADSNDSFSLGNSFSEQKQRRKVKG

FT                   EQFFLNCFLTVLTMAFFGLSLWCQQ"

FT   gene            complement(133071..135356)

FT                   /gene="uvrD"

FT                   /locus_tag="AYWB_115"

FT                   /note="AYWB115"

FT   CDS             complement(133071..135356)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="uvrD"

FT                   /locus_tag="AYWB_115"

FT                   /product="UvrD helicase"

FT                   /protein_id="ABC65232.1"

FT                   /translation="MINNEIKGIKMFSNKNNFLEKLNKPLNQTQLAAVTSNAKSFYLAA

FT                   GAGTGKTTTLTAKIAYLIEQKKLPSNQILALTFTNKAVKQMKEKLDQMIGKEKTKGITI

FT                   CTFHSLGTQILRKFIPFLPFSYRNNFKILDDNDCKKILKDILKEMNIDPKRVKISELKK

FT                   SISDIKRKHEPQNEDTLQHSTQKEKNYQREKKYEFEMPIKVKYQIFLQNNNLVDFDDLI

FT                   LYTHQLLQENANVRVFYQQKFQYLLVDEFQDTDFFQYQILTLLAKEHQNIFVVGDPDQN

FT                   IYSFRGARFENSQLFLNKFKPKIAFLEENYRSSKNILDKANLLIKYNKAHLFKKNLKST

FT                   KSGGEPVICKFFADYKEETRYIAKTIQNLVLQGVYSYQDFTILYRTNILGRPLEEKFLA

FT                   NNIPYQVFGGASFYQSKLVKDFLAYLNFIANPSQDFNFKRIINTPKRGIGTTSLLHLEK

FT                   LAQEKKITLFDTLKYLDQTPIQPNAKTKLNELKKLITNLRQKLINDSFDCLSDIITYID

FT                   EKIEYCRKNDETCKMQSIKDSDSDLYYIEELKSVFMQAEKNLEGSIFEKLTQLLDQISL

FT                   YNETNEQTEQDSKNPSKNDRVKLSTIHKVKGLEFRVVFITAFEDIFFDCNQKEKSDLEE

FT                   SRRLAYVAVTRAEEKLFLTGAYQRFSYGKQIDSQPSRFLQEMGIFQKETPRSNYFSPHL

FT                   FQPNQSNQASFTNGNGFFQKGDKVKHKTLGLGVVEAIMQDLIQVRFINYQNVKIFENTN

FT                   DFLAKIKE"

FT   gene            complement(135433..137100)

FT                   /gene="glnS"

FT                   /locus_tag="AYWB_116"

FT                   /note="AYWB116"

FT   CDS             complement(135433..137100)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="glnS"

FT                   /locus_tag="AYWB_116"

FT                   /product="glutaminyl-tRNA synthetase"

FT                   /EC_number="6.1.1.18"

FT                   /protein_id="ABC65233.1"

FT                   /translation="MQKKSNFIKTIIQKDLQNKKCSQIITRFPPEPNGFLHLGHARAII

FT                   INFELAYFFQGKTLLRYDDTNPSKEKQIYVNAILNDIKWLGYTPYKITFASDYFPKMYQ

FT                   MALFLIKQGKAYVDDQTAEQIAQSRGNLNQKGTNSPYRNRSIEENILLFEKMKKGEFAE

FT                   GSKVLRAKIDMQSPNLNLRDPILYRILSAFTLKQKHWHIFPTYDYAHPLEDSFENITHS

FT                   LCSLEFEDHRPLYDWIIKETQAKHTPRQIEFGRLNLTQTLMSKRHLNNLVEKKLVKGWD

FT                   DPRMPTLSGIRKKGYTPEAIKNFILETGLSKVNSQVKQEMLESFVRDDLKGKSLPRMAV

FT                   INPLKLTITNFPENQIETLKAPWTNNFNTCNCGNATQTQGKKQEREIYFSRHLYIEKDD

FT                   FALQKLDKNYKRLTLGEEVRLFHAYFVKAYDVVKNKKGEITEILATYDPQTKSGSGFKD

FT                   RKPNGTIHFTEVKTACKATFNFFTPLLCKNGNFNEKSWHIKKGFVESSLKKCCCFQNHF

FT                   QFLRQGYFAADKIIKDTNDQTQELNFNEVVSLKSNPQK"

FT   gene            138695..140656

FT                   /gene="dnaX"

FT                   /locus_tag="AYWB_117"

FT                   /note="AYWB117"

FT   CDS             138695..140656

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaX"

FT                   /locus_tag="AYWB_117"

FT                   /product="DNA polymerase III, gamma/tau subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65234.1"

FT                   /translation="MSYLVLYRKYRPQTFADVVGQEIIIQTLKNAIRYQKINHCYLFSG

FT                   NKGTGKTTLAKIFAKAINCLSPIQGEAFCSCHFCQNFAKANTDITEIDGASYNGVDEIR

FT                   ELQDKAQYKAHAGKYKVYIIDEVHVLTPNAFNALLKILEEPPEHVVFILITTEIYKIPD

FT                   TIFSRSQSFAFENLNLKNITAQLTKIAALENMFITEDAIKSIAYHSEGGMRNALSLLDQ

FT                   VSAYQNNLITSEDVANIKGTVSASVIKKLFQNLLKKEATKTLQLLHKSIDSGKNIDILI

FT                   LDLIDAIKDYLICNAKNKKYSKTSQLSQAQKILLLEETNHIDHFLRTLIKLQQDLKKSD

FT                   QKKSLVEIAFLQICSLHSFQFQADLQEFQQFVTNKTKISNNNQALLELDETNAEEHYEP

FT                   TKPIQKKLENPPFYKTEEIKSIQFTPIANKKTPKIEKIEYLHSTLKDLQPQNNSTISEL

FT                   TQQNNLPSQNSLGTKSPTKTHPYFCNSSLFDLISFAINILSNQDKPTKNTITNFWKNLK

FT                   NHYSAHSYYKSVAEILDRGTIVALSQTQQIILVFEDEDVFELVLQKNIKQKALEILNNE

FT                   TFAITEYIAFLKQDWQALEIFYNKNYPHTNPSLIAQFTATCNFDLDLYRIKTTKSSKPA

FT                   IIQLAYDFFGKDIVEIIN"

FT   gene            140669..140953

FT                   /locus_tag="AYWB_118"

FT                   /note="AYWB118"

FT   CDS             140669..140953

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_118"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65235.1"

FT                   /translation="MKRQSNMFEKLKKMQEAIENAQQQLELQEFIGKAGDVEIVLQGTK

FT                   QVVDVIISQIHNKAILQESVLLAFNAALKKLERKSKELMQKASGDLIEF"

FT   gene            141029..141538

FT                   /locus_tag="AYWB_119"

FT                   /note="AYWB119"

FT   CDS             141029..141538

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_119"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65236.1"

FT                   /translation="MKKTKTPKSLLETAYDIMKKHQNPVSVYDLLKQTLQKHQISNNNP

FT                   NLANQLYLDITLSGKFVFCENNQLIIKENNNFFWDKDFFEKTKTSNDEPLDEDTNLQEL

FT                   DFEDFLSDKDTNQTDPLKDVLLDLEGEPSEEQNKDDDKIEDDIILEDKDDYEDPLEEEY

FT                   EHLYEK"

FT   gene            141714..142448

FT                   /gene="pssA"

FT                   /locus_tag="AYWB_120"

FT                   /note="AYWB120"

FT   CDS             141714..142448

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pssA"

FT                   /locus_tag="AYWB_120"

FT                   /product="CDP-diacylglycerol-serine

FT                   O-phosphatidyltransferase"

FT                   /EC_number="2.7.8.8"

FT                   /protein_id="ABC65237.1"

FT                   /translation="MFLGFYNYTTYLTHLNLMSGFFGIGFGACGKYTSALICLLISGVC

FT                   DMFDGVVSRTKKNRSLTEKSYGIQIDSLADIISFGVLPIFINYSLSFKDKTSTLNKEGW

FT                   LFALVWIVWGFYLLAALIRLAYYNVLAEIQKYNSQSPSYFTGLPVTAAAILFPFLFLAK

FT                   FICKTWYFKSLGFIEQRLTFFWIHFACMLLLTFLFLCKKIHFPKPKAKTTITIILLLAL

FT                   NFILFMLFKILLKYLLPISTTK"

FT   gene            142461..143462

FT                   /gene="psd"

FT                   /locus_tag="AYWB_121"

FT                   /note="AYWB121"

FT   CDS             142461..143462

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="psd"

FT                   /locus_tag="AYWB_121"

FT                   /product="phosphatidylserine decarboxylase"

FT                   /EC_number="4.1.1.65"

FT                   /protein_id="ABC65238.1"

FT                   /translation="MKIVNLEGKIICQDPASRLQKTLYTNLEKNFWKRLLLKILITKPI

FT                   SWLVNLYFYSPWSRQYALKIIEKHQIDLNLFEKQKISSYNDFFTRKYKELAIPQDNFAF

FT                   ISPCESKLSIYPIAKKALYCIKETNYSLVDLLQNPTLAQEYEEGYLLIFRLEPHDYHRY

FT                   LFVDEGFFQMPPCKIKGKLHTVNPIAFESFDVFKTNTREYSILQTKNFGKIVQIEVGAT

FT                   LVGKIENYPLQTFSKGQEKGYFDTGGSTIIILVKKNIVAFDHRILEHTQKRCETQIPIL

FT                   TVIGKKITPTKTHQITYKSSASENIATQPKSYQNSNCTTQANHKESEVQTLE"

FT   gene            143377..145065

FT                   /gene="pyrG"

FT                   /locus_tag="AYWB_122"

FT                   /note="AYWB122"

FT   CDS             143377..145065

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pyrG"

FT                   /locus_tag="AYWB_122"

FT                   /product="CTP synthase"

FT                   /EC_number="6.3.4.2"

FT                   /protein_id="ABC65239.1"

FT                   /translation="MLPNQNHIKIPIVPHKPIIKKAKYKHLNNKDLKTKFIFITGGVVS

FT                   SLGKGITAASIGQILKNRGLKVSIQKLDPYINVDPGTMSPYQHGEVFVTDDGAETDLDL

FT                   GHYERFLDENMSKKSNVTAGQIYQSVINKEREGKYLGKTVQVIPHITEEIKQKLTDAAL

FT                   FHKSDVVIVEIGGTVGDIESSPFLEAIRQVRFDFGYRNVLYLHTTLVPYLKKTKEIKTK

FT                   PTQHSFKELRALGIQPQILVLRSEVPINQETKNKISALCDINSQAIFEALDVDILYQMI

FT                   LNLNHQGIDDFILQHFKLTNFPTADLQAWQQLITRIQNLEKKVVIALVGKYIVLHDAYL

FT                   SIVEALKHASYQYNCKLEIKWIDAEKVTSDNISSFFEDCDGILVPYGFGNRAIEGKILA

FT                   INYARTNNIPFFGICLGMQLAVIEYARNVLHLQDANSLEVDEKTPHPVITKKIVDINLG

FT                   GTLRLGSYSCHLKANTKSKAIYNQEIIYERHRHRFEMNPHYVSLFEKNNDFVVSGINPE

FT                   QNLCEIVELKSHPWFIAVQFHPEFLSRPLKPHPLFKGFVEASLLN"

FT   gene            145203..145388

FT                   /locus_tag="AYWB_123"

FT                   /note="AYWB123"

FT   CDS             145203..145388

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_123"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65240.1"

FT                   /translation="MLFFYLNNKLVFVFFTNTQNDFNYFDRIIKLDNNHIIEDISNKKT

FT                   FRNPHFICQLFTHIYQ"

FT   gene            145769..145930

FT                   /locus_tag="AYWB_124"

FT                   /note="AYWB124"

FT   CDS             145769..145930

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_124"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65241.1"

FT                   /translation="MEIIGESIINSIFFIILLWLFVFIPQNIKRFPSISDFFLLFIFNN

FT                   NILLFGLL"

FT   gene            complement(145966..147675)

FT                   /gene="artM"

FT                   /locus_tag="AYWB_125"

FT                   /note="AYWB125"

FT   CDS             complement(145966..147675)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="artM"

FT                   /locus_tag="AYWB_125"

FT                   /product="ABC transporter, bacterial extracellular

FT                   solute-binding protein"

FT                   /protein_id="ABC65242.1"

FT                   /translation="MFYRKESHLLTLYFSRIKNYFKAKYLFLTILIIIVSFLLYDDFYP

FT                   QNTKNKDENVLVVGMECNYKPYNYLSNNKDKEPHPLTINGKESDIGVVGYDVLVAKELV

FT                   NYLNEKYDKNIKLLIKKIDFNSLIPACQKGDIDLIIAGMSKTEERQAQIDFTDHSYYDE

FT                   DQSYFIIINKNNPYFDKDYFKKQINNQNIDQIQLPGKILYQRGTFYEQIAKTLKGNEAE

FT                   GIDNFDFQAQKVQTDSNYFYLADANVAQKHLQNHNNLERIEIQKKTILDNEIKQAAGGL

FT                   AIGFKKQEEIIKKKGITKKDIDDFLTKEPTTENKYTLTIKKRKEFMDKQNSEKDTLNIW

FT                   SIFKNNFSLYKRGILTTLKFGFYGTFGGFVLSLLLVLFQVLDITKKKSHFLIYYLHQIG

FT                   CIIINFYIWIIKSTPMLVQAFVSYFFLKEFIFFKNATWYTPMFAAYMVIILNTMGYISE

FT                   IITKNIYFLDKGQIEASLSLGMTHTQTMRYIVLPQAIKRSQTPILNEFIINLKDCVVFS

FT                   MLGGIIDIACASNALYSSVASPKPYYISSIIYFIIVGTVVFFLKKMEKIRQV"

FT   gene            complement(148120..148293)

FT                   /locus_tag="AYWB_126"

FT                   /note="AYWB126"

FT   CDS             complement(148120..148293)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_126"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65243.1"

FT                   /translation="MKKIIKLIKKQFFNCFNDLKKLNLTTILKNIKIKRNTYCWLKVEN

FT                   KIKTKEEKYLLQ"

FT   gene            complement(149157..149777)

FT                   /locus_tag="AYWB_127"

FT                   /note="AYWB127"

FT   CDS             complement(149157..149777)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_127"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65244.1"

FT                   /translation="MLKKLVKNNYLVFLMLITLIMIFSSSIFSKKIFAHNATNIQKKTS

FT                   SEILEVKNKKFNFIDIDCKKFSLLALNRINLFNLGITINPNNVEKLNDITQKCCDIINS

FT                   ESSNKFKSQKSIQESSNTNLVKIVNNLKKVIVNNSIRNSIEINDTFTNWNQYFENCCVI

FT                   LLSSLIECSETYSDDESESILIFMSSQITGMLSDMLIKYILSD"

FT   gene            151673..153163

FT                   /gene="lysU"

FT                   /locus_tag="AYWB_128"

FT                   /note="AYWB128"

FT   CDS             151673..153163

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lysU"

FT                   /locus_tag="AYWB_128"

FT                   /product="lysyl-tRNA synthetase"

FT                   /EC_number="6.1.1.6"

FT                   /protein_id="ABC65245.1"

FT                   /translation="MKKKISEQEIIRHQKMNELKKINIDPFGKKIVPSHSIKQIILQYQ

FT                   KEDSLAFEQSQINVCVAGRIVLKRGQGKAGFLHLQDFDFRIQAYVKLDLVGKDAFQIYQ

FT                   NCDLGDIIGIKGFLFKTKTQELTIKALEFIHLTKALKPLPDKFHGLQNREDMRKKRYVD

FT                   LIVNEKTRQVFLTRSLIMKYIRNFFDNQGFLEVETPILQPTLGGASAKPFITHHNALNC

FT                   DFYLRIATELPLKKLIVGGMNKVYEIGRLFRNEGIDATHNPEFSTIEAYLAYADMQDIM

FT                   DLTKQCLQELVQKIFGKLQFTYQNQEIDFSHFAKVSMVASIKEKTGIDFTDHFTLEQCL

FT                   SLAKKHKIEVMPHFSQGHIIEAFFGKYVENALIQPTFVYGHPLEISPLAKQNEFDPRFT

FT                   DRFELFIVGKEFANAFRELNDPIEQEKRFLNQLKQKQLGNEEANDMDYDFLNALNYGMP

FT                   PTGGLGMGIDRLVMLLTDTANIRDVILFPHCKNQNKFI"

FT   gene            153277..156027

FT                   /gene="dnaE"

FT                   /locus_tag="AYWB_129"

FT                   /note="AYWB129"

FT   CDS             153277..156027

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaE"

FT                   /locus_tag="AYWB_129"

FT                   /product="DNA polymerase III alpha subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65246.1"

FT                   /translation="MRGVFYLQSFYSLLQSLNSLETLVQKAKENNYDFVALSDDNLYGM

FT                   PTFLKLCHKYQIKPILGLKINFFHNNQLATLLIYAKNDQGIKNLIQISTIIKNKETPQI

FT                   NLNKIANLGKGLFTLIPGENPFFDEIFFRDQKDKFFQISTQLLKIFDELVLGISYQNSF

FT                   LELLSENIIDFANHFQIPYVPVNKTCYDTFQAQPTYQILTQMENKKNDNQTDLSFLTKD

FT                   NFDSTYNAQTHKKMFIYLKKLIFSIKYQNYLPQKFFLPSFVDFLQPQKITAKDYLKQIS

FT                   YEGLRQYINFKSPKYTKYQQRLDQELKIIADMEYDNYFLIVGDVVRYAKKQGILVGPGR

FT                   GSSSGSLVCFCLQITEIDPLQYELIFERFLNPQRKNMPDIDLDFPDNTRDLIIQYVCQK

FT                   YGTKHVASIITFGRFVSQKAIINELVKFMPTVKEFQTKRVLAYLDKKSTYQKETLDLQM

FT                   KNLLTMASYIEGMPRFTGTHPAGIILSQIPLYQIIPLQKGTHNNLQQTQWEASDLESIG

FT                   LLKIDFLGLRSLTLINQMVLAIQKNNFKFSLFKIPLNDKKTFELLQQGKTIGIFQLESY

FT                   NAKIFLQKMMPQKFEDLIALLALNRPGPIDSFNMFLKNRHQKTTTFFSPLIDFILQPTY

FT                   GIILYQEQIMQILAVFAKYSLAQADLFRRAISKKEKDLLLQEKNNFIAQSKEQGRDLTI

FT                   AYKIYDYILKFANYGFNKSHSVAYSLISYRMAYLKANHFIAFVITLLNDAIGDTSQTEI

FT                   LLKEVIQKGIIIEPPHIFSSQDKYYFQDNKLFLPLTIIKGINVSFCQELMKKQKNLIKE

FT                   YQKLTKTSQSPLYYSFKTFKQQLFPFLTEPLLTNLIFAGAFDKMGLNRNTLEQNKDLKE

FT                   VKYYPYSDYEPEIHPELPLQELVIKQKKALGFGLHNLLINQKNKS"

FT   gene            156089..156286

FT                   /locus_tag="AYWB_130"

FT                   /note="AYWB130"

FT   CDS             156089..156286

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_130"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of asparagine synthetase

FT                   [glutamine-hydolyzing]"

FT                   /protein_id="ABC65247.1"

FT                   /translation="MDVLKDVIYHIETHYIITIRASIPLYAFNGARKIKAMGVKMVLSG

FT                   EGADEIFGGFLYFHKAPNTP"

FT   gene            complement(156316..156474)

FT                   /locus_tag="AYWB_131"

FT                   /note="AYWB131"

FT   CDS             complement(156316..156474)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_131"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65248.1"

FT                   /translation="MTPLLFMQHILSLGLSLMATSKKFLFKKDAHTSAPQTLIVLLLDH

FT                   AQSYKCN"

FT   gene            156908..157261

FT                   /locus_tag="AYWB_132"

FT                   /note="AYWB132"

FT   CDS             156908..157261

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_132"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65249.1"

FT                   /translation="MNQKTRKALIKKNNFPQTNPPKKTFLSSKLLSNCIIFNSIVIVVL

FT                   AIYLSKPTQTDIYQKTTQLHLTAMVAGMFLGGTILGLKKGSFGVSLGVLLGSTLGMWLS

FT                   LLTKGQIISIIQM"

FT   gene            157330..158361

FT                   /gene="pheS"

FT                   /locus_tag="AYWB_133"

FT                   /note="AYWB133"

FT   CDS             157330..158361

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pheS"

FT                   /locus_tag="AYWB_133"

FT                   /product="phenylalanyl-tRNA synthetase alpha chain"

FT                   /EC_number="6.1.1.20"

FT                   /protein_id="ABC65250.1"

FT                   /translation="MQTKIKKLIAQFHTSLQKNKYDLDKLMILDKEFLGKKGILFELTQ

FT                   ELKNLPHAQKSVAGKLINFLKQEIIFTLQKEKETLKRNQLNAKILQEEIDPTLPAFNFC

FT                   QGSTHPLNQIIEKIEDLFLSLGYEIKEGNEIETLFYNFEMLNMGKGHPAREMQDSFYID

FT                   SQKLLRTHTSNIQVKEMKARQGKPLKIISSGKVYRKDDDDATHSHQFMQLEGLVIDKNI

FT                   NFSVLKETLLLITKELFGNSQEIHLRPSYFPFTEPSIEVDLVITKKDGTKEYLEILGAG

FT                   LVHPQVLKNANYDPEKYQGFAFGIGIERIAMIKYQIENIRYFYANDIRFLKQFARNADN

FT                   ENY"

FT   gene            158330..160816

FT                   /gene="pheT"

FT                   /locus_tag="AYWB_134"

FT                   /note="AYWB134"

FT   CDS             158330..160816

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pheT"

FT                   /locus_tag="AYWB_134"

FT                   /product="phenylalanyl-tRNA synthetase beta chain"

FT                   /EC_number="6.1.1.20"

FT                   /protein_id="ABC65251.1"

FT                   /translation="MQGTPTMKIIENILKNHLLQPLSQNIFVLTNNYITEVQKFSPLSK

FT                   NTNLVVGQILNFQKIQDSQKLNLVEVNIGIKVVKIVCGASNLQNGKKVIVASEGSFLEG

FT                   INSTLKNKKIYGVFSEGMLCALEELGISNKFLTPQEQEGIYLFDDPNDQIALGSNALIP

FT                   LGMDGFILELGITPNRGDLLSHIGFAKDLQAVLASQNSNKKKEKKTINYKTKNSKDQTN

FT                   RKTTPKLNPDFFAKLPQSPLKVQIESDSCYEYNVCILENITIKPSPLWLRNTLLQSGIN

FT                   PINNVVDITNLILIEYGIPLHAFDSGTIQKIKVRKAFPQETITTLNQNDFVLDENDLVI

FT                   TDGKKAIALAGIVGLLESSIKPTTTKIILEAAYFSPQTIAQTCQKLKNKTESSLRFERG

FT                   IDQNLIPLAFQKACQLLVTLANAKITYQPTITKQKIRTNPTISLDLDFITRKIGFSLCP

FT                   TQIKNWLLNLDYQIHTPKNLTLQNKNEQLNLQAPLRRYDVKIKEDVISDLTRFYGCHKL

FT                   PPQTIQIPTQGKLTLKQKNIRELRKLLVNLGFYETITYSLISSEMFEAFAPQKPFIKIM

FT                   NPLSQDKMILRQSLLSSLVEILSYQHKRQTFDTAFFEIGKAYFPNQEKLSLAFVLSGNF

FT                   LNTLWHKQDVSSSFFVTKGILEKISSFLGITLTYQKTQKHSNFHPGMQANLLFNNQIIG

FT                   VIGKTHPQLNAKHHLKESFLCELFLSDEILNTTKTLTFRPIPKFPTVIRDLSFLVDTKY

FT                   SFYQIEQIIKQTTPFDLIKCELFDVYQTPTTKEKQSFALRFFFNNLDKNLEKQDVEHCM

FT                   KKITYNLIKHFRIEIR"

FT   gene            161028..162779

FT                   /gene="phnL"

FT                   /locus_tag="AYWB_135"

FT                   /note="AYWB135"

FT   CDS             161028..162779

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="phnL"

FT                   /locus_tag="AYWB_135"

FT                   /product="ABC transporter ATP-binding protein"

FT                   /protein_id="ABC65252.1"

FT                   /translation="MTMALKEVSLKLPDKGMVFILGKSGSGKSTLLNVLTGIDVANSGV

FT                   VEVCKVPITTFNQRNLDNYRNGMIGFIFQEFNLIEDMNVFENIVLALQLQNKKPDFTLI

FT                   NDLMKQVGLDVSFLNRIVNELSGGQKQRVAIVRALVKNPKMVFADEPTGNLDSETGTQV

FT                   FDLLQNLSKEKLVVIVSHDIENAYKYADRILECKDGKVLSDMTRKKDTTKKIKDKMLVF

FT                   KEGQVLTSEIIANLTGNPALENFDKTDETKVLQQDTDFVSFPSRLPFSFFAKSALKSFK

FT                   NKKLFLILSVLITTIAASFFGLTTFPTLSGKIVGAEKKLFHMKKLLDEKIEKDLKKQSK

FT                   NQNYYNHQYMMKEELEEIKIFYDVLGEVNVYFRIRDVINNKWTILFILFVPGAMVMLYF

FT                   SMSAKIQNKKMGILRVLGSNGVNVGKIFVVEAFFFAFFQMVLIFVFFLLFLMKFSSLSY

FT                   FFSSFEMEPLKDFENVEEILTYYKEAKKEKTAELLKAYGEKYENKKLENWKQPIIDKYF

FT                   NSVFKNKYYVLARWGNMSFYAFNPFVRVFLFNLLTFSYIFFVTLLFISLIIYKLSNKKP

FT                   VDIINNK"

FT   gene            163006..164097

FT                   /gene="acoA"

FT                   /locus_tag="AYWB_136"

FT                   /note="AYWB136"

FT   CDS             163006..164097

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="acoA"

FT                   /locus_tag="AYWB_136"

FT                   /product="pyruvate dehydrogenase E1 component alpha

FT                   subunit"

FT                   /EC_number="1.2.4.1"

FT                   /protein_id="ABC65253.1"

FT                   /translation="MLTNVYDPLKGKQFQILDENGNIVQPELEPKISKDVLLKMYKTMV

FT                   LGRQADLAALKYQRQGRMGNYLLNSGQEASQVGVAAALEPQDWVSPYYRDAGIFLYRGV

FT                   SLEKFYLYWYGNEKGSQLDPKLRILPTNIIIGSSVNLGAGLALASKMQNKKEVTIATIG

FT                   DGGTAHEEFNAGLNYAAVFGVPLVVFIQNNHYSISNPRNKVSKAKTLAQKCYACGIPGI

FT                   QVDGNDILAVYVAAQEAFNEARKGNGPTLIENVSYRLEAHSTNDNASVYRSKEEELEWR

FT                   KKDPIVRFQKYLMNKGYLTQKQVEQFEKEAQEEVILAHQKVEQTGNNINIKDIFAYTYE

FT                   KMTPQLEEQYEECKAFFNTKEGK"

FT   gene            164100..165074

FT                   /gene="acoB"

FT                   /locus_tag="AYWB_137"

FT                   /note="AYWB137"

FT   CDS             164100..165074

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="acoB"

FT                   /locus_tag="AYWB_137"

FT                   /product="pyruvate dehydrogenase E1 component beta subunit"

FT                   /EC_number="1.2.4.1"

FT                   /protein_id="ABC65254.1"

FT                   /translation="MASMTLLDAINQTLDSKLAKDPRVVIFGQDVGKLGGVFRVTKGLQ

FT                   DKHGETRVFNSPIAESSIIGSAIGLAINGMRPVAEIQFDGFIFVGLEDLFAHAARFRNR

FT                   SRGNYTVPMVVRVPVGGGVKSLEHHSESLEVILGSVPGLKVVIPSNPYDAKGLLMAAIN

FT                   DPDPVVYMEPKRIYRGFRQEVPETDYEVEIGKAKVVQEGTDITVVAWGAMVPETLLALK

FT                   QLDPNVSVELIDLRTINPIDRETVITSVKKTGRFLVVHEACKTYGPAGELIALVNEQAF

FT                   LYLDAAPSRVTGNDITMPLAKAEHYQFLSPEKIADAIKKVVCE"

FT   gene            165266..166519

FT                   /gene="aceF"

FT                   /locus_tag="AYWB_138"

FT                   /note="AYWB138"

FT   CDS             165266..166519

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="aceF"

FT                   /locus_tag="AYWB_138"

FT                   /product="dihydrolipoamide acyltransferase component"

FT                   /EC_number="2.3.1.12"

FT                   /protein_id="ABC65255.1"

FT                   /translation="MFEFKFADVGEGIHEGTITRWFFKVGDQVKEGDVLVKVETDKLDV

FT                   ELTSPVAGKILKRDLKEGEVICVGDTIVLIQEPGDTDTDVKNFSSQNLNETTTEEKNDN

FT                   QQTQTSLQAYLPPQKVLATPLVKSLAKELGLDLTTIKGTGENGKILKVDLQNTTNPLQP

FT                   QPIQPANSFVKEQPTPTFAASSQETEVVKISRLRKAIAQKMVLSKGKIPETTIMDEVNI

FT                   TALVTLRKQAKDQAQSQGIKLTFMAFIMKAVAIALQEFPVFNASYDDVKEEVTYKKFIN

FT                   LGVAVDTKDGLIVPNIKDANKLTLLEMAQQLQQVAKSTTERKVELNQLQNGTFTITNFG

FT                   SIDITYGTPVINYPELAILGVGKITKKPIVENNQIVIADMLPLSLAIDHRIIDGADGGR

FT                   FLKRVKELLNTPTLLLLS"

FT   gene            166541..167914

FT                   /gene="lpd"

FT                   /locus_tag="AYWB_139"

FT                   /note="AYWB139"

FT   CDS             166541..167914

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lpd"

FT                   /locus_tag="AYWB_139"

FT                   /product="dihydrolipoamide dehydrogenase"

FT                   /EC_number="1.8.1.4"

FT                   /protein_id="ABC65256.1"

FT                   /translation="MKNYDVLVIGGGPGGYVAAIKAAQIGAKVALVEKHKLGGICLNYG

FT                   CIPTKAYLKSAKIYKDIKRCSDFGIKVQNGISFDWSSILSRKNKIVAQLTTGISFLLKK

FT                   NKIDFYHGFASVLSPCEVQVETNLLYTKKLIIATGSTAFVPPIPGAQEAYQKGILKTSK

FT                   ELLKLESYPSKVTIVGGGVIGVEFATIFNSFGSEVTILERKDTILNGMDQDVVVAYTKK

FT                   LQADGIQIMTQVEVNKINENRTTYTQKGTDKTITSDVILMAVGTKANLAGLEKLNLVLN

FT                   RNSVQTDNFCQTSIPGVYAIGDVNGKYMLAHVASHEGIVAATHALEQKVNPINYDRVPA

FT                   CIYGFPEIASIGMTEQQAKDKQIDYKVSKISLGAVGKSLAEGEKEGFAKLIVCKKHLEI

FT                   LGMHIYAYNATELISEMAVGMELEGTAYELSQAIHPHPTLSELTFEALLGAVDKPIHS"

FT   gene            168348..169115

FT                   /gene="tatD"

FT                   /locus_tag="AYWB_140"

FT                   /note="AYWB140"

FT   CDS             168348..169115

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tatD"

FT                   /locus_tag="AYWB_140"

FT                   /product="Mg-dependent DNase"

FT                   /protein_id="ABC65257.1"

FT                   /translation="MLIDTHTHLNLKTYKNKLDDVFQKAWNNDVKKMIVIGMDEKTNQK

FT                   AYEIANKYKEAMVAFGIHPCSDFSQETPESIIKYLNHPQTVAIGEIGLDLHHRQDNLAI

FT                   QKKFFQAQVKIAIQYKLPIIIHARKSFEEIYQILLPYRNQVRGVFHCLVFSLEEAQKAL

FT                   ELGFYIGIGGVVTYPHAKAAHEIAKTIPLDKILLETDCPYLTPYPFKNETNEPSHIKLI

FT                   AQKIAQLRNISLQYVATQTSNNVAKLFFNKNFF"

FT   gene            complement(169208..169546)

FT                   /locus_tag="AYWB_141"

FT                   /note="AYWB141"

FT   CDS             complement(169208..169546)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_141"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65258.1"

FT                   /translation="MECMQQATEVKNFYLEVKVRYLKKNGSSKRQWFATNVCVGTVNCK

FT                   QKYDEVLINFTHIDADNPEFFLQPGQVIKVLKGKVKQSKCGTVPEVWLDVDSFRQTDEE

FT                   EKSKINFV"

FT   gene            170186..171274

FT                   /gene="plsX"

FT                   /locus_tag="AYWB_142"

FT                   /note="AYWB142"

FT   CDS             170186..171274

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="plsX"

FT                   /locus_tag="AYWB_142"

FT                   /product="fatty acid/phospholipid synthesis protein PlsX"

FT                   /protein_id="ABC65259.1"

FT                   /translation="MIKIAIDAMGGDFAPLEIVKGTLLALNKNTELQVFLYGNQKLITP

FT                   LIEKTPFFGNKQIIIKHTPYFLGSADKNIRDQLKTTPNTSLFLALEAAKQDEVQGVVSA

FT                   GATQTLILASHLILKKMPLMKRIAIAPMFNSFDNRTRILLDAGANTELKPQHLHTFANY

FT                   ATIIAKEILAIPNPQIKLLNIGTEPTKGRALELETYQLLSQDSNLNFGGNEEPQNLLTT

FT                   SADILLSDGFTANIALKTYEGTMLNFMNHLKNILTKNFIKKIATKTLFQKPLQQLKNQI

FT                   DPRQIGGAMLLGLNKIVIKAHGSSQSYAFCQAILQTQKLIKAQVNQKIANALEIAKNKE

FT                   NQTKKISTSTINPKTSETTKES"

FT   gene            171280..171993

FT                   /gene="rnc"

FT                   /locus_tag="AYWB_143"

FT                   /note="AYWB143"

FT   CDS             171280..171993

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rnc"

FT                   /locus_tag="AYWB_143"

FT                   /product="dsRNA-specific ribonuclease"

FT                   /EC_number="3.1.26.3"

FT                   /protein_id="ABC65260.1"

FT                   /translation="MKNIQILFQTLNIFPKNLVLYKQALTHSSYSNEQTPPQEDNERLE

FT                   FLGDAIVGLLMADYLYSQSKEDEGIMTKKRAQAVCEKSLTIYAQKIELQNYLLLGKGEK

FT                   NKDFNAKGIMADTFEALFGAIYLDLGYLTAKKVFHNIVLPHLAKTIYIIDFKTQLQEIV

FT                   QSEKKTIQYKIVQEQGPAHSKNFVAEVYLEKNLLGTGEGSTKKSAEQKAAQQALSKVAK

FT                   TKDLIKNKGVKEKEL"

FT   gene            172007..172627

FT                   /locus_tag="AYWB_144"

FT                   /note="AYWB144"

FT   CDS             172007..172627

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_144"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65261.1"

FT                   /translation="MVIFQKLYEDGFLQVEKMLIQEYQKLGLTYPELTILLFLLDFSKK

FT                   RVFSSNALAKKAGITKKEVEHILEQLMSKDFFDLSQETKNHKIIEVFSLHPTFAKLEKI

FT                   YQDQIRESKHQNQLTLIQKTIECLEQNKGQTLTSNELELVRNWYQDQEFSHEEIKNTIE

FT                   EALCVKKTSVFYINTLLGKKKFLTVVPDEKADKALAKLFKKIK"

FT   gene            172755..173219

FT                   /locus_tag="AYWB_145"

FT                   /note="AYWB145"

FT   CDS             172755..173219

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_145"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65262.1"

FT                   /translation="MKFLENKRGKIITGAIFITVTLYVGLGFYISFNPVNWLSPKKVWA

FT                   KQAAHNLYNSVEKLKKEENKGNVNSKLASIKTNLEAVNKHIIEYYKESTSDEYPAVKDL

FT                   YDKIVQAKDNAYKKIEPDDKATDDTFKEIKKLFQNDNTKNLQEKVNNLTK"

FT   gene            complement(173933..174529)

FT                   /locus_tag="AYWB_146"

FT                   /note="AYWB146"

FT   CDS             complement(173933..174529)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_146"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65263.1"

FT                   /translation="MKTNNQKKPKNQIFIICMLFISVSIIFILIILLLVNNKIQPKTYD

FT                   QNQHNLNSKTDIPQEQENYNIILNKIDKEVDKLTQQQEPTISEKQPPKIKYPPKIYYNR

FT                   AGTTIHHINEINQDTGKYNKVIHYQPDGKAIKYIAERDQDTMLFIKKNHFYDDGKTIKL

FT                   ITEHNKNKDLLIKETYYNPDRSIKEINEYKDEDTY"

FT   gene            complement(174887..175303)

FT                   /locus_tag="AYWB_147"

FT                   /note="AYWB147"

FT   CDS             complement(174887..175303)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_147"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65264.1"

FT                   /translation="MNPAKEKNNKTLKEDLAYYLQLMGVKFFQHCAENLIKYDLGENIK

FT                   QLNDLSEKFFESFTTTQNNFKDESNYKFFKKEVLDKFDPKQYEIFKEKIIDFILSPDIT

FT                   EDEIKYALNQLVDECVNHNEEIIDKLSETFFDWE"

FT   gene            175810..176502

FT                   /locus_tag="AYWB_148"

FT                   /note="AYWB148"

FT   CDS             175810..176502

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_148"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65265.1"

FT                   /translation="MENNNQKKSKNMIFIIWSLFISLVVIFLLIILLLAINKQKVNVKS

FT                   KQQEQFQSQANIPSQQEQEKTYNDILKKIEKEVDALTTTKNVIFLPNTKIIKQIKFYNS

FT                   QTNKLIELQAFYEDGKTLKYKKKYNPQTGFSLKDEIYSYDGKIIKQIKEYNENGKLIKL

FT                   TNFHDDGKKIDMMQEYDPQTGFLKSSTYYQIDGKKISNIGEYDPQTGYKTKTTWYNKDG

FT                   TVKKITDY"

FT   gene            176576..176803

FT                   /locus_tag="AYWB_149"

FT                   /note="AYWB149"

FT   CDS             176576..176803

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_149"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65266.1"

FT                   /translation="MLFFLCLKLPKLLKSKQQQKQTEYQYQTEFDDENKLVKDIAVVTL

FT                   TTGAVVIGCLVLAPIFASVVPIAAPVALLL"

FT   gene            176828..177142

FT                   /gene="ssb"

FT                   /locus_tag="AYWB_150"

FT                   /note="AYWB150"

FT   CDS             176828..177142

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ssb"

FT                   /locus_tag="AYWB_150"

FT                   /product="single-stranded DNA binding protein"

FT                   /protein_id="ABC65267.1"

FT                   /translation="MLNKVQLIGNITHDLEQQYINTNEGQIPKIDFSIAINTKDKTQFI

FT                   PCVVFRNQAENMNKYLHKGSKVYVEGTLSIEKYTNNEGENKTATKVIVQKVIFLDSKDK

FT                   "

FT   gene            177293..177760

FT                   /locus_tag="AYWB_151"

FT                   /note="AYWB151"

FT   CDS             177293..177760

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_151"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RepA"

FT                   /protein_id="ABC65268.1"

FT                   /translation="MISKKQEISYIISNTENHQDHKEIHTHVLFQLTKTIEIKSQRYFN

FT                   IDGFHPRIETALNIEKSISYIKKDGDFIEEGTPRHKKYVRQNQKEERKQLIYDEIDRLI

FT                   GKYYHDDKLTLNQVKKSLNDFIKILDRDFYYEKIDFVEQVLNKKFTKKKKS"

FT   gene            178414..178599

FT                   /locus_tag="AYWB_152"

FT                   /note="AYWB152"

FT   CDS             178414..178599

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_152"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65269.1"

FT                   /translation="MKLEKKGILNMYLILKKIKFSSKLYLIIFIFIYLLLNFHQKNLVF

FT                   AQEKIDLIEKKLIILK"

FT   gene            179144..179446

FT                   /locus_tag="AYWB_153"

FT                   /note="AYWB153"

FT   CDS             179144..179446

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_153"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65270.1"

FT                   /translation="MIKINSKIIKTIFLFILIINYYLFSIDLFATKHNNNKKRKEIMYE

FT                   NIEDKKMLPYKLHQQIEEELEMKLQEKLKESKKNEDENKSNSKIQQKNNKKIKNI"

FT   gene            complement(180567..180746)

FT                   /locus_tag="AYWB_154"

FT                   /note="AYWB154"

FT   CDS             complement(180567..180746)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_154"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of thymidylate kinase"

FT                   /protein_id="ABC65271.1"

FT                   /translation="MVIRGLGSSTNGNSIRETFLTHNTLHNVIRYFLSFANMIQKQEEL

FT                   IKPHLKNKQNHFCR"

FT   gene            complement(181003..181578)

FT                   /locus_tag="AYWB_155"

FT                   /note="AYWB155"

FT   CDS             complement(181003..181578)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_155"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65272.1"

FT                   /translation="MSSFRIGNKHYKIIPFLITTGTLIFFVFGIGGRLVYKYHLETEER

FT                   RKLQEVDIKAKARELNNVLYNENKKLKKENEYLKSVPYEFIRENGEKEYYNLFTNKLVK

FT                   KIDNDNNIFEYDKNNGMLLKKTDKYNNIEEYGSHGKMIKKTLSDGVLMEYNPINSKLMK

FT                   RKNIDNSIEEFDDNEEKFKEIEITSLIK"

FT   gene            181947..182129

FT                   /locus_tag="AYWB_156"

FT                   /note="AYWB156"

FT   CDS             181947..182129

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_156"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65273.1"

FT                   /translation="MRIFLAKLKLSYNINIIFYFQNLLTKMKKSINYFLKFCNNQWILA

FT                   KLNYSSPSQYCQNFR"

FT   gene            182280..182444

FT                   /locus_tag="AYWB_157"

FT                   /note="AYWB157"

FT   CDS             182280..182444

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_157"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65274.1"

FT                   /translation="MARNYRRSYFSKKSFRRNKLTLGSFFTYWILPTLGIVIPLIVYFA

FT                   SKGYLSIAK"

FT   gene            182654..182845

FT                   /locus_tag="AYWB_158"

FT                   /note="AYWB158"

FT   CDS             182654..182845

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_158"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65275.1"

FT                   /translation="MDKQQKIKKEFYEHCQCCGSDLGMNINDIDLNLFGVIMTLMILIS

FT                   FGIFVLFGFFEFIFFFSN"

FT   gene            182790..182972

FT                   /locus_tag="AYWB_159"

FT                   /note="AYWB159"

FT   CDS             182790..182972

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_159"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65276.1"

FT                   /translation="MEFLYYLGFLSLFSFFQINHEIFTTLIYIFVIGILSFCLIAHFMP

FT                   KLLFEKLDYEKVEKE"

FT   gene            182984..183145

FT                   /locus_tag="AYWB_160"

FT                   /note="AYWB160"

FT   CDS             182984..183145

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_160"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65277.1"

FT                   /translation="MKKYNLFDNFICLLIGSIIGIFLYINFFTKNNKELETIQKDNKMV

FT                   EIIKKLKK"

FT   gene            183167..183640

FT                   /locus_tag="AYWB_161"

FT                   /note="AYWB161"

FT   CDS             183167..183640

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_161"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65278.1"

FT                   /translation="MMDIQQTIINIVESKVFISFTSFIFGIFIYWFYLYIKELKSKYDF

FT                   SDELRDIVNHYLKKGKISISEYGALIRLMAHMGNYLGIYRKHVETMIKEFGEHGGLNFS

FT                   EGIFDEKDNNQENKENNNNLDEILKENLKLKNQLNNIKNPLIAESIDDTGNDF"

FT   gene            183603..184277

FT                   /locus_tag="AYWB_162"

FT                   /note="AYWB162"

FT   CDS             183603..184277

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_162"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65279.1"

FT                   /translation="MRNLLMILEMIFSFNFLKYLISFDFKDFFYLLYDLFYNIFLTKSS

FT                   FLFGFNVGWNINFINIYNIIKTIFIFIWEQLTTLIYPLKLFSSLFDFLMQILKIFIDVF

FT                   GSIIGYIKSSITSLTGQKLMDPSESTWEKLKEIAKMIFTVTVGGSVIYFFKEVNSFLLN

FT                   SFIKIGDLLFKIILRILDIISIVLKFFLFLFKKVIIILSFILSFFINFLYLWVFENAKK

FT                   TL"

FT   gene            184386..185351

FT                   /locus_tag="AYWB_163"

FT                   /note="AYWB163"

FT   CDS             184386..185351

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_163"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65280.1"

FT                   /translation="MFGIGGRLVYKYHLETEERRKLQEVDIKAKARELNNVLYNENKKL

FT                   KKENEYLKSVPYEFIRENGEKEYYNLFTNKLVKKIDNDNNIFEYDKNNGMLLKKTDKYN

FT                   NIEEYGSHGKMIKKTLSDGVLMEYNPINSKLMKRKNIDNSIEEFDDNEEKFKEIDKNGK

FT                   VKYYKTKIYQTVLDFKKLFINDKDLEKTFLKSGIFNLEDLKTAGYTLEDLIFFGYSFQD

FT                   LKYPPKLQILSDGTMLRISEFNQYTRKPIKETIYNNPDRTIYQITEYNQDTGERHKATE

FT                   YYKNGEKSTVFDYHKDTGKLTKETIYNPDRTIKETKNYNY"

FT   gene            185597..185800

FT                   /locus_tag="AYWB_164"

FT                   /note="AYWB164"

FT   CDS             185597..185800

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_164"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65281.1"

FT                   /translation="MNKEGISLSFHHALKTFNAIKRGTLNKKQIKIFENNLFFVKINDF

FT                   GQGCFFRNFKNLSIYLFNDYRR"

FT   gene            185961..186131

FT                   /locus_tag="AYWB_165"

FT                   /note="AYWB165"

FT   CDS             185961..186131

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_165"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65282.1"

FT                   /translation="MGTISNDVKDLNKSKQLIIKFMSKLRYEYKKCLNKQKLKKHIVNK

FT                   YLTKFKYFIAS"

FT   gene            complement(186831..187109)

FT                   /locus_tag="AYWB_166"

FT                   /note="AYWB166"

FT   CDS             complement(186831..187109)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_166"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65283.1"

FT                   /translation="MDPSQSMWGKIKEIAKMIFNVAVGGSVIYFLKEINNFLLNSFIKI

FT                   GDLLFKIVLRILDIISIFLKSSFYFCLKRLKIFFKRNNILKKLSNRL"

FT   gene            complement(188139..188528)

FT                   /locus_tag="AYWB_167"

FT                   /note="AYWB167"

FT   CDS             complement(188139..188528)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_167"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65284.1"

FT                   /translation="MLEYNNIVDKFNNFETYKKQFFGPFNKILTYNQNIKILKELPLLE

FT                   AKLQLGLDKFGGGIKLKERQNNMDEIIAKFAYLKDQNAQNPSDSSQNNNSNETNSFLFF

FT                   FFVIFILLFVLLILYFIFQNFANTK"

FT   gene            complement(189481..189693)

FT                   /locus_tag="AYWB_168"

FT                   /note="AYWB168"

FT   CDS             complement(189481..189693)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_168"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65285.1"

FT                   /translation="MVKLQKDKVKLLIFAGFWAILLFLNHNYLIFADQDDDIENVITLT

FT                   ETKENQTEEIKMQCQDLLQKGEKDA"

FT   gene            190085..190663

FT                   /locus_tag="AYWB_169"

FT                   /note="AYWB169"

FT   CDS             190085..190663

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_169"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65286.1"

FT                   /translation="MLKKSIKNNYLIFLIVITFVFVSCFLSAFIPSSFADEKKCPKEKT

FT                   ATLSESSKLQEKKLSDVSDPLKVLENITSSLTTKTNLATSKIVYDMRAHLKTKYKESSK

FT                   YINLFVDTLRDYILVVEDWEDVQVTNFKKETFDIDSFKDIVKTQLKFIFEQSHTSIQDS

FT                   LDSSCSFLWDEMEVFSQNAIISTVNALWP"

FT   gene            complement(190784..190993)

FT                   /locus_tag="AYWB_170"

FT                   /note="AYWB170"

FT   CDS             complement(190784..190993)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_170"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65287.1"

FT                   /translation="MINTLLDKLDGFNSSNKKIILMGATNNFHKIDSVLHSCFSKEIYI

FT                   GNLKYSEIEVYLKHIFCLVMMFFK"

FT   gene            192069..192437

FT                   /locus_tag="AYWB_171"

FT                   /note="AYWB171"

FT   CDS             192069..192437

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_171"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65288.1"

FT                   /translation="MNEGYADICMPIHHKKSLYIECKIWTNASIIIEAFYQLITYTSHR

FT                   TSDDELAIIIFRNKYLIKQLNKKTEKEYKEALVEARNDNVLRIRDNINEWFSQQKSSKV

FT                   ILMKKIIMNGNLKLLIKK"

FT   gene            192982..193194

FT                   /locus_tag="AYWB_172"

FT                   /note="AYWB172"

FT   CDS             192982..193194

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_172"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA primase"

FT                   /protein_id="ABC65289.1"

FT                   /translation="MKTQEFKNLIQQQTSTPNISYEPFKYQFHHNKINNPIDEKEINTT

FT                   KTQLFKEISPLFNQIRDYYHYFINH"

FT   gene            194029..194433

FT                   /locus_tag="AYWB_173"

FT                   /note="AYWB173"

FT   CDS             194029..194433

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_173"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65290.1"

FT                   /translation="MIKIIAFLTNILNLYMYNNINIPPQHAHIPLNFAILFFANSGIFI

FT                   FITKNQIKGEEMKNETSQGIIRGGWETKSTPNDLVQIKNFLQTLKGELLNITIVSHSKK

FT                   KNSYQQANYRPKNQTLFVDPQILDEMKSIE"

FT   gene            195234..195935

FT                   /locus_tag="AYWB_174"

FT                   /note="AYWB174"

FT   CDS             195234..195935

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_174"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65291.1"

FT                   /translation="MKKIAKIIEKEKQKNKLLQTLMKKTKKLIKKLFFFFFELVKQFNQ

FT                   KLNLKIILKIIKTKRSTYYYWLKVENKIKAKKEKYLLQQNRIKALCLQEKYFCGHRKIT

FT                   DLYQKTFNENITKKKIYTIMKENGIFCLLRIKKNKYYYKNNFKTKYFKTPQGFLYFSCI

FT                   IDSFNNQIIASHTSKHQNKELVLNTIQKLPLLKEPCIIHSDQGTVYQSQKVQQNLTKKG

FT                   FFNHHAEKSHP"

FT   gene            complement(196274..197239)

FT                   /gene="tra5"

FT                   /locus_tag="AYWB_175"

FT                   /note="AYWB175"

FT   CDS             complement(196274..197239)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tra5"

FT                   /locus_tag="AYWB_175"

FT                   /product="Tra5 transposase"

FT                   /protein_id="ABC65292.1"

FT                   /translation="MKKIAKIIEKEKQKNKLLQTLMKKNQKTDKKTVFELVKQFNQKLN

FT                   LTTILKTIKTKRSTYYYWLKVENKIKAKKEKYLLQQNRIKALCLQEKYFCGHRKITDLY

FT                   QKTFNENITKKKIYTIMKENGIFCRLRIKKNKYYYKNNLKAKLKVVDNLINQDFISTKP

FT                   MKKLFTDITYFKTPQGFLYFSCIIDSFNNQIIASHTSKHQNKELVLNTIQKLPLLKEPC

FT                   IIHSDQGTVYQSQKVQQTLIKKGFLISMSRKATPRDNAVIENFFGQMKTILQHQHPFLF

FT                   QKSPEKVKKIINYFPKFWNNQWILAKLNYSSPSQYCQNFR"

FT   gene            complement(197706..198332)

FT                   /locus_tag="AYWB_176"

FT                   /note="AYWB176"

FT   CDS             complement(197706..198332)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_176"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65293.1"

FT                   /translation="MKKETNQGIIKGGWETKSTPNDLVQIKNFLQTLKGELLNITIVSH

FT                   SKKKNSYQQTNYRPKNQTLFVDPQILDEMKKYRIEIIKNHSSENDNNLTLTNPITPPKH

FT                   QNNTLKTHFPIFQINYLNEQKDYIKELISKITIDKLETLKLYKLDAKKVDKYNNPIKTN

FT                   YKKGLNVIYYQSEDLKHIKLFLTKNKQGYRVKKIHPMYKYISKIK"

FT   gene            complement(198510..199367)

FT                   /locus_tag="AYWB_177"

FT                   /note="AYWB177"

FT   CDS             complement(198510..199367)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_177"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65294.1"

FT                   /translation="MCYNRFIKIKVNENIKKINLQINHYLHLKPFFFSSVVIVFYGFNQ

FT                   TVFQYLAINELFPKRLEIQRNNNIFKDESGYVLGNIKTIEVKNKTFNTCKIPSLSNRCN

FT                   YINKRRFEKMKINLTKITYLKDGKTIDWIDEYDKNGKIVKKTLYNFNGTINSITEFSLN

FT                   SIRIKSTHYQKDGKKIKFICEYDSNGKKTKSTYLIPDGKTISAIIEFDKQGQRVKATYY

FT                   PIIGGKGISHIAEYKNNIINKETYYFYDGKTIDWINEYDKNGKIVKKTLYNFNGTINFI

FT                   EEYK"

FT   gene            complement(199582..200907)

FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_178"

FT                   /note="AYWB178"

FT   CDS             complement(199582..200907)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_178"

FT                   /product="DNA primase"

FT                   /EC_number="2.7.7.-"

FT                   /protein_id="ABC65295.1"

FT                   /translation="MNFQEKIKNIQINFPMSVLLKKLNIIPPKFNPKYRFPCPIHQGQN

FT                   PTCCHLTSDNKIHCWKCCKDYDIIDVYMEIRGIKTFNNALEKINNFMKTQEFKNLIQQQ

FT                   TSTPNISYEPFKYQYHHNKINNPIDEKEINATKTQLFKEISPLFNQIRDYYHYLLTTNR

FT                   NNESHLGLEYLTQKRKLTIETIKEFKLGYAPLSDKPLSFRLLNYCKKQNIDTIKLIEYG

FT                   FIKDKTNQQNKTYYHDTFHGSIIIPIENGYNKTFHFYQNNFREVSYFQPKYKSLNNFSQ

FT                   TPTFHFSYRFFEALPYIKQMKTIIIHEGFFDVISCWQNNIKNVVGLICVTQLLSKSQIE

FT                   ILKKENIKVIIALDNDETGQKRSEALGEQLKEENIIYEIRRILPPYDKTCKDVDDLLRQ

FT                   FGKEAYQKCFLDPYITYEEAKNKIIVDLAIYFFGKDKVEIIT"

FT   gene            complement(200933..202429)

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_179"

FT                   /note="AYWB179"

FT   CDS             complement(200933..202429)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_179"

FT                   /product="replicative DNA helicase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65296.1"

FT                   /translation="MLTNEQKALKQLINYIEQGQWEKLNLYCQIINPKNLLNPKNTKIF

FT                   TALKYLFLEKQTSHPWDKLTTKPIIIKELLTYLQTHFPQDNFTLDSLNYLNDDFNNQNN

FT                   NHVLDNLKHTYTQEKLFQQLIKIISPTYENQDPYHKNLYYQEIFDKLRNFISSIPHKND

FT                   KTHFTLNQMASLHPEFFDTDNQSKQKIQEEYYRLSETFKGLNQSTKGFKKGQIITIGGY

FT                   TGLGKTTFVYNLLLDIAKTKHKEISHYPHILVFSYEMTLEENLNRLLAHQTQIPLDVIL

FT                   DKNFEDANITPLKYTERMKIAKQFFANINLSFSYDKSKNIDYVIDLVYRFYLEKQAEII

FT                   VIDHLQITKTTNHLENDRLAIDEIMTKLKKLAIELNIVIIILSQFSRDTYSNYQGKSPE

FT                   ITALKGSGGIETNSDIVLMMSEFKPKLSKDKEKPINIYNSTLEELYSDYNDNENQKIIE

FT                   VCIKKNRSGTKKTLIYHFEMTTQTFQEIGYVLPYKIETYY"

FT   gene            complement(202450..203061)

FT                   /locus_tag="AYWB_180"

FT                   /note="AYWB180"

FT   CDS             complement(202450..203061)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_180"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65297.1"

FT                   /translation="MNQLTNLHFKNINILNQQSLCVNITKQIIQTSLFNKPFNEYMIKT

FT                   HKLLNEYLNNKQHNSQSQKVIRGKINEYLILLYFQNKGIINLYPQAYLFFIPDIKFDLV

FT                   LFTETKRIMAFNFKTCLRDRYKQAMVEGQQLKKLDTRFEFYLLTNNETETQRLNNKINQ

FT                   GKVQGINQVINLFSNSANNFLQNLITAKFIPFSNINIIKK"

FT   gene            complement(203228..203860)

FT                   /gene="tmk"

FT                   /locus_tag="AYWB_181"

FT                   /note="AYWB181"

FT   CDS             complement(203228..203860)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tmk"

FT                   /locus_tag="AYWB_181"

FT                   /product="thymidylate kinase"

FT                   /EC_number="2.7.4.9"

FT                   /protein_id="ABC65298.1"

FT                   /translation="MKLIIFEGLDGSGKTSLIKSVQQELQKQGNEVVVIRGLGSSTIGN

FT                   SIRETFLTHNNLHNLTRYFLSFANMIQTQEECIKHQLKTNKIILVDRWLGSNFAYRVYP

FT                   SKIDKNYHIFNNLSKKFIKPDITIYLKIHPQLGLERKINQKNHQLDVIETSSLTYFQQV

FT                   EKGYFEFLKKQNIGTKIILNNMNDKDAKFNQQYIIKKIGEIKNGNNN"

FT   gene            complement(203917..204555)

FT                   /locus_tag="AYWB_182"

FT                   /note="AYWB182"

FT   CDS             complement(203917..204555)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_182"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65299.1"

FT                   /translation="MQITNLNQRTSQWYQHRQKYINASEIGSITGNDKFRTLEQLVHDK

FT                   IFGTTFTSNKYTEHGNKTEPLARSFFEKTTKLNFPDTIFTDDEVKMFSASLDGYNSKTN

FT                   TLLEIKCPYVDENNNISPTWNGFFSYQKVPLNYWAQVQCQLYCSQANFAYFLVYFNNTN

FT                   YHVVRIYQDNNFINKMIADGKKYLELLHKAKQELSQTTYLKKLKKINFN"

FT   gene            complement(204771..205760)

FT                   /locus_tag="AYWB_183"

FT                   /note="AYWB183"

FT   CDS             complement(204771..205760)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_183"

FT                   /product="fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65300.1"

FT                   /translation="MFFVYVKIIISQAKLIKKGSIFNMELFHKLIIIGFLLFLFVVTIP

FT                   LCMYFYQTQQNKKRITKINLKSTIFFYYIKLFLGALVIGIISFIWYMKVKTNNQSDSHT

FT                   IKTSQTETYDEWFETESKSGRDEKGEYKYIPSYRIDYSEENKEKLKTMKASEIILEEVK

FT                   EDGSKVKIQGTPMIKRKYTFYGIAGLGRGHHQEYEPTDLPFYIKDLYPFDKWKKPLFDH

FT                   HRSDFGFFHTNNKYKDSQFYPHSPIKDSSNHYIYINYEGPKYLLEEDKDFFMDEVRYPT

FT                   NKEDQDGHTILNVCYLHFNPVKKYLTLYTKKFNIKPPEQNPKSRSRSI"

FT   gene            complement(205786..208041)

FT                   /locus_tag="AYWB_184"

FT                   /note="AYWB184"

FT   CDS             complement(205786..208041)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_184"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65301.1"

FT                   /translation="MNPELQQQIEKIIQQEREKQKILETEKGYLNINLQAQQLEKLSLE

FT                   GKIIELQSQLKTKETTLQQTKDLSDEEKNKLQSEIEVIKNNITNQNELIVKKDNELILS

FT                   KEKITTLEKQLASNIKDVNQLKIEIEQKQIELENKEQKLIDQKNLSTNEIKQLNVEINN

FT                   LRSNIEQSQINYQAQLLLKEEEIKQLKQNEDKLKQQLTQKQEETTNLREQHLKTLEEIQ

FT                   KQIANYKNMVSELEQETQKLKEQIAKNNENTKQLQEKLLTKQTQINKINQELVSLSNQQ

FT                   ISLQQELNNLTQLFDEWENNCEIKANEIASNLDLKNVKRVIDQTIYYSTEPFTVELKPF

FT                   NPNQPQKKENKQTINSLEIKINNVKYYYIQFDFHSNFFYIKDKDLNVIHRIYNTTQSPT

FT                   DWMFQFSHNVSETPPPTKINNYKSILEQKTNDLSEIKQQLTKKQQELNKYQQECTDLIT

FT                   NQKPDDTLKQELNNKETYIKTLKNEMQQLETKEKGFRSEIDTLKLENKNLKEKYTNNLN

FT                   KIKQELNTSKIENEKLEKEMKEIQDELVKNNNADEVLVKQLNTKQSQIKELKGKIKTLE

FT                   TNETQLQTIIKQKDEEITQLQQNIQQQSQEIKRLTIQLEQQINLFAEQGKKILQLEGTI

FT                   KGLESANSGLGETNKELQHEIDKLKNELELAKKSHKTMKEKLDKEIVELNNKNQDLTTD

FT                   KEKLELQNKDWQAKSDITQTTTTIGALGGPVGMVVGAATGVVVNEVIDAWKALKRWW"

FT   gene            complement(208107..208964)

FT                   /locus_tag="AYWB_185"

FT                   /note="AYWB185"

FT   CDS             complement(208107..208964)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_185"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65302.1"

FT                   /translation="MAKKIIITKKSQPKPPNKPNVKKPKTKSLIKQPPSKKLTKIPIKK

FT                   SKIIQPQIKTITKSPIIKKPPKQITKNNPKPPKIIVETQQKQDNWFVKIIKKITKPILT

FT                   LLLITLIGGAIWLIISKFFPESAAKIGPMAKAAWEKTKDLAHYINERGKNFLEWLGFPL

FT                   KLITYIFNSIIIAFGLILGLFCLGIPVIGPFLGVTILIATAIYTGIIWYFNEPTPKAKT

FT                   PPPNLVEVYDLDAIKAAEETKLKKDLTEYATKLSQEGKTPKEIEQKINERIEKTKELKK

FT                   KQLN"

FT   gene            complement(208971..209243)

FT                   /locus_tag="AYWB_186"

FT                   /note="AYWB186"

FT   CDS             complement(208971..209243)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_186"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65303.1"

FT                   /translation="MKQQAKQKAIFPFILMLFSIIIILGICYYNINSNINKVDAFLTDF

FT                   QKETKQDFKDINKNLNQTQTELINKINNENKEIMNKLNEINKESE"

FT   gene            complement(209263..211371)

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_187"

FT                   /note="AYWB187"

FT   CDS             complement(209263..211371)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_187"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65304.1"

FT                   /translation="MKLKQIYLNLLVVCGFAILGLWIYGFYLKKYNNNNLFQNNHPSTE

FT                   QNKSFEEISKYLEELKKTNEAQINENNQRNQQIEQLTQQIKLNLELISDFNIELKKLTT

FT                   TKEDKENNLQNKDLKEEEKPQLQQELVTLNEKIQEINDKKEPIHKQTLELIEQKKQLLT

FT                   TKSKSQEQIKTTTSQIIKTSNNLFITKKLQTLQEVMSLNYANKNIIKDLMIQNKDNTEE

FT                   FQKLKSYDLFLDGQLIHFDKQIKQLQEEIKSLQNNNSYQPKNQKIMFSDIYGMKQEKEE

FT                   LEDLIEYFQDNGSDMVNFDKLIPRGYLLYGPPGTGKSFLIKALCNELGIHYIELEPSRF

FT                   DKTYVGEGNEELEKIWQEAESHEKTIIFIDEISGLANREDNQSNKTSINIVNNLLTKLD

FT                   GFKRSDKKIVLMGATNHLDKIDSALRSRFSKEIKIDLLKDDEIEGFLKFLVGDYQISYH

FT                   TYLYLKEIANKCKGKNYSTRNLKEKIIDSAYIKAKKHKRKNPNHEVMLPSDLDEAINTF

FT                   QNVKISDTEKKARRKECEDQYVEWKQGLLKYLTPSKDNTQVNRKYTFYGLNGLGKGKHT

FT                   EYEPTDLPFYIKDLYPFDKWKKPLFDHHRSDFGFFHTNNKYKDSQFYPHSPIKDSSNHY

FT                   IYINYEGPKYLLEEDKDFFMDEVRYPTNKEDQDGHTILNVCYLHFNPAKQYLTLYTKKF

FT                   NTKENINK"

FT   gene            complement(211461..212321)

FT                   /locus_tag="AYWB_188"

FT                   /note="AYWB188"

FT   CDS             complement(211461..212321)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_188"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65305.1"

FT                   /translation="MITLTLIEKIFICFLCVLIGFGFANIIYQPPKYDFIQPVNSTDKN

FT                   NVFLSVEQSSNKNTELKKINSAFKLSSKEIDNYFYDKIIPIKEKEIDNMKCYNVHLGEN

FT                   SNIKDALGWLHYHFPNKNFKSNFSYALYNNNSLNNEIDFQYRIKEPPPKDFLLAYFDGG

FT                   TRDGKNNLYNLDTLTQMGNGASDLYFFWSNNRPYIPESTSFTPENYHLEIIYDKGTNYG

FT                   GPSYLAIDKIIIKDIQKDKIVAVYPINQKIEEPFYIHNYDFVLKLPFYNYIQEGMCGRI

FT                   VILNL"

FT   gene            complement(212327..213121)

FT                   /locus_tag="AYWB_189"

FT                   /note="AYWB189"

FT   CDS             complement(212327..213121)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_189"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65306.1"

FT                   /translation="MKIKKNPKNIINKRYFFNLFLLLTMIIATTGGIGYYFFKNLKKPV

FT                   YEIIVNKNTIFQTNNNDCFDDYNDKIKQLNEEITIKNEELKEPSLSPQEKQVIEQIVKL

FT                   KTQQKKELQIDLFLKKFLKKSEEEILEIDNKIKTTNQLEEKHSLTETKLLKEKEIIKYQ

FT                   KLLKDKELNIVNITQLDQKLVQSDLNSATKTALENQKTQNQNNIKNINEQITKKVNLIN

FT                   LKTKKNVIEQELQDPQISSELKQYLIKYKENTEKQITNLETQ"

FT   gene            complement(213145..213426)

FT                   /locus_tag="AYWB_190"

FT                   /note="AYWB190"

FT   CDS             complement(213145..213426)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_190"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65307.1"

FT                   /translation="MTDSNFTIGFVSGALFVTGLCFVFKYLFFSFLQLFNPNDTYPIKR

FT                   KTKENETPNSNNQKNIKDLKKDIDEKFSNQQEYKENTPLETLINQENN"

FT   gene            complement(213419..213859)

FT                   /locus_tag="AYWB_191"

FT                   /note="AYWB191"

FT   CDS             complement(213419..213859)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_191"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65308.1"

FT                   /translation="MWIFSIFVIISNFLLNYTKGFNTAEIMERRLDGIQTTLFTILIVT

FT                   GFKPIFKLIKKPIVFIKNKFLGLFSPKRKLRNLENKSSKQEHQEQLLLQKLEQIKTSQE

FT                   EILSQIEQQKHKVAIWQFKKERKRLLKSQKNHTPIGKENQND"

FT   gene            complement(214055..214387)

FT                   /gene="himA"

FT                   /locus_tag="AYWB_192"

FT                   /note="AYWB192"

FT   CDS             complement(214055..214387)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_192"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65309.1"

FT                   /translation="MNKKELIKSIAEVNKTSITQTEEFYNSFENALIKAITSNEEVVLS

FT                   SKIGKFILKTRKAHITPETKFIINKQTGKKTVKRTGKNLKIPAKTVVSFKMSKPIKDEV

FT                   KKLQLK"

FT   gene            complement(214448..214762)

FT                   /gene="ssb"

FT                   /locus_tag="AYWB_193"

FT                   /note="AYWB193"

FT   CDS             complement(214448..214762)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ssb"

FT                   /locus_tag="AYWB_193"

FT                   /product="single-stranded DNA binding protein"

FT                   /protein_id="ABC65310.1"

FT                   /translation="MLNKVQLIGNISHNLEKQYINSNNEQIPKIDFNLAINNKDKVQYI

FT                   PCVVFRNQAENMSTYLKKGSKIYAEGALLIQKYTTNEGKTRTTTKVIIQNVIFLDNKSK

FT                   "

FT   gene            complement(214764..215390)

FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_194"

FT                   /note="AYWB194"

FT   CDS             complement(214764..215390)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_194"

FT                   /product="RNA polymerase sigma factor"

FT                   /protein_id="ABC65311.1"

FT                   /translation="MLRQKLFKDFLKNKKNLEIRNQLIELHLPLVKKLAYHFKYYPKVL

FT                   TKEDLYQEGILGLIKALNNYQDLGYDFVTYATPKIKFAINELIRKSHSPSIPQKTTKPN

FT                   NISFKEEQYKQPNWDKILNPHQLWLKQVKHELLIKKLKTKLSKNEFNVICLNFGISLEN

FT                   NNKPNQQPLSNHAIAQKLNLTLKQIENLKKDAIKKLNPNYKNKEK"

FT   gene            215505..215717

FT                   /locus_tag="AYWB_195"

FT                   /note="AYWB195"

FT   CDS             215505..215717

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_195"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65312.1"

FT                   /translation="MSKLLEHLTVIENFFGQMKTILQHQHPFLFQKSPEKVKKIINYFA

FT                   KFWNNQWILAKLNYSSPSQYCQNFR"

FT   gene            complement(215987..216208)

FT                   /locus_tag="AYWB_196"

FT                   /note="AYWB196"

FT   CDS             complement(215987..216208)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_196"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of thymidylate kinase"

FT                   /protein_id="ABC65313.1"

FT                   /translation="MVQIQEEIIKIYLNTNKIILIDRWLGYNFAYQTYPHNIDKNYQFF

FT                   NLLNKQFIKPALLRFFRQILSLKLFFKT"

FT   gene            complement(216510..216836)

FT                   /locus_tag="AYWB_197"

FT                   /note="AYWB197"

FT   CDS             complement(216510..216836)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_197"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65314.1"

FT                   /translation="MFSASLDGYNEKTNTLLEIKCPYVDENNNISSTWNGFFSHQEVPL

FT                   NYGAQVQCQLYCSQAQFAYFLVYFRDTNYHLVRIYQDNNFINQMITDSKKYLELLHNAK

FT                   QKLF"

FT   gene            complement(216938..217102)

FT                   /locus_tag="AYWB_198"

FT                   /note="AYWB198"

FT   CDS             complement(216938..217102)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_198"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65315.1"

FT                   /translation="MQITLSQRTKEWYQHRKKYINTSEIGSITGNDKFRILNQLVYDKI

FT                   FVTTFTSKK"

FT   gene            complement(217613..217903)

FT                   /locus_tag="AYWB_199"

FT                   /note="AYWB199"

FT   CDS             complement(217613..217903)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_199"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65316.1"

FT                   /translation="MEYQKDYIAWLNQCYIKYGCTYQGETIRNKLSCSSKTLYDENGNT

FT                   HYYKYEEGLFSDNWYIDGKDCCSGGDRWQTRTYYQFLETTRPPKKPDILDS"

FT   gene            complement(218168..218329)

FT                   /locus_tag="AYWB_200"

FT                   /note="AYWB200"

FT   CDS             complement(218168..218329)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_200"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65317.1"

FT                   /translation="MAPLPSRTFHEIDIDAIYFDDGIRIIKPQQENIEDLLKLSNGAKK

FT                   IYLFVFVS"

FT   gene            complement(218456..218785)

FT                   /locus_tag="AYWB_201"

FT                   /note="AYWB201"

FT   CDS             complement(218456..218785)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_201"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65318.1"

FT                   /translation="MKRYDINVLDKEDIPNILKYYDISASVYNYIPPSYNLYNDPKIHW

FT                   YLKNPSKDLLGIYFKPRTNPFKIEYPYGDYNYTLEDLIKYKIAIVKKLLSFGMPNKNLT

FT                   KINLI"

FT   gene            complement(219303..219605)

FT                   /locus_tag="AYWB_202"

FT                   /note="AYWB202"

FT   CDS             complement(219303..219605)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_202"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65319.1"

FT                   /translation="MFKSKNQFKIISIYLFLFISLLFIINIKYLYALPGITLETQKIRL

FT                   EERKNELKSQEIVLSQEPRNNVNIERLCHVRTEIVKINMEIYMIMQQIQMRDIIQ"

FT   gene            complement(219745..220554)

FT                   /locus_tag="AYWB_203"

FT                   /note="AYWB203"

FT   CDS             complement(219745..220554)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_203"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65320.1"

FT                   /translation="MFKLKNQFKIIYLFSITFISLLFIFNNKVMAMDDLVNEITEENEI

FT                   IQENEEDIISIQKFCSLHEMGHALVAYDLSQIDSGNDLINLKTIELKVNNKEIQKDGVI

FT                   LKELIEGGVDFSFDRSQFGYLFSLNVSLGGPEAEKRIKMPIEELKYKGHDDEKDIQDII

FT                   EYIIQRDWFSEYYSKTNNIEETKQNIRNFAQEKTEQIIDKYERFLSPLADELLEKKIMT

FT                   KKEFIKTLNKLINKERISQTTIQNETIDEFDESQYNVKTSGCNCNIL"

FT   gene            complement(220581..220844)

FT                   /locus_tag="AYWB_204"

FT                   /note="AYWB204"

FT   CDS             complement(220581..220844)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_204"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65321.1"

FT                   /translation="MKDSENGLKSQIDKYQKECDDYNTKISKLNPQNEFDKIKIKSLTE

FT                   QLQGTERLKKDLIEGLNRLFTQDKQFVLSDLNSLYGITSDEE"

FT   gene            complement(221276..221575)

FT                   /locus_tag="AYWB_205"

FT                   /note="AYWB205"

FT   CDS             complement(221276..221575)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_205"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65322.1"

FT                   /translation="MKQEIQTVIDEYTKITEELELKRQQITDEIKNEQPKNITTRTTRN

FT                   KTRTDIDEEIKTIKEELKQINPNYTRAQKKKSNRQIKTKSQKKYLSQHKKQLFL"

FT   gene            221861..222223

FT                   /locus_tag="AYWB_206"

FT                   /note="AYWB206"

FT   CDS             221861..222223

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_206"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65323.1"

FT                   /translation="MLREKLFKDFLKSKKNLEMRNQLIDLHLPLVKKLVSKFKYYPCVL

FT                   QKQDLYQEGFLGLIKALNNYQDLGYDFIAYAEPTIKSEIRELIRKSHSPSVPQKTHKTN

FT                   NPSFQEENTHMALSNP"

FT   gene            222685..223062

FT                   /locus_tag="AYWB_207"

FT                   /note="AYWB207"

FT   CDS             222685..223062

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_207"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of adenine-specific

FT                   methyltransferase"

FT                   /protein_id="ABC65324.1"

FT                   /translation="MHKFINWVGCKKKLLPHLLLLIPKKFKNYYEPFLGTGALYLSLMP

FT                   KKAVLNDNDTQLITIWKSVLYNLPDFYNKTLAFENFIYQYPKSQQKQQKTAFKNLLKQY

FT                   NLLLTKKEKKINQSITFLYFK"

FT   gene            223208..223531

FT                   /locus_tag="AYWB_208"

FT                   /note="AYWB208"

FT   CDS             223208..223531

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_208"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of adenine-specific

FT                   methyltransferase"

FT                   /protein_id="ABC65325.1"

FT                   /translation="MLCTDYQKIIANAKKDDFVFIDPPYYNGKNITISFFYKGVFGFTE

FT                   QVKLFNCLEKADKRGVKWLYTNYDTPEIRALFKNYYFQSIKSSTSHNLTNKNNNHEIII

FT                   TNY"

FT   gene            223565..223720

FT                   /locus_tag="AYWB_209"

FT                   /note="AYWB209"

FT   CDS             223565..223720

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_209"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of single-stranded DNA binding

FT                   protein"

FT                   /protein_id="ABC65326.1"

FT                   /translation="MLNNVQLIGRITHDFEKQYINSNNEQIPKIDFQLAVNQTKDKVQY

FT                   IPCVVF"

FT   gene            224084..224374

FT                   /gene="himA"

FT                   /locus_tag="AYWB_210"

FT                   /note="AYWB210"

FT   CDS             224084..224374

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_210"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65327.1"

FT                   /translation="MTKKELIKKIAEVNKTSISKTEEFYHSFEHTLIESITSNEEVILS

FT                   SKIGKFILKTRKAYTGRNPQTGKKLKIPAKTVVSFKLSKTIKDKVKDLTLE"

FT   gene            224480..224686

FT                   /locus_tag="AYWB_211"

FT                   /note="AYWB211"

FT   CDS             224480..224686

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_211"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65328.1"

FT                   /translation="MTNPKQENITIIPIKKRNLLKKIAYITIILHFILQVIIIYYDNKI

FT                   HCLTTGINNSLELIKFLIPGGTK"

FT   gene            224688..225296

FT                   /locus_tag="AYWB_212"

FT                   /note="AYWB212"

FT   CDS             224688..225296

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_212"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65329.1"

FT                   /translation="MNKNIKNKNKILTIITIIIAIFFTTASIFALTNYFSKQRKEKIQL

FT                   MNNLPFFTIERTGGNNEDKTLLPIPIPNLNEQKYNHLITIEHEATLNSNGMDINVPLYL

FT                   KISTKYDTLQTFTNPEKYLNIGLKVDNNDYDDTKRPQIILDSNSLGKLNIQISIEQKEI

FT                   ITNKNPQLELIVDYELVDFQGKAYGSGSQTIENKISNLA"

FT   gene            225535..226548

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_213"

FT                   /note="AYWB213"

FT   CDS             225535..226548

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_213"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65330.1"

FT                   /translation="MKDKLQQNKDIIQNQITNTNKESQEETNTNLQQLNNQEESLFTPS

FT                   NNQKFPSFNQLIGFKEEKQAVEGFIDYLNNKENYTNIGEVDSPLGILMYGIPGTGKTTL

FT                   ARTLAKETNLPFFEVSSSIFSQKYKGIAPQLVKDLFMTVREEAQKGKGAIIFLDECETV

FT                   FTDLSGLEAGSEIANVVNQFKTEMTSFENDPEHPIFIIGATNHIAQIDEAIKSRFTYNI

FT                   EVKPGNKEERKAFLEFLINKRKNPYSEEAKKYLYNIINESLERLPVNHQFKKANRTLEN

FT                   LLKTTVATFAKNRGQGETRRNEINQEDLKQAYKMIISQDDTILNTIEQEIKVKGGK"

FT   gene            226618..227451

FT                   /locus_tag="AYWB_214"

FT                   /note="AYWB214"

FT   CDS             226618..227451

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_214"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65331.1"

FT                   /translation="MASTIFGIVLFFKRKLSTNQTTYKNHTWKGYLTYFLIIIGILSFI

FT                   YLCFFHKPKEPSSKYAGQLVQEIDKAIDKYDEFINNYQGLKDNWEQELTKVEVELKTLY

FT                   EEQKITQEQKEKIKELINQTETKINEIKTQKQETENNINALKEQLKQKEEALANKEKEI

FT                   KLTEKQIAESNDLTEKQKLRTKLDILYDEKIALVKQITEIKSQIGLLEIKIKHLNEILQ

FT                   RAEKEKNRLQKNYDTFNDNEKYLFNQIKSVEQRRDEIRNNIEQVRCFFFLDNVCI"

FT   gene            complement(227748..228689)

FT                   /gene="tra5"

FT                   /locus_tag="AYWB_215"

FT                   /note="AYWB215"

FT   CDS             complement(227748..228689)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tra5"

FT                   /locus_tag="AYWB_215"

FT                   /product="Tra5 transposase"

FT                   /protein_id="ABC65332.1"

FT                   /translation="MKKLKQKINLLQQMIHKIEKLDKRIIFNLVAKFQKDLNLTTILQT

FT                   IKIKRSTYYYWLKVKTKHQEKKAKYLLQQKRIQALCQTYEYFFGHRKITHLYQNIFNEF

FT                   ITKKKVYLIMKANDICCRLRIQKNKYHYRSLKDNLNIVPNLINQDFKSAAPMQKLFTDI

FT                   TYFKTPQGFLYFSCIIDSFNNKIVASHVSKQQNKDLILNTIKKIPKLKNPCIIHSDQGT

FT                   VYQSQKVQQTLNKKGFLISMSRKATPLDNAVIENLFGQMKSILENRHPFLFQKPMTKIK

FT                   TIINQFPYFWNKKWLLAKLNYSSPSQYSQNLI"

FT   gene            complement(229141..229503)

FT                   /locus_tag="AYWB_216"

FT                   /note="AYWB216"

FT   CDS             complement(229141..229503)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_216"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65333.1"

FT                   /translation="MIISLLVIVNYYFQIYPPLNQNNPLKTYHDIFQINYKNESKNIIK

FT                   ELIGKINLYKLENLQLYQLDPNKLDKYNKPIKTNYKKGLNIIYYRQEDLKYIQFFLTKT

FT                   KQGYRAKKYVLVIYQI"

FT   gene            complement(229436..229750)

FT                   /locus_tag="AYWB_217"

FT                   /note="AYWB217"

FT   CDS             complement(229436..229750)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_217"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65334.1"

FT                   /translation="MNNNFDQGIRIGGWNAKNNPTDLDQIKLFLQTLKQDLINLTIITH

FT                   SKKKNTYQEANYRPKNQTLFIDPQILDEIKQTKITLINDNFSSSNSKLLLSDLPPLKPK

FT                   "

FT   gene            complement(230250..230414)

FT                   /locus_tag="AYWB_218"

FT                   /note="AYWB218"

FT   CDS             complement(230250..230414)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_218"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65335.1"

FT                   /translation="MCYNRFIKIKVNENMKKINLQINHYLHLTPFFFSSVVIVCYGFNQ

FT                   TVFQYLANK"

FT   gene            complement(230627..231952)

FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_219"

FT                   /note="AYWB219"

FT   CDS             complement(230627..231952)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_219"

FT                   /product="DNA primase"

FT                   /EC_number="2.7.7.-"

FT                   /protein_id="ABC65336.1"

FT                   /translation="MNHQNKIKHIKTNFPMIVLLKKLKILPTNFNIKYRFPCPIHQGQN

FT                   PTCCHINDHNQIHCWKCGRDYDIIDVYREIRQIKSFSEAIQRIGHFMKNQEFNNLIQQE

FT                   KEITTTSSNPFQHQYQTKQSQNPIDEHQIQLIKNQLLKETSPLFNQIRDYYHYLLITNH

FT                   NNESSMGLEYLTQKRKLTLETIKEFKLGYAPLLNKPLSFRLSNFLKKKNIDTTKLVEYG

FT                   FIKEKTNQKGTKYYHDTFHGSIIIPIENGYNKTFHFYQNNFREVSYFQSKYQSINNFSQ

FT                   IPTFHFSYRFFEALPYIKKTKTIIIHEGFFDVISCWQHGIKNVVGLICVAQLLSQTQMD

FT                   ILKKEAIKVIIALDNDETGRKRNEALGEQLKEQQIPYEIRRILPPYDKTCKDVDDLLRQ

FT                   YGKEVYQKCFLDPYISYEEAEKKQIVDLAIYFFGEDKVEIIT"

FT   gene            complement(231977..233473)

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_220"

FT                   /note="AYWB220"

FT   CDS             complement(231977..233473)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_220"

FT                   /product="replicative DNA helicase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65337.1"

FT                   /translation="MLTNEQKALKQLINYIEQGQWEKLNLYCQIINPKTLLDPQNKKIF

FT                   TTLKYLFLEKQTTHPWDKIKSQTDIIKELLTYLQTNFQQDNFTKESLSFLNNDFSKENN

FT                   LDFLDNLKHTYTQEKLFQQLLKIISPSFETQDPYTKNLYYQEIFDKLRNFISSIPHKND

FT                   KTHFTLNQMASLHTEFFATDNQAKQKIQEEYYRLSEIFKGLNQSTKGFKKSQIITIGGY

FT                   TGLGKTTFVYNLLLDIAKTKHQESSCYPHILVFSYEMTMEENLSRLLAHQTQIPLDVIL

FT                   DKNLEDSNITPQQYTERMKQAKQFFVNINLSFSYDKSKNIDYIIDLVYRLYLEKQVEII

FT                   VIDHLQITKASNHLENDRLAIDEIMTKLKQLAMELNIIIIILSQFSRDTYSNYQGKSPE

FT                   ITALKGSGGIETNSDIVLMMSEFRPKLAKDQEKPLNIYNSTLNQLYLESDDNENQKIIE

FT                   VCIKKNRSGNKKTLIYHFEMSTQTFQEIGYVLPYKIETYY"

FT   gene            complement(233494..234099)

FT                   /locus_tag="AYWB_221"

FT                   /note="AYWB221"

FT   CDS             complement(233494..234099)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_221"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65338.1"

FT                   /translation="MLNNQDFFNIQQFNTNIQTVEILKYFFNKDTFNLSINKYMQTNDQ

FT                   QLNHYFNQNNTNSQSQKVIRGKINEYLILLYFQNKGIINLYPQAYLFFIPDIRFDLVLF

FT                   TETKRIMAFNFKTCLRDRYKQAMVEGQQLKKLDTRFEFYLLTNNETETQRLNNKINQGK

FT                   VQGINQVINLFSNSANNFLQNLITNKFIPFSNINIIKK"

FT   gene            complement(234275..234907)

FT                   /gene="tmk"

FT                   /locus_tag="AYWB_222"

FT                   /note="AYWB222"

FT   CDS             complement(234275..234907)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tmk"

FT                   /locus_tag="AYWB_222"

FT                   /product="thymidylate kinase"

FT                   /EC_number="2.7.4.9"

FT                   /protein_id="ABC65339.1"

FT                   /translation="MKIIVFEGLDGSGKTTLIQKIRKQLEKQGHEVINLQGLGSSSIGQ

FT                   PLRDIFLTNSQLKPLTRYLLSFANMQQIQEEEIKPHLATNKIILIDRWLGSNLAYQAYP

FT                   HNIDKNYQLFNLLNKQFIKPNMTVYLKIKPQLGLERKQNQKDHKLDVIETHPLSYFHQV

FT                   SQGYELFLERKNLGHKFILKEMNSKTTLTNQKQIIKQIGEIQNGNNY"

FT   gene            complement(234979..235608)

FT                   /locus_tag="AYWB_223"

FT                   /note="AYWB223"

FT   CDS             complement(234979..235608)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_223"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65340.1"

FT                   /translation="MQITLSQRTKEWYQHRKQYINASEIGSITGNDKFRSLEQLVHDKI

FT                   FGTTFTSNKYTEHGNKMEPLARTFFEKTTKLDYPDTIFTDDKEKMFSASLDGYNTKTKT

FT                   LLEIKCPYRDENNNISQSWNGFLTNKEVPKNYWAQVQCQLYCSQAQFAYFLVYFNDNDY

FT                   HVVRIYLDNNFITKMIQDSKQYLELLSKAKQELSQTTYLKQLSKIK"

FT   gene            complement(236169..236543)

FT                   /locus_tag="AYWB_224"

FT                   /note="AYWB224"

FT   CDS             complement(236169..236543)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_224"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65341.1"

FT                   /translation="MFKIKNNLLLLLNVFVFAFLGLFLINNNQQVMGMDKDIASTSNNN

FT                   PNITNYSIEENIINLKYKIRENAVKKINIENEIQQLSNNEPRKNTLLTLKKNLENLINN

FT                   QKEQLKTYQILLKTLNDENN"

FT   gene            complement(236782..237474)

FT                   /locus_tag="AYWB_225"

FT                   /note="AYWB225"

FT   CDS             complement(236782..237474)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_225"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65342.1"

FT                   /translation="MKILPKELINMFKIKKISKWFLLIIILIVAAFIGFIILTETGVIK

FT                   LPKDPIPTFQETKFENIEEWYDDNQKCTMIKAKYTFDGLNGVGYYQQQKLKAEQLFRER

FT                   ELLETEAKEKNLQIYLNDKAIDMNRSPNNPELDNLSKKIMKNQDELIKINQRLILERLE

FT                   SQPEPSNLAIFIKNRHPFDRWNKDGDTYNHTTLDGFDSASFDAKADSQLYSYINFEKKN

FT                   TKAQVVTT"

FT   gene            complement(237514..238134)

FT                   /locus_tag="AYWB_226"

FT                   /note="AYWB226"

FT   CDS             complement(237514..238134)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_226"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65343.1"

FT                   /translation="MENLQNQLQEQKTLLEAKNQELLTNQALSEQEKQTLQKEINQLTT

FT                   NFQQKEKEYQTIIAQKDQEITELNQIINQQAEEINRLSDELEQQIDKWVQQGLHIQALE

FT                   GTIKALENASGKYIEENAELRHEIETLKEKLKTEKTRHEATKKTLKDNMNKLTDKTAEY

FT                   NQTKEIIDKQKTWKGSIQPFTTKIKDDVNKKIDKVTSWFRKWF"

FT   gene            complement(238235..238648)

FT                   /locus_tag="AYWB_227"

FT                   /note="AYWB227"

FT   CDS             complement(238235..238648)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_227"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65344.1"

FT                   /translation="MPTKVKTIISIPDQGSVDKTTTEPEQIYEEQRHHTQHLGEELKET

FT                   SKVTETHQQTPEELLKAKKLLEIKLQQEKINSLNLETQKANLEHDLIQKQEELENNQKL

FT                   SEQEKQELQKEINQQTDKIRSKENEIFTQDQKK"

FT   gene            complement(238611..239486)

FT                   /locus_tag="AYWB_228"

FT                   /note="AYWB228"

FT   CDS             complement(238611..239486)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_228"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65345.1"

FT                   /translation="MNKKNNKKNTKKSTGKIIITKRKPTTEHPKIVIETQTKKENWFLK

FT                   ILKSIFNIILILLPFILIGGAIYWTLFKFFPEVLNQINDFTNNAATKIKSLYDKTTQPI

FT                   RNFIEYIYRKLTGNDKDPNHIPSPQTKLGYYLATTLSVIGICLGLGKIGNWFKSGKTKT

FT                   IKKGTKTIVQKKATSKVANFGGKLLRFGSKAIFFVSLASTAYELYQFYQSETKNPHPPQ

FT                   PLTNKIENPQAPILQAPSIQQTPSPTIIENEESTLTNNNENKITETTQEETNNTEDTNA

FT                   NESENHNLNP"

FT   gene            complement(239562..241868)

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_229"

FT                   /note="AYWB229"

FT   CDS             complement(239562..241868)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_229"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65346.1"

FT                   /translation="MMKLKTKIYLSFLGFLLLGLIILLIMGLFQTNQTPNKTGKVTNHP

FT                   QLDSTKQKALEQKIINQQAKLQKLQQQDHQLKTQIDENVKTLNDIITKIKTLQTELTNN

FT                   PQLNPTIKAQKQQQLTELKNQQQTQQTLVNNLIEQRKALNQNEKEKQEELAKLAQEKAQ

FT                   LQTQENLQQQITQLNQALCYVEANQKKIEELKTQKEYRTNQTELKNLNSFNLFLTGQKL

FT                   YFTKQKNNLTTQLNLLKANKPLANIKHKVTFKEVCGMENEKEELEDLLTYFQTNQSLIN

FT                   FDKVRPKGYLLYGPPGTGKTFLIKALCGEANVHFINLIPAKLDQKYIGEGKATLEKIWQ

FT                   EAEENDKTIIFIDEIDGLPNRSDKNTSSVSANIVNTLLDKLDGFQRSDKKIVLMGAANN

FT                   LDKIDSALRSRFSKEIYVGNLKDSEIEGYLKHNIIPYQISYHTFLALKDIAQLCQGKNL

FT                   SNRDLTTIIEEAYKKTAKWQTKNPETHAVMLPSDLEEALKLKLKINPDYQQTKQRREAC

FT                   ENQYYQWRQGFNQYLAKPKDTIKIECRYTFDGLNGINYYRQQHSQTKTDLENTTKKLTQ

FT                   IHQANKIPQLEKELTTLNQTPEKYEQTIKDKTQEIINIKNKLQRLKTREEKLRKELKLV

FT                   ENRLNTQPEPSNLAIFIKNRHPFDRWNKDGDTYNHTTLDGFDSASFDAKADSQLYSYIN

FT                   FEKKQHKGPGGNYLILKYKGPKHFLQEDKDYYLGDAFVHNENFKLTDFHLHFNPIRKTL

FT                   SIFKDKHHVKPQNNN"

FT   gene            complement(241904..242194)

FT                   /gene="himA"

FT                   /locus_tag="AYWB_230"

FT                   /note="AYWB230"

FT   CDS             complement(241904..242194)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_230"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65347.1"

FT                   /translation="MTKKELIKNIAEANKTSISKTEEFYHSFEHTLIESITSNEEVILS

FT                   SKIGKFILKTRKAYTGRNPQTGKKLKIPAKTIVTFKLSKTIKDKVKDLILK"

FT   gene            complement(242191..242364)

FT                   /locus_tag="AYWB_231"

FT                   /note="AYWB231"

FT   CDS             complement(242191..242364)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_231"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65348.1"

FT                   /translation="MILNILTFKKKTKIKEKKNNMSDAMTEIARSTYFKDRSKLKSKTK

FT                   KNNKPNQKEKKI"

FT   gene            complement(242377..242712)

FT                   /gene="ssb"

FT                   /locus_tag="AYWB_232"

FT                   /note="AYWB232"

FT   CDS             complement(242377..242712)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ssb"

FT                   /locus_tag="AYWB_232"

FT                   /product="single-stranded DNA binding protein"

FT                   /protein_id="ABC65349.1"

FT                   /translation="MLNNVQLIGRITHDLDKQYLKVNNEQIPKIDFQLAVNQTKDKVQY

FT                   IPCVVFRTQAENFHKYLHKGSKIYLEGTLSIQKYTNNEGQKKTNNKVIVNNVIFLDNKP

FT                   QTDNLPF"

FT   gene            complement(242894..243499)

FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_233"

FT                   /note="AYWB233"

FT   CDS             complement(242894..243499)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_233"

FT                   /product="RNA polymerase sigma factor"

FT                   /protein_id="ABC65350.1"

FT                   /translation="MLREKLFKDFLKSKKNLEIRNQLINLHEPLVKKLVSKFKYYPRVL

FT                   QKQDLYQEGVLGLIKALNNYVDLGYDFIAYATPTIKSEIRELIRKSHSPSIPQKTHKTN

FT                   STSFQEEKHSLEKGNRNPNTHQIWLKQVNHELLLKKLKTKLSKKEFNIIRLSFGIPLGN

FT                   INEDYQPSYSNQEIAQKLNLTLRQVETLKNIAINKLKK"

FT   gene            243616..244419

FT                   /locus_tag="AYWB_234"

FT                   /note="AYWB234"

FT   CDS             243616..244419

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_234"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65351.1"

FT                   /translation="MSKVLEQFKVNKKIEKIEAERELYQSLKEKYKAMHVRMETYEKEN

FT                   SFSFGNACKMGFKAFDKVTDLIPAKYGIKIIGKSLTFTRKFSQGMTKTTLVLHEGHRLW

FT                   HMYNEVSNENKESLPMITKEALEMYTKDIDRDLAKLDADYKDQEKKLEEYNARNSEDNL

FT                   TQEHRKSENIIENINKDRNSVINEYEKITEELELKRQQITDEIKNEQPKIIQQEQLEIK

FT                   LEPINEEINTIKEELKLQNPNYAKVQKRIKQTNQNKIPELISIPV"

FT   gene            244595..244825

FT                   /locus_tag="AYWB_235"

FT                   /note="AYWB235"

FT   CDS             244595..244825

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_235"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65352.1"

FT                   /translation="MEFLKVFTKPNKKKQISNYHEELDNNPKINNPPRTKREIETPKSK

FT                   IKITKEKFDIIKNYILSENENEVLTINDLSK"

FT   gene            245158..245736

FT                   /locus_tag="AYWB_236"

FT                   /note="AYWB236"

FT   CDS             245158..245736

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_236"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65353.1"

FT                   /translation="MLKLKNQFKIISIYLFVFIGLLFINMNQVIAMNNNNVGTSEHVYN

FT                   SLEEYRNYQNLLVSQQTKAQEVINALEHQVSETEKKLLFDQLELIHQQIIITQQRHLDI

FT                   QQQITINLILNNEITELENLHSSLMQEMTTIINNMPLYVSEEQINLLRNTQIRINQNQN

FT                   NINTILEQIRNQSPMPRINLSRNRSSQRR"

FT   gene            246006..246401

FT                   /locus_tag="AYWB_237"

FT                   /note="AYWB237"

FT   CDS             246006..246401

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_237"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65354.1"

FT                   /translation="MLKLKNQLNLIYLYLITFIGLSFILNNNQVMAMENNNLLDSRASE

FT                   EHLCLINNKIWSLSVKKQELFMLSASNGDQKTKSILNKRYFRYINMIKNLEQQRNTIIN

FT                   RGYYNNPILYHLINDFNQQLTKLNINY"

FT   gene            246709..247158

FT                   /locus_tag="AYWB_238"

FT                   /note="AYWB238"

FT   CDS             246709..247158

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_238"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65355.1"

FT                   /translation="MKRYDINVLDRGYIPNILNYFNLQCNGFINPNIPSYNSYQGIKLY

FT                   WYLKNPPSGLLGVYFKHRPNPFNIQYPAYEDYKYTLEDLLKNEIAIEEAFIFWDAKQKP

FT                   NKDKPNIKINSINIFVGQNKEEIINQQQHYQKTQTHQIRMLQHHT"

FT   gene            247169..247876

FT                   /locus_tag="AYWB_239"

FT                   /note="AYWB239"

FT   CDS             247169..247876

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_239"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65356.1"

FT                   /translation="MAPLTSKTFHEIDIDAIYFDDGIRIVKPQQRNIEDLLKLSNGAKN

FT                   IYLFAFNIEKRVIHINLPDSLNPYQAIRDWKRANKLYAYEGKYNRRSASGNETFISFTI

FT                   NLVENIFETEDKIYRITCSDTQPKKDILMDYQPDFIKWLKQCYIKYGCTYQGEAIRNKL

FT                   GRSSRTLYDENGNTHYYKYEEGWRYDDWYIDGNDCCSGGDRWQTRTYYQFLDTTRPPKK

FT                   PDILEYCRRLKNH"

FT   gene            247966..248121

FT                   /locus_tag="AYWB_240"

FT                   /note="AYWB240"

FT   CDS             247966..248121

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_240"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65357.1"

FT                   /translation="MARNYRRSYFSKKTFRRNWILPTLGIVIPLVSLKEFLKKCLKLWN

FT                   SSKIAF"

FT   gene            248691..249287

FT                   /gene="rpsD"

FT                   /locus_tag="AYWB_241"

FT                   /note="AYWB241"

FT   CDS             248691..249287

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsD"

FT                   /locus_tag="AYWB_241"

FT                   /product="SSU ribosomal protein S4P"

FT                   /protein_id="ABC65358.1"

FT                   /translation="MSRYTGSLWKVSRRLNYSVSETGKELHKRAYGPGQHGQKKVKLSD

FT                   YGFQLQEKQKLRFTYGVSEKQFRKTFDNASKLKGIHGEMFLVLLESRLDNVVYRLGFAK

FT                   TRAQARQLVNHGHILVDGKKVDIASYRLKPGQTVTLREKSKNLNIVQEALNSKFVRADY

FT                   VSLDKELVGKYVRYPQRNEFLPDINEQLIVEYYNR"

FT   gene            249650..252328

FT                   /gene="mgtB"

FT                   /locus_tag="AYWB_242"

FT                   /note="AYWB242"

FT   CDS             249650..252328

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mgtB"

FT                   /locus_tag="AYWB_242"

FT                   /product="Mg(2+) transport ATPase, P-type"

FT                   /EC_number="3.6.3.2"

FT                   /protein_id="ABC65359.1"

FT                   /translation="MFNMKKVNLKRQETIDFLKTMSQKSQEKTLQTLNSSLKGLDQKQV

FT                   MLHQSLYGKNILSQETKTSFTKQLLQIAITPFNIVLLILTLISLFNDVLTPSQENRSYS

FT                   TVITTILMFLGSVIVQFSQESKHLKITSQLKTLVQNTTAVKRNNFKMEIALEEVVRGDI

FT                   VILSAGDVIPADIKLLETKDFFVKTTTFTGESEPVEKMACSFLQSETILDDPKLVLAGS

FT                   TVISGYATGIVLVTGKDTYLGNISQEITKKKSLSHLDQSINTIAKLLMICICLMAPLVF

FT                   LFNFYKPQNTFLQSFLFALTIAFGLTPKMLPLIVATSFSKGIVALSKRKVIVKNLNAIS

FT                   SFGAMNILFTDKTGTLTEDQIFLENFLDLNGNEDIRVLRHAYLNSFFQTGLKSLIDKAI

FT                   ITKTNNAKTLHPSLQGITAQFTKIDEIPFDFKRRKMSVVIQDASQKQQMITKGAIEEIL

FT                   SICDHVELEGKVVPLSDQSKQIVLQQTITYNQKGYRVVGVAQKLISNPKQQPCFTPGQI

FT                   EEKSMVLIGLLTFLDPIKESSTQTISSLQQKGIIVKILTGDNDILTKAIAQKLNIQTTY

FT                   CLQGSVVDNLSDDALYEASQKTNLFTKLSPEQKARIVSVFKQKGNIVAFMGDGINDASA

FT                   MKQANLGICVDSGAEITKEIADIILLEKQLTVLEQGVLEGRKTYTNALKYIKFTLSSNF

FT                   ANSLSILLASLCLNFQPMIVLQVLFLDLIYDLICFAIPFDNVDDFYLQKPCKWDFASIK

FT                   SFMLWFGFCSFLLDFAFLIGMKFLLKNLSQNDRLFQTSWFIFSMWSQTLTIFLLRTDKI

FT                   IAKNNQKNLPSFLIMVCCCLGLIITTFLPLIPIVSQALHLDQSIFEKTTIFPFLLFLVV

FT                   IYSLVMIWAKKIFIQKHKQLL"

FT   gene            252506..253297

FT                   /locus_tag="AYWB_243"

FT                   /note="AYWB243"

FT   CDS             252506..253297

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_243"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65360.1"

FT                   /translation="MKGISMFGTSPLWTVFLFLCIFIFFHFFLRKYQVLNIVFLFLLLF

FT                   SFVYGLKSYHDTFVEPIFKRYLSLDISKNIYDCLLNFILTSIIIIKAPYLRVVFNNWSK

FT                   HWNIKRKNFFMGGDNTQKEIIKATLELASRKIGALITIEKNNTLEQYAQKAILIDGNVS

FT                   KELLLNIFAPNTPLHDGAVIIRGDKILCASAYFTLSSSADYLDKKTGSRHRAALGISET

FT                   TDSMTIVVSEETGNISIALEGMMFQTNEQEKLQEYLAIFMN"

FT   gene            253401..254267

FT                   /gene="degV"

FT                   /locus_tag="AYWB_244"

FT                   /note="AYWB244"

FT   CDS             253401..254267

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="degV"

FT                   /locus_tag="AYWB_244"

FT                   /product="DegV family protein"

FT                   /protein_id="ABC65361.1"

FT                   /translation="MNKRKLGIVVDSTCGNTYGKNFFEDISVVPLTLIVGETSYMDGTI

FT                   DNTTLLNFIENKQKVTTSQPNPELFIKAFQEQFDLGYKHVICLTLSSKLSGTHNSALLA

FT                   KKMLKNPNITVIDTQNIGPGVYFFLQRINDWLTQKPDVCPQTITDKINEEKLKGFLLCT

FT                   INNLKILAYNGRISKFRFLIGNLLKIHPILKFQQGVLSIEKKVRNLKNCFNYCLKKILE

FT                   HKTTNNKLDIQVIYVDDDKDAKKLLAQITNLANPQIKVTLYGAISPVVAAHIGYKGFGF

FT                   YLNEITD"

FT   gene            254470..255069

FT                   /locus_tag="AYWB_245"

FT                   /note="AYWB245"

FT   CDS             254470..255069

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_245"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65362.1"

FT                   /translation="MPTFYQRKKIFFKILLVLVLFFFITTIAYAIEDWHKLKSDSNFGL

FT                   KIAAPAELLVSNPADLHDTNKKFLVPKEHSFLMTTEQTDRVIFEQEATLKTQNDKLTFI

FT                   KGKNIKLDINYFFENLDLNEQLKKIFNVQIFWKYKEQPQQSFVPYDNKNKPVIIDTNGN

FT                   LKKIIFQFTIYASEVFPSEYVTKEKKLHIKYRIEKT"

FT   gene            255366..255773

FT                   /locus_tag="AYWB_246"

FT                   /note="AYWB246"

FT   CDS             255366..255773

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_246"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of dihydropteroate synthase"

FT                   /protein_id="ABC65363.1"

FT                   /translation="MIKISFSKIISISNILKIWKLSHKRQIEIFHKALIMAIINVTSDS

FT                   FSYGNQHFATQKAVKHALCCLKEGADILDIGCEFTRPGATLITPLEEQKPILHVIKELS

FT                   HHPKAIISVYTYHFQIAKLAIKSGAHIINDV"

FT   gene            256185..256346

FT                   /locus_tag="AYWB_247"

FT                   /note="AYWB247"

FT   CDS             256185..256346

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_247"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65364.1"

FT                   /translation="MHNVKINQNSLLLRYTLMKKYKYYYKYILKIITFKRMKKINFFNI

FT                   KNVNKTHS"

FT   gene            256363..256608

FT                   /locus_tag="AYWB_248"

FT                   /note="AYWB248"

FT   CDS             256363..256608

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_248"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65365.1"

FT                   /translation="MSNLLNIFQKQIFCQFCLQLYTSKEPTKQMINSHPKCEVLKVFTL

FT                   YETFPCKKNILTFIFKSCFSNQNYLIPFTFLVFYYL"

FT   gene            256611..256868

FT                   /locus_tag="AYWB_249"

FT                   /note="AYWB249"

FT   CDS             256611..256868

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_249"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of

FT                   7,8-dihydro-6-hydroxymethyldihydropteridine

FT                   pyrophosphokinase"

FT                   /protein_id="ABC65366.1"

FT                   /translation="MKLKIKHMELLVPLTIDLDILFFGNHTCKNPKLTIPHPYMLERIF

FT                   VLTFLADILPNQITQTKTILEWKNQLDQNAVKIIENNQWY"

FT   gene            256969..257133

FT                   /locus_tag="AYWB_250"

FT                   /note="AYWB250"

FT   CDS             256969..257133

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_250"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of O-sialoglycoprotein

FT                   endopeptidase"

FT                   /protein_id="ABC65367.1"

FT                   /translation="MNILSIETSCDETSCAVTQNGKKVLSNVVFSQIKDHQIFGGVVPE

FT                   IASRNIFNL"

FT   gene            257130..257954

FT                   /gene="qri7"

FT                   /locus_tag="AYWB_251"

FT                   /note="AYWB251"

FT   CDS             257130..257954

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="qri7"

FT                   /locus_tag="AYWB_251"

FT                   /product="O-sialoglycoprotein endopeptidase"

FT                   /EC_number="3.4.24.57"

FT                   /protein_id="ABC65368.1"

FT                   /translation="MTLALQQTLKEAHLTPQEIDLVAVTQGPGLVGSLLVGINAANVFA

FT                   YTYKKPLLGVNHLLGHIYSAQIEHEIKFPALVLLVSGGHTDLFYLTDHLQIKPLGTTID

FT                   DAVGEVYDKIAKNLNLPYPGGPLIDQLAQQGKDTYHLVRPYLKNDNLNFSFSGLKSTLV

FT                   NLVMKQNLKDINIPDLCASFQTSVINVLCEKTKRALTKYHVKQLIVVGGVASNSGLRQK

FT                   FMTSFSNLEVIFPSLQYCTDQAAMIGIAAYYQNQITKASKKYDLTAKPNLFF"

FT   gene            complement(258896..259486)

FT                   /locus_tag="AYWB_252"

FT                   /note="AYWB252"

FT   CDS             complement(258896..259486)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_252"

FT                   /product="glycoprotease protein family"

FT                   /protein_id="ABC65369.1"

FT                   /translation="MNHKNILILDNATKSQIVILVIQGKITTFKSRLGKNDYVPYMIPS

FT                   IESVLQENNLGINNLDALIVGVGPGSYTGTRVAVLTAKMLAFNLKIPLYQISSLLLLSS

FT                   GYSYASLTPLIDARSNAFFALSLKDNHICLTEGRFESNFLKSFPNHLLIEPTAIKIDLR

FT                   TIKEFAKIVSNPHLLIPNYLTKTQAERNLEKID"

FT   gene            complement(259578..260066)

FT                   /locus_tag="AYWB_253"

FT                   /note="AYWB253"

FT   CDS             complement(259578..260066)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_253"

FT                   /product="uncharacterised P-loop hydrolase"

FT                   /protein_id="ABC65370.1"

FT                   /translation="MKTKIYLEAITNTPKESQILGYNLGKKIVNQKRNTPKEKQSKTII

FT                   LLQGSLGCGKTIFTKGFIKSFAILQNICSPTYVISKTYKNKLHTICHLDLYRTNLEPEF

FT                   LEELLEDLTYQDFVIVEYFQNCSYLFPDFAFLVEMTFLNETKRKITIYQNDNLDNKNK"

FT   gene            complement(260157..262664)

FT                   /gene="gyrA"

FT                   /locus_tag="AYWB_254"

FT                   /note="AYWB254"

FT   CDS             complement(260157..262664)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gyrA"

FT                   /locus_tag="AYWB_254"

FT                   /product="DNA gyrase subunit A"

FT                   /EC_number="5.99.1.3"

FT                   /protein_id="ABC65371.1"

FT                   /translation="MSDHKTQNNEANIHKPHDHGKIQEVNLSEEMKKSFLSYAMSVIVS

FT                   RALPDIKDGLKPVQRRILYSMKELGVYSHASYKKAARVVGDVMGKYHPHGDSSIYEAMV

FT                   RMAQDFSYRYPLVDGHGNFGSIDGDKAAAMRYTEVKMAKMAMELIKNIDKETIDFVDNY

FT                   DGTEKEPLVLPTALPNLLINGATGIAVGMATKIPTHNLGEVIDGLINYINNKDISIDEL

FT                   MQHIKGPDFPTGGELLGLQSLKSAYHTGQGAVILKAKSHVLEERGKTSIIVTEIPYQVK

FT                   KTDLIEKIAFLVKNKIVEGITDLRDESSRKGMKIVIELKRDANAKIILNKLYKHSQLRI

FT                   SFGINMVALVGKTPQLVSLKQILEAFFNFRIEVINRQKSFELKKASARKHLVTALITIL

FT                   EDIEIAIKLIKTSTDVKEAQRKLMQKYNFDEIQSKAILEMSLQRLSNQETQKLITEEKN

FT                   LTQEILECKSIIDSQKKKERILEKELLEMKKKYQDDRKTTLNFDAPLNFEDEDLIEKKP

FT                   IIITITNKGYIKSMDIDTYKQQKRGGQGVSGMKIYEEDFIEHLAITSTHDYHLFFTNKG

FT                   KVYQLKGYEIPLGQRQSKGSHLVNFLPFEKDEFLTSFTSIKNFDQSQDYLFFATKKGIV

FT                   KKTPLKEYSHISKRGLIAIRLKENDEVLTVKKTTGIKNIILASNNGNAICFCETKIKSI

FT                   SRNSMGVIGMRLGSDEFLVGAALFDVDSKEQNILVMTENGFGKITNVNQYRIQARSGKG

FT                   SKTIKVNDQKGRLITLQVVLPSDDLIVSSDKGQVVRVAIDQITKTKNKATQGTRIIKLK

FT                   TGHKAVSVAVVKKEVLDIDVVEN"

FT   gene            complement(262763..264778)

FT                   /gene="gyrB"

FT                   /locus_tag="AYWB_255"

FT                   /note="AYWB255"

FT   CDS             complement(262763..264778)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gyrB"

FT                   /locus_tag="AYWB_255"

FT                   /product="DNA gyrase subunit B"

FT                   /EC_number="5.99.1.3"

FT                   /protein_id="ABC65372.1"

FT                   /translation="MKNYNADSIQILEGLEAVRKRPGMYIGSTAQKGLHHLVWEIVDNS

FT                   IDEALAGHANNITLEILPGEIISVSDNGRGIPVDIHPKTGKPAVETILTTLHAGGKFDS

FT                   SSYKVSGGLHGVGASVVNALSNWFTVEIRLNKQIYFQKYEKGIAVSPLEVIGGTNKRGT

FT                   TIQFLSDPEIFQETTIYNFDTLKERMQQLSFLNKGLKLKIADKRYEKETVFNFCHEKGL

FT                   QDYIDFINTSHKQIPFHEIFYLEKEAQKLAFEIVFEYTTQLRPTKKDEQGNEIEEKEDK

FT                   DTIPRYTQSQKIFSFVNNIPTHEGGTHEEGFKLALTRVISKYAKEFNLLKKDEHLLSED

FT                   ILEGITAIISLKHQDPQFEGQTKAKLANTEVRQITSQLFGEFLEKYLLEHPQDSRKIID

FT                   KCLLSANARLAAKRAREVVRNKPLDSLGFASKLADCRSKDPHISELYIVEGDSAGGSAK

FT                   QGRDSRFQAILPLRGKVLNVEKSLDAKILTNKEIKSLIQAIGAGINIGKGKDFNVDKIR

FT                   YHKIIIMTDADVDGAHIRTLLLTFFFRHFRELIEKGYIYFARPPLYKYQKGKGTPKYFY

FT                   DEKTKQTFANKNSLKDGFQRYKGLGEMNPNQLWETTMDPENRTLLKASLKDALNALSDE

FT                   EALMETDQTFNMLMGEKVLPRKNFILEKALEADLDV"

FT   gene            265169..265660

FT                   /locus_tag="AYWB_256"

FT                   /note="AYWB256"

FT   CDS             265169..265660

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_256"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65373.1"

FT                   /translation="MQIVSLGKKFFLFFSLFLSVLFISLFDIYQIVGAVTQVDKTTLTT

FT                   EDSEGKVPKEVVKETNNGAKTETSPEGNKVTAQTLGENNAVTKTELNTEGIKTTVKTFG

FT                   EGDAVVPTVEKLQEQEKKEKDKTKDKEQSKFLLCFLAVLVVLSVSAGFLYSNKQKQANK

FT                   "

FT   gene            complement(265844..266158)

FT                   /locus_tag="AYWB_257"

FT                   /note="AYWB257"

FT   CDS             complement(265844..266158)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_257"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65374.1"

FT                   /translation="MLILSLTTSLSDYWTHLANSTLISRSNNSCTTRLASVSLSQYALI

FT                   LILLILKIKINQLKIKKLKTKRVLLFLLKLFFVFVVCHTFSSFLFLIKIANIKRLMTYY

FT                   "

FT   gene            268010..268243

FT                   /locus_tag="AYWB_258"

FT                   /note="AYWB258"

FT   CDS             268010..268243

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_258"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65375.1"

FT                   /translation="MFKFQNQFKRITICLFIFLGLFLINCYPVMAINNLNDENSINNEI

FT                   NKLYLEQKELSKKLKKIHIYHLSGDIKLKKIR"

FT   gene            268741..269520

FT                   /locus_tag="AYWB_259"

FT                   /note="AYWB259"

FT   CDS             268741..269520

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_259"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65376.1"

FT                   /translation="MKITSLINFNQFKKKSFLLLFLLLFVHFIYNTKNFVKAMETRQNE

FT                   NSKNIIHLNLNDELQESEIFQFNNAFNDIDGLNKTLKKFKIKLNNELNINSLSEIKEKF

FT                   NGFRMNFFIKLNFLWYIYSKHENHAHILYTNYASDVDNMGNLFLVPSFQRNHYISLGDK

FT                   IKLIDDTFMMQNNDRIEIYRNSFDAKNQRENTLECFNSIYSDNLFQIFLDFDIKEEHDG

FT                   LYMYFNLYKHGFTELNNYCFKIDFSLDRKIDFIKNII"

FT   gene            270423..271004

FT                   /locus_tag="AYWB_260"

FT                   /note="AYWB260"

FT   CDS             270423..271004

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_260"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65377.1"

FT                   /translation="MRIIPYELYPYASDLTLCALRKEFGMYDHCLNTCKKNKAMQPFLD

FT                   MKRNYFYLSFDLWVLEMQQRKHYINSFHLFYANKHKYYLIKTDFILILECCIQWEIKGF

FT                   TPYNTSLSWFLVALKCLEKRQEAKYQNNPHPNFLPIPSTNYYLDFCIYQNLLFWYKQTF

FT                   MQANEKGNLKPKQLNMEEVKNYFQTQLKYI"

FT   gene            271735..273265

FT                   /locus_tag="AYWB_r01"

FT                   /note="AYWBr01"

FT   rRNA            271735..273265

FT                   /locus_tag="AYWB_r01"

FT                   /product="16S ribosomal RNA"

FT   gene            273371..273447

FT                   /locus_tag="AYWB_t08"

FT                   /note="AYWBt08"

FT   tRNA            273371..273447

FT                   /locus_tag="AYWB_t08"

FT                   /product="tRNA-Ile"

FT   gene            273511..276392

FT                   /locus_tag="AYWB_r02"

FT                   /note="AYWBr02"

FT   rRNA            273511..276392

FT                   /locus_tag="AYWB_r02"

FT                   /product="23S ribosomal RNA"

FT   gene            complement(275273..275914)

FT                   /locus_tag="AYWB_261"

FT                   /note="AYWB261"

FT   CDS             complement(275273..275914)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_261"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65378.1"

FT                   /translation="MSHGPSIRYRKITKSDFRPCSTCKSCSQAPLCLYALQMISNHFEG

FT                   TFERLRYSLGGDRPSQTAHQTLSLTLHMCRLETKNNKGGIPRTTPEKLAFFSHSFPPIL

FT                   YILFPISILSCSKAPWGLFVLSRVTGIFTGNLISPRLLLRQRPNRYAFRAGRNLPDKEF

FT                   RYLRTVIVTAAVYWDFNSMLCCLTSPFNLPAPGRHQPLYITLRFSRDLCF"

FT   gene            276546..276621

FT                   /locus_tag="AYWB_t09"

FT                   /note="AYWBt09"

FT   tRNA            276546..276621

FT                   /locus_tag="AYWB_t09"

FT                   /product="tRNA-Val"

FT   gene            276675..276750

FT                   /locus_tag="AYWB_t10"

FT                   /note="AYWBt10"

FT   tRNA            276675..276750

FT                   /locus_tag="AYWB_t10"

FT                   /product="tRNA-Thr"

FT   gene            276758..276833

FT                   /locus_tag="AYWB_t11"

FT                   /note="AYWBt11"

FT   tRNA            276758..276833

FT                   /locus_tag="AYWB_t11"

FT                   /product="tRNA-Lys"

FT   gene            276895..276980

FT                   /locus_tag="AYWB_t12"

FT                   /note="AYWBt12"

FT   tRNA            276895..276980

FT                   /locus_tag="AYWB_t12"

FT                   /product="tRNA-Leu"

FT   gene            276989..277064

FT                   /locus_tag="AYWB_t13"

FT                   /note="AYWBt13"

FT   tRNA            276989..277064

FT                   /locus_tag="AYWB_t13"

FT                   /product="tRNA-Ala"

FT   gene            277103..277179

FT                   /locus_tag="AYWB_t14"

FT                   /note="AYWBt14"

FT   tRNA            277103..277179

FT                   /locus_tag="AYWB_t14"

FT                   /product="tRNA-Met"

FT   gene            277181..277257

FT                   /locus_tag="AYWB_t15"

FT                   /note="AYWBt15"

FT   tRNA            277181..277257

FT                   /locus_tag="AYWB_t15"

FT                   /product="tRNA-Met"

FT   gene            277372..277448

FT                   /locus_tag="AYWB_t16"

FT                   /note="AYWBt16"

FT   tRNA            277372..277448

FT                   /locus_tag="AYWB_t16"

FT                   /product="tRNA-Met"

FT   gene            277454..277529

FT                   /locus_tag="AYWB_t17"

FT                   /note="AYWBt17"

FT   tRNA            277454..277529

FT                   /locus_tag="AYWB_t17"

FT                   /product="tRNA-Asp"

FT   gene            277532..277607

FT                   /locus_tag="AYWB_t18"

FT                   /note="AYWBt18"

FT   tRNA            277532..277607

FT                   /locus_tag="AYWB_t18"

FT                   /product="tRNA-Phe"

FT   gene            complement(277932..278666)

FT                   /gene="artM"

FT                   /locus_tag="AYWB_262"

FT                   /note="AYWB262"

FT   CDS             complement(277932..278666)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="artM"

FT                   /locus_tag="AYWB_262"

FT                   /product="ABC-type amino acid transport system, permease

FT                   component"

FT                   /protein_id="ABC65379.1"

FT                   /translation="MSNNNSWLSLLCQILKDWHTLYFEGFKNTMKIAFFGTIGAFMVSL

FT                   CLLHLKEIIQNNKRVRTNIAKRYYIKMFDYIINGYIFIIKSVPMMLQAVLFHFGLKGTG

FT                   YFGWLTPLQSGLFVITFNSAAYLAEIMIKNMEFFDYGQIEAALALGMTQTQTFKKVVCP

FT                   QVVRKSLLRISNEFIVNIKDSCVFGVIGMNELFEVAQTVHKRSNSITGGIIALLIPVFA

FT                   YLVLVLLVSLLLKKIEKIIDRK"

FT   gene            complement(278669..279544)

FT                   /gene="artI"

FT                   /locus_tag="AYWB_263"

FT                   /note="AYWB263"

FT   CDS             complement(278669..279544)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="artI"

FT                   /locus_tag="AYWB_263"

FT                   /product="ABC-type amino acid transport system,

FT                   solute-binding protein"

FT                   /protein_id="ABC65380.1"

FT                   /translation="MKLNKKIIISLVVGVFLILGIIGGILWPKNTKNNVLVIGMELEYS

FT                   PLEYVIPTKNEKNKDQNHPIYGQSGYACGYNVFIAKKLAEKLGKKLVIKKINFNSLISA

FT                   LNSNDIDLVVAGLNKNPDRDKEIDFSKPYVFGTVKIVLKQGSKVDNLSSLQSEKIGYQS

FT                   GSTYQKIAEGITTQTQEYSDLGTIKLALQANEIDGFIVESDIADIFLEKNPTLAMEKKT

FT                   INKELMEKINTDLRDQTQESFQSRIGIKKGNDKLKNKVDEALEQLQFTTDNNTTQELKQ

FT                   KAIEVAINQN"

FT   gene            complement(279732..280478)

FT                   /gene="artP"

FT                   /locus_tag="AYWB_264"

FT                   /note="AYWB264"

FT   CDS             complement(279732..280478)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="artP"

FT                   /locus_tag="AYWB_264"

FT                   /product="ABC-type polar amino acid transport system,

FT                   ATPase component"

FT                   /protein_id="ABC65381.1"

FT                   /translation="MHNIIEITNLQKQYGTKTVLKEVNLKIKQNEIITLIGPSGAGKST

FT                   LLRCLNLLEEPDFGNILFEGTNILNPKYNVHNLRKKIGMVFQNFNLFAHKNVLNNCTLA

FT                   LTEVFKKSKEEAQTIAREKLQKVGLLDVASQSIQTLSGGQKQRVAIARALCMNPEIILF

FT                   DEPTASLDPQLTKEVLDIMTNLTHEKITIILVTHEIAFAQKISDRIVFMTDGIILEAGN

FT                   PQQILNNPQSDKLKKFLKDASFNKYK"

FT   gene            complement(280471..281172)

FT                   /gene="artQ"

FT                   /locus_tag="AYWB_265"

FT                   /note="AYWB265"

FT   CDS             complement(280471..281172)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="artQ"

FT                   /locus_tag="AYWB_265"

FT                   /product="ABC-type amino acid transport system, permease

FT                   component"

FT                   /protein_id="ABC65382.1"

FT                   /translation="MKKCYTLFINNIPSYWNAFVTTISLAFLGTLGAFLLSLWLLYLKG

FT                   IRKKERISFYERYLYKTIDILLYFYIFFVKSVPMMLQAMLLYWGTKIAGFCSWLTPFQA

FT                   ALFILIFNSCAMLAEFMIKNMSFFDPGQIEASLALGMNRKQTFKCVICPQLVNQSLLRI

FT                   INEFILNIKDICVFYVITVVDIFTLSQKLAKKSYDYVTPYINASLIYIILIFISYYLLK

FT                   KLETKLGNKNA"

FT   gene            282167..283462

FT                   /locus_tag="AYWB_266"

FT                   /note="AYWB266"

FT   CDS             282167..283462

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_266"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65383.1"

FT                   /translation="MQEIKPKSKILRHYRDSSQNAKDKLLYNFKDSKKISFITLTAPYD

FT                   DLQGKTIKYTHEPDIMGQVRKRFIRLVRKNYLSNLFQQCSQKDLVYSKMQDFRYFWSLE

FT                   TTKLGVIHYHIIFNIDVLNSFGVYSRYLCTDKDYALGLKNRPIKGNKSIFYDDYLMHKI

FT                   DEKGNIKIPQNYYEKKNVKVSKITLLWANAYASVMNKNNIKHYKHLNPISQNVQIFRPS

FT                   KTNLLFEKIEISKCKVFYKGTFDKKNYVNKVVSYVSKYVSKNDKQIESNSNKGIDFYSR

FT                   HLFGFSGTCFSCPQESFLALFPYDIIKEIELSSFPMVNFNFSNIFEWNIKKIINGKNIK

FT                   IPHNLTLLFKSYMTPNQVQNSNYFSLNLSSIQPKNYFLNKNFKKYFKLQKLKLKLKKDY

FT                   EKKDIKILNKVECQYWYRYLENNYIQSFQLSP"

FT   gene            283691..283870

FT                   /locus_tag="AYWB_267"

FT                   /note="AYWB267"

FT   CDS             283691..283870

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_267"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65384.1"

FT                   /translation="MKKEIQDELVKNNNANEVLVKQLNTKQSQIKELKGKIKILETNET

FT                   QLQKTTKHKDEEIT"

FT   gene            284231..284926

FT                   /locus_tag="AYWB_268"

FT                   /note="AYWB268"

FT   CDS             284231..284926

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_268"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RepA"

FT                   /protein_id="ABC65385.1"

FT                   /translation="MESSKTRVLYKKENINEKNKFRLYTKDIFLTYSKCPLGKEKIHNH

FT                   IKELMASKKQEISYIISNTENHQDHKKIHIHVLFQLTKRFNIQSDRFFDIEGFHPRIKT

FT                   ARNIEKSISYIKKDGDFIEEVTLDIKIYVRQNQKEECKQLIYDKIGILKDQYYYNDNLT

FT                   LSQVKKYLDYFIKNLDLDFYYEQIDLIEKILKKSLSNNMRSFWKNKKSKPNQFLVSILL

FT                   RIMIVRKKL"

FT   gene            285462..286169

FT                   /locus_tag="AYWB_269"

FT                   /note="AYWB269"

FT   CDS             285462..286169

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_269"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65386.1"

FT                   /translation="MKKNNQKQSNKIYIFWGSIVSLAFVFVLVILLIAINKPQAKTDTQ

FT                   KEQEKYNIQPQKEQEKYNIQPQKEQEKYNIQPQKEQEKYNIQPQKEQEKQHNTIISKSD

FT                   KEVDSLTNSKKQIRYRLDGKTIEQIDEYNKNNKLIKKTDFNLDGKSINFIKEYDPQTGY

FT                   MIKLTNYNLKEKTINFIREYDPQTGNEIKSTIFNLDGKTITFIREYDIQKKNKILKETY

FT                   YNQDGTIKETKTF"

FT   gene            286307..286465

FT                   /locus_tag="AYWB_270"

FT                   /note="AYWB270"

FT   CDS             286307..286465

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_270"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RepA"

FT                   /protein_id="ABC65387.1"

FT                   /translation="MKKTKFQKNAKDIFLTYSKCPLGKDKIHNYIKEIMISKKQEISYI

FT                   ISNTENN"

FT   gene            287614..287928

FT                   /gene="ssb"

FT                   /locus_tag="AYWB_271"

FT                   /note="AYWB271"

FT   CDS             287614..287928

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ssb"

FT                   /locus_tag="AYWB_271"

FT                   /product="single-stranded DNA binding protein"

FT                   /protein_id="ABC65388.1"

FT                   /translation="MLNKVQLIGNIAHNLEKQYINSNNEQIPKIDFNLAINNKDKVQYI

FT                   PCVVFRNQAENMSTYLNKGSKIYAEGALSIQKYTTNEGKTRTTTKVIIQNVIFLDNKTK

FT                   "

FT   gene            287953..288321

FT                   /gene="himA"

FT                   /locus_tag="AYWB_272"

FT                   /note="AYWB272"

FT   CDS             287953..288321

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_272"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65389.1"

FT                   /translation="MDFFYKPKGEKNMNKKELIKSIAEVNKTSITQTEEFYNSFENALI

FT                   KAITSNEEVVLSSKIGKFILKTRKAHITPETKFIINKQTGKKTVKRTGKNLKIPAKTVV

FT                   SFKMSKPIKDEVKKLQLK"

FT   gene            288516..288959

FT                   /locus_tag="AYWB_273"

FT                   /note="AYWB273"

FT   CDS             288516..288959

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_273"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65390.1"

FT                   /translation="MWIFSIFTIISNFILNYTKGFTAAEIMERRLDGIQTTLFTILIIT

FT                   GFKPIFKLIKNTIVFIKQTIINIFFPNKKLQTLEIKNTKQEHQEQLLLQKLEQIKTAQE

FT                   KTLSQIEQQKHKVAIWQSKKERKRLLKSQKHNNTSIGKDNEND"

FT   gene            288946..289242

FT                   /locus_tag="AYWB_274"

FT                   /note="AYWB274"

FT   CDS             288946..289242

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_274"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65391.1"

FT                   /translation="MKMTDSNFTIGFMTGAVFVTVLCFIFKHLFFSFLQLFNPNDTHPF

FT                   KRRIQELPTPKPNNTNNSQPKPQTPQSTQNQQKPHSQTNNPNHPKTNHPTPGK"

FT   gene            289308..291455

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_275"

FT                   /note="AYWB275"

FT   CDS             289308..291455

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_275"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65392.1"

FT                   /translation="MKTLTKIYLSFLSIFVLILIVLFIIGLTKSPFTTNNNQNTPPNTH

FT                   THHHEEAKQNNKELNPKEKEALSEIQTRLQELELFNQKNIEKSKKIKEEDNILSQQINS

FT                   NLAKINTLNQEINTLKNQLEEKTNQLNNKQTNLTNDEKTKLENDINAINQEITKTTQKR

FT                   DKINDETKSQTKKRVENTQSQLTNQNKIQTTKLEIDKTTNFKDIYQKINTLQQSINYNN

FT                   ANKEQIKELITQHQDDPQEIQNLKSYDLFLDGQLIQFEKQIKQLKNEIEIIQNPNTPKL

FT                   EKKKVTFKDVYGMEREKEELEDLIYYLKDDNNDLVNYDKIKPKGYLLYGPPGTGKSFLM

FT                   KALCNETEAHFIEFEPSKLDKTYVGEGNEEWEKIWKEAESHGKAIIFIDEISGLANRED

FT                   KNTNKTSQNIINNILTKLDGFNSNNKKIVLMGATNYLNQIDKALRSRFSKEIKIDLIKD

FT                   HEIEDFLKFLITPYQISYHTYIHLNDIANKCKGKNYSNRDLTTIINEAYNKTNKYKSQN

FT                   KIHEVMLPSDLDEAIDVKQNKNKNMNDIKKRRKECEEQYTAWKQGIIKYLKPPKDQTMI

FT                   KRTYTFYGLYGLGRGHHREHEPADLALFVKNPFDKWYDEGMRVDEFDGFYTKEKQNDSQ

FT                   FGGGNGVRIDPSNHYIKLKYEGPKHLIEEDKDFFMDEVNCTSNERSPEGVLKSKTYYLH

FT                   FNPKQGYITLYTQKHNTKENK"

FT   gene            291476..292378

FT                   /locus_tag="AYWB_276"

FT                   /note="AYWB276"

FT   CDS             291476..292378

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_276"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65393.1"

FT                   /translation="MAKKIIIIKKTKKQQTTKKTTKNQRKLTPKTTKATIMKKTSTRIT

FT                   KSTPKTTKPIKQQRTAQPTKIIVSTQQKQDNWFVKIIKPLKTTILILLPLTLIVGGIYW

FT                   VLFKFFPEIFSQINDFTINAATKTKSLYDKITQPIRDFIEYIHNKATGNNQNPNQTPSR

FT                   QNKLGYYLATTLSIIGICLGIGKIGNWLKGGTKKAIRKGTKKIIQKKATSKIANVGSKI

FT                   CKIGGKILFWVSIASTAYELYQFYQEGTRNPNPPQQLENKNKNPNTHTHRHEEANQTTK

FT                   DEPQERETQKKKKQPNLLN"

FT   gene            292468..293625

FT                   /locus_tag="AYWB_277"

FT                   /note="AYWB277"

FT   CDS             292468..293625

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_277"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65394.1"

FT                   /translation="MQKQVEELIQQEKAKTQQLEQEKNYLEANLQAQQLEMLNIKNQKD

FT                   NLENQLTSKEKELANNQELTEETKNKLQQEINDIQTNLNHQIENTQNKNNEIQNLQTQK

FT                   TQLENQLFSNKQDLEKLQQEINQKEEQLHIKEQQLISQINLSNEEKQQLNSEINTLKTD

FT                   INQEKVNFEAQLALKEEEIKQLKQNEDKLKQQLTQKQEETTNLREQHLKTLEEIQKQIA

FT                   NYKNMVSELEQETKKLKEQIAKNNENTKQLQEKLLTKQTQINKINQELVSLSNQQISLQ

FT                   QELNNLTQLFDEWEKNCEIKANEIASNLDLKNVKRVIDQKIYYSTEPFTVELKPFNPYQ

FT                   PQKNENKQTINSLEIKINNVKYYYIKFSFYSNFFCIKDKDLNEIH"

FT   gene            293659..294771

FT                   /locus_tag="AYWB_278"

FT                   /note="AYWB278"

FT   CDS             293659..294771

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_278"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65395.1"

FT                   /translation="MFQFSHNVSETLPPTKLNNYKSLLEQKNNDLSEIKKQLTKKQQEL

FT                   NKYQQECTDLIINQKPDDTLQQELNNKETHIKTLKNEMQQLKIKEQGFRSEIDTLKLEN

FT                   KNLKEKYTNDLNKIQEQLNTSKTENEQLEKEIKEIQDELVKNGNANEALVNQLNNKQTQ

FT                   IKDLKGKINILEANEIQLQEIINQKDEEIAKLQQTIQEQAEQIIKLTAEIETNMKTFKQ

FT                   QAIKIQQLEGAISGLEGASGSLGFENKELQHEIEKLKEQLRTEQLAHKAMKKQLDDQIL

FT                   RLEEDKSTLTTKADQLKIKTSKWDKSVERTGAVVNTVISTKSGAIIGASLGSAILPGVG

FT                   TIIGGGIGGLISGAASVASKWDTYKQWLGW"

FT   gene            294852..295658

FT                   /locus_tag="AYWB_279"

FT                   /note="AYWB279"

FT   CDS             294852..295658

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_279"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65396.1"

FT                   /translation="MELFKILTIVFFLGIIFGSIPLWIWFIQKRENTNRIKKVNIKTGL

FT                   IIYYVMMSVSVFGFGVFLFLDNKYDIIKSKPKIYEIPSTKIETQEEWFQTKSGAKYTYN

FT                   ENNLQKNNNKSWLLTDIAQEGVPMIKRTYTFYGLYGLGRGHHREHEPADLALFVKNPFD

FT                   KWYDEGMRVDEFDGFYTKEKQNDSQFGGGNGVRIDPSNHYIKLKYEGPKHLLEEDKDFF

FT                   MDEVNCTSNERSPEGVLKSKTYYLHFNPKQGYITLYTQKHNTKENK"

FT   gene            295679..295942

FT                   /locus_tag="AYWB_280"

FT                   /note="AYWB280"

FT   CDS             295679..295942

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_280"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65397.1"

FT                   /translation="MLIFRLKKQLYLLIIVLFTFLGLFFITNNHQVMAMEKNKPLQTIY

FT                   NIETKNVRINPNKPIKISYYVKDKNLSLEDMAKNINIINKLK"

FT   gene            296316..296684

FT                   /locus_tag="AYWB_281"

FT                   /note="AYWB281"

FT   CDS             296316..296684

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_281"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65398.1"

FT                   /translation="MFPSSLDGYNSKTNTLLEIKFPYVNEFNTTPPSWNGFFANKEVPK

FT                   NYWAQVQCQLYCSQVKFAYFLIYFNDTNYHVVRIYQDNNFINKMIKDSKKYLELLHNTK

FT                   KELSQTIYLKQLTKLNHK"

FT   gene            296743..297372

FT                   /gene="tmk"

FT                   /locus_tag="AYWB_282"

FT                   /note="AYWB282"

FT   CDS             296743..297372

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tmk"

FT                   /locus_tag="AYWB_282"

FT                   /product="thymidylate kinase"

FT                   /EC_number="2.7.4.9"

FT                   /protein_id="ABC65399.1"

FT                   /translation="MKLIIFEGLDGSGKTGLIKSVKHGLKKQGKEVIVIRGLGSSTIGE

FT                   SIRETFLTHNKLHNLTRYFLSFANMIQTQEELIKPHLETNKIILVDRWLGSNFAYRVYP

FT                   NRIDKKYYFFNNLTKLFIKPNLTVYLKIDPQTGLNRKANQTNHTLDVIETSPLSYFYQV

FT                   EKGFQEFLNKKLGPQIILNAMEPKTWKSNTKQIIKKIGEISNGNNN"

FT   gene            297537..298148

FT                   /locus_tag="AYWB_283"

FT                   /note="AYWB283"

FT   CDS             297537..298148

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_283"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65400.1"

FT                   /translation="MNQLNNLHFNNINVFNHQSLCVDITKLIIQPSLFNQPFNEYMTQT

FT                   HNLLNEYLQNNHYNSQSQKSIRGKINEYLILLYLNNKGITHLYPQSHLFFIPDIKFDLV

FT                   LFTKTKRIMAFNFKTCLRDRYKQAMVEGQQLKKLDTRFEFYLLTNNGTETQRLNNKINQ

FT                   GKVQGINEVINLFSNSADKFLQNLLTNEFIPFSNINIIKK"

FT   gene            298166..299668

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_284"

FT                   /note="AYWB284"

FT   CDS             298166..299668

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_284"

FT                   /product="replicative DNA helicase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65401.1"

FT                   /translation="MNQLTNEQRALQQLITYIEQGQWEKLNLYCQIINPKTLLNPQNTK

FT                   IFSAFKYLFLEKQTTHPFDKITTKSVIIQELLTYLQANFPKDKFTLESLNYLNDDFNNQ

FT                   NNTHVLDNLKHTYTQEKLFQKLIKIISPTYENQDPYHKNLYYQEIFDKLRNFISSIPHK

FT                   SDKTLFNLNQMVSLHPEFFDTDNQAKQKIQEEYYRLSETFKGLNQSTNGFKKGQIITIG

FT                   GYTGLGKTTFVYNLLLDIAKTKHQENSCYPHMLVFSYEMTLEENLNRLLAHQTQIPLDV

FT                   ILDKNFEDTNITPLKYTERMKIAKQFFANINLSFSYDKSKNIDYVIDLVYRLHFEKQVE

FT                   IIVIDHLQITKTTNHLENDRLAIDEIMTKLKQLAIELNIVIVILSQFSRDTYSNYQGKS

FT                   PEITALKGSGGIETNSDIVLMMSEFQPKLFKDKEKPINIYNSTLEEIYSDYNDNENQKI

FT                   IEVCIKKNRSGTKKTLVYHFEMTTQTFQEIGYVLPYKIETYY"

FT   gene            299694..301019

FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_285"

FT                   /note="AYWB285"

FT   CDS             299694..301019

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_285"

FT                   /product="DNA primase"

FT                   /EC_number="2.7.7.-"

FT                   /protein_id="ABC65402.1"

FT                   /translation="MNYQEKIKHIQTNFPMTVLLKKLNIIPTNFNTKYRFPCPIHQGQN

FT                   PTCCHLTSDNKIHCWKCCKDYDIIDVYMEIRGIKTFNNALEKINNFMKNQEFKNLIQQQ

FT                   TSTPNISCEPFKYQFHHNKINNPIDEKEINATKTQLFKEISPLFNQIRDYYHYLLTTNR

FT                   NNESHLGLEYLTQKRKLTLETIKEFKLGYAPLSDKPLSFRLVNYCKKQNIDTTKLIEYG

FT                   FIKDKTNQQNKTYYHDTFHGSIIIPIENGYNKTFHFYQNNFREVSYFQPKYKSLNNFSQ

FT                   TPTFHFSYRFFEALPSIKQTKTIIIHEGFFDVISCWQNNIKNVVGLICVTQLLSKSQIE

FT                   ILKKENIKVIIALDNDETGQKRSEALGEQLKEENIIYEIRRILPPYDKTCKDVDDLLRQ

FT                   FGKEAYQKCFLDPYITYEEAKNKIIVDLAIYFFGKDKVEIID"

FT   gene            301055..301807

FT                   /locus_tag="AYWB_286"

FT                   /note="AYWB286"

FT   CDS             301055..301807

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_286"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65403.1"

FT                   /translation="MYNNIKIPPNTRIYPKFCDFIFRKFGDFYFYNKKPNKKEKKMKNE

FT                   TNQGIIRGGWETKSTPNDLVQIKNFLQILKGELLNITIVSHSKKKNSYQQANYRPKNQT

FT                   LFVDPQILDEMKKYRIEIIKTHSPENNNNNQTLTNPITPPKHQNNTLKTQFPIFQINYL

FT                   NEQKDYIKELISKIPIDKLDTLKLYKLDDKKVDKYNNPIKTNYKKGLNVIYYQLEDLKH

FT                   IKLFLTKNKQGYRVKKIHPMYKYISKIK"

FT   gene            302292..303257

FT                   /gene="tra5"

FT                   /locus_tag="AYWB_287"

FT                   /note="AYWB287"

FT   CDS             302292..303257

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tra5"

FT                   /locus_tag="AYWB_287"

FT                   /product="Tra5 transposase"

FT                   /protein_id="ABC65404.1"

FT                   /translation="MKKIAKIIEKEIHKNKLLQTLMKKNQKTDKKTVFELVKQFNQKLN

FT                   LTTILKTIRTKRSTYYYWLKVENQIKAKKEKYLLQQNRIKALCLHEQYFYGHRKITDLY

FT                   QKTFNELITKKKVYTIMKENGIFCRLRIKKNKYNYKNNLKAKLKVVDNLINQDFISIAP

FT                   LQKLFTDITYFKTPQGFLYFSCIIDSFNNQIIASHTSKYQNKELVLNTIKKLPPLKEPC

FT                   IIHSDQGTVYQSQKVQQTLTKKGFLISMSRKATPRDNAVIENFFGQMKTILQHQHPFLF

FT                   QKSTKKVKKIINYFPNFWNNQWILAKLNYLSPSQYCQNLI"

FT   gene            303649..304893

FT                   /gene="mgs1"

FT                   /locus_tag="AYWB_288"

FT                   /note="AYWB288"

FT   CDS             303649..304893

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mgs1"

FT                   /locus_tag="AYWB_288"

FT                   /product="ATPase, AAA family"

FT                   /protein_id="ABC65405.1"

FT                   /translation="MFKKPLAFALRPSTITDIIGQSHLINDQNGIISRMLKNNYASSLI

FT                   FYGVPGIGKSSLAQVLANDLQIKYDIFNAAIDKKSKLEKIIQQALNFKKFILIIEEIHR

FT                   MNKDRQDILLQYLENGHLIMFACTTENPYFVINPSIRSRVNIIKLERITTEEMLTGLNK

FT                   LIVNKKLPLNILQDALLLICQLSSGDLRIAINMLELCLHLYPGEEITKKIIKKISSSAN

FT                   LINFKDNDEHHNLKSALQKSIRGSDVDAALHYFARLLASGDHEALIRRMLITAYEDIGL

FT                   ANPMIIIHVKTAIDAFRQIGLPEGRIPLGLAIIEMCLSEKSNSAYLASNKAYEDVLQGN

FT                   VFNIPKHLQDTSYNSASKLGIGFDYKYPHNFPNNYVNQQYLPQEIKELIYYIPKLHSEY

FT                   EKKINKIHEKFKQNI"

FT   gene            305396..306361

FT                   /gene="tra5"

FT                   /locus_tag="AYWB_289"

FT                   /note="AYWB289"

FT   CDS             305396..306361

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tra5"

FT                   /locus_tag="AYWB_289"

FT                   /product="Tra5 transposase"

FT                   /protein_id="ABC65406.1"

FT                   /translation="MKKIEKIIEKEIHKNKLLQALMKKNQKTDKKTVFELVKQFNQKLN

FT                   LTTILKTIRTKRSTYYYWLKVENQIKAKKEKYLLQQNRIKALCLHEQYFYGHRKITDLY

FT                   QKTFNELITKKKVYTIMKENGIFCRLRIKKNKYNYKNNLKAKLKVVDNLINQDFISIAP

FT                   LQKLFTDITYFKNPQGFLYFSCIIDSFNNQIIASHTSKYQNKELVLNTIKKLPPLKEPC

FT                   IIHSDQGTVYQSQKVQQTLTKKGFLISMSRKATPRDNAVIENFFGQMKTILQHQHPFLF

FT                   QKLPEKVKKIINYFPKFWNNQWILAKLNYSSPSQYCQNLI"

FT   gene            306692..306964

FT                   /locus_tag="AYWB_290"

FT                   /note="AYWB290"

FT   CDS             306692..306964

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_290"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65407.1"

FT                   /translation="MHDFIACATPTIKSAINELIRKSYSPSITQKNHKSNNTSFQKENH

FT                   TRHYQIPNPHQIYIKQVHHEFLLNKLKTKLSKKKFNIIRLSFGIP"

FT   gene            307022..307696

FT                   /locus_tag="AYWB_291"

FT                   /note="AYWB291"

FT   CDS             307022..307696

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_291"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65408.1"

FT                   /translation="MLLNLYYEKLNYYNLITLDVLLIETSDFIEFVERNNGLIYNRPVF

FT                   IDEFQDLNYFYYFIIKELLFNKPNFLYCFGDYTQNIYSSFGYSERILKLFVKDFISQKH

FT                   FLNFNYRSKGINIVKAANELIDNKEYLQLSFSEKKYRDFINFSFFDNFYQQVNYLCEKI

FT                   KKSLIYSTTVLCGSNGKLQKLKHEFEKTKFLLLYLIIIVKKMKLFCQRYIDIKDMKMNV

FT                   FI"

FT   gene            308395..308598

FT                   /locus_tag="AYWB_292"

FT                   /note="AYWB292"

FT   CDS             308395..308598

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_292"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65409.1"

FT                   /translation="MTATYDDLKGKTIKYTHEPDIMGQVRKRFIPFSDKKLFIKFISTI

FT                   LLKIFGLFQNARFSLFLVFGNY"

FT   gene            308558..309067

FT                   /locus_tag="AYWB_293"

FT                   /note="AYWB293"

FT   CDS             308558..309067

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_293"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65410.1"

FT                   /translation="MQDFRYFWSLETTKLGVIHYHIIFNIDVLNSFGVYSRYLCTDKDY

FT                   ALGLKNQPIKGNKSIFYDDYLMHKIDEKGNIKIPQNYYEKKNFKVSKITLLWANAYSSV

FT                   MNKNNIKHLFEKIEISKCKVFYKGTFDKKDYVNKVVSYVSKYFSKNDKQIESNSNKGID

FT                   FYSRHL"

FT   gene            309538..310035

FT                   /locus_tag="AYWB_294"

FT                   /note="AYWB294"

FT   CDS             309538..310035

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_294"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65411.1"

FT                   /translation="MFEFKKQCKIIYFFLIIFLGISFIFSNNRVMAMNNNEVRNINDLS

FT                   IEEIKNNIKNKIDEILSQIKKLSDEILQYDRLNLNTMNLKKKLKYLDIKIKKFYIQIGL

FT                   CNTLIEINQQIWDFSYKRQQLIIKINSPDKEHFDIENCKQITIKVIKLQNKQKELIKKL

FT                   KH"

FT   gene            complement(310264..310584)

FT                   /locus_tag="AYWB_295"

FT                   /note="AYWB295"

FT   CDS             complement(310264..310584)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_295"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65412.1"

FT                   /translation="MFKLKTNLLFFKIVLFISLELFLIINNNSVMAINYENESISYKMN

FT                   TINVIEKQIIDFVENSKQKYSNLINNDIKNLTKWIVLNGDKEDKNQILLILEQILQNNL

FT                   NK"

FT   gene            complement(311000..311158)

FT                   /locus_tag="AYWB_296"

FT                   /note="AYWB296"

FT   CDS             complement(311000..311158)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_296"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65413.1"

FT                   /translation="MKKTEILHKQNCITAAIKKYNKRKNNHQVSTNHDNQTSSSRQNIN

FT                   SIIEVKK"

FT   gene            complement(312356..313042)

FT                   /locus_tag="AYWB_297"

FT                   /note="AYWB297"

FT   CDS             complement(312356..313042)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_297"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65414.1"

FT                   /translation="MKFLKKETKDQKESKQKQKKHKWQLINILCLILIVITIFLSGFIL

FT                   YNKKQKDKIFTNKKELFKMPNPIIQKNKANNNEIVNQNKLTPNENKNNLIDINSNENTQ

FT                   IINIYGSITNNLIKKTTFYPDQKTINLIEKYNPQTKKCLQIKHFTQQGTLFCVIYLDHN

FT                   TQKITKIIYYQDNNKIDNESKYSLQTGKKISHTYYLKNGVDIDYIDKYNEKEEISETIH

FT                   YIVTKY"

FT   gene            complement(313866..314084)

FT                   /locus_tag="AYWB_298"

FT                   /note="AYWB298"

FT   CDS             complement(313866..314084)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_298"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65415.1"

FT                   /translation="MSRKATPRDNAVIENFFGQMKTILQHQHPFLFQKSPEKVKKIINY

FT                   FPKFWNNQWILAKLNYSSPSQYCQNFR"

FT   gene            complement(314107..314346)

FT                   /locus_tag="AYWB_299"

FT                   /note="AYWB299"

FT   CDS             complement(314107..314346)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_299"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65416.1"

FT                   /translation="MVDNLINQDFISTKPMKKLFTDITYFKTPQGFLYFSCIIDSFNNQ

FT                   IIASHTSKHQNKELVLNTIPTKAQFINHKKSNKH"

FT   gene            complement(314372..314605)

FT                   /locus_tag="AYWB_300"

FT                   /note="AYWB300"

FT   CDS             complement(314372..314605)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_300"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65417.1"

FT                   /translation="MKVENKIKAKKRKILMYNKIALNLYVCKKNIFAVIVKSLIYTKKT

FT                   FNENITKKKIYTIMKENGIFYRLRIKKNKILL"

FT   gene            315051..315305

FT                   /locus_tag="AYWB_301"

FT                   /note="AYWB301"

FT   CDS             315051..315305

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_301"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65418.1"

FT                   /translation="MFGFSRTCFSCPQESFLALFPYDIIKEIELSSFPIVNFNFSNIFE

FT                   WNIKKIINGRNIKIPHNLTLLFKSYMTPNQVQNSNYFLV"

FT   gene            316503..317012

FT                   /gene="mutT"

FT                   /locus_tag="AYWB_302"

FT                   /note="AYWB302"

FT   CDS             316503..317012

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mutT"

FT                   /locus_tag="AYWB_302"

FT                   /product="MutT/nudix family phosphohydrolase"

FT                   /protein_id="ABC65419.1"

FT                   /translation="MSNYINKLRQKIGKDPLFSPGASVIVYENNKYLLQFRKDFNVWGL

FT                   HGGAMELGETGADVCARELEEETGLKALEIHPFRTYCGKHFVINYPNGDVVYPVVMAFL

FT                   VTKTQGKLSPQDDEVAELKWFDEASLPIDAMMEIDKTFLKDFLQHKNQNQPKTYKTKFC

FT                   QAKCFF"

FT   gene            complement(317127..317357)

FT                   /locus_tag="AYWB_303"

FT                   /note="AYWB303"

FT   CDS             complement(317127..317357)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_303"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65420.1"

FT                   /translation="MKKQKLTILGKNENNWAIFWVAKALIYNPIIIYFNIYLLICGHHL

FT                   IIFCCLWIWWCCLKKQKVRDEKMQKKTTAIR"

FT   gene            317518..320025

FT                   /gene="secA"

FT                   /locus_tag="AYWB_304"

FT                   /note="AYWB304"

FT   CDS             317518..320025

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="secA"

FT                   /locus_tag="AYWB_304"

FT                   /product="protein translocase subunit SecA"

FT                   /protein_id="ABC65421.1"

FT                   /translation="MFNFLKKIFNSSKKALRKARTIANKVQNLEAQIALLDDKDFATKT

FT                   AELKKLFQEGKTLNQLLPEAYALAKEATKRVTGLTPYYVQILGAVILHQGNIAEMKTGE

FT                   GKTLTAIMPAYLNALSGNAVHIVTVNEYLAKREFEGSIGDVFRFLGMTVGLNTKDKDQT

FT                   QKQQAYLCDVLYTTNSELGFDYLRDNMEIEASNLVMKRPYSYAIVDEVDSILIDEARTP

FT                   LIISQSVKETKNLYKEAQRFVRTLKNSHYLIELETKTIELTEEGITKAENFFQIDNLYN

FT                   IEHASLLHHVKNALKAAFTMHKDKDYLVDYKDGQVLIIDQFTGRALPGRQFSDGLHQAL

FT                   EAKEGLLIKKETSIGATITYQNFFRLYQKLSGMTGTAKTEEDEFRDIYNMEVIEIPTNV

FT                   PMIRIDEPDFIFVSLKEKYDALIEELTSRHKKGQPILIGTTTVEVSEIISKKLKKHSIK

FT                   HEILNAKNHSKEAEIIAKAGLKNAVTIATNMAGRGTDIRLGEGVKELGGLSVLGTERHE

FT                   SRRIDNQLRGRAGRQGDPGYSRFFISSEDELAQRFGGTRIEKIISLLQKISDSETKTSS

FT                   KMVTKFFTKIQKKVESSNFDYRKYLLKYDDILRIQREIIYNQRKEILVSDKVEQIVQDL

FT                   MKKTLNKAIFTHFTNKPNKCQTQALITFLENKFFPKQTFDLEEVQELCNNPKTNSLDSF

FT                   QQYSFQKVKDILQSQKDFFVKDPEKAQYFAKGLKWITLKIIDNYYQRHINDMSSLRQGI

FT                   GFVSYGQQDSFIEYQKEGQVLFNNMITKIANDITATILKFSFADSFQTPPKQKVFFKND

FT                   SSDDESSKKRRTRKVRTSKKPWN"

FT   gene            320029..321141

FT                   /gene="prfB"

FT                   /locus_tag="AYWB_305"

FT                   /note="AYWB305"

FT   CDS             320029..321141

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="prfB"

FT                   /locus_tag="AYWB_305"

FT                   /product="bacterial peptide chain release factor 2"

FT                   /protein_id="ABC65422.1"

FT                   /translation="MEKYEINQILQNLYQNLQDLKQALNLKKTNQTIEKLNCAMQKEDF

FT                   WQNPKKAVTISQQFNDLQDKKNTLEILEQNYLDLETFFNLNESPNEASALLEEELKNLT

FT                   KSVFDFKIKIFLNQPYDINNAILLFHPGAGGTESQDWCEMLFRMYQKYAQKKNFKTEIL

FT                   DYQLGEGAGVKSATLLIKGTYAYGYLKAEKGVHRLVRISPFDSNSKRHTSFVACDVLPE

FT                   INEEIKINLKTEDLKIDVFRSSGAGGQHVNTTDSAVRITHLPTGLVVGCQNERSQIKNK

FT                   EKALQMLKTKLFQLASKQQKEQNAKKFQSDQKENGWGSQIRSYVFHPYKMVKDHRTNQE

FT                   IFQLEQVMDGNIDEFINGYLTKIPISSSHE"

FT   gene            321585..321848

FT                   /gene="rpsP"

FT                   /locus_tag="AYWB_306"

FT                   /note="AYWB306"

FT   CDS             321585..321848

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsP"

FT                   /locus_tag="AYWB_306"

FT                   /product="SSU ribosomal protien S16P"

FT                   /protein_id="ABC65423.1"

FT                   /translation="MAIKMRLQRFGVHKRPFYRVVASESKNARDGKFLEILGTYDTILD

FT                   IVELDHNKAQKWLSNGAQPTKTVKKVFKKSKFVAKNKTKFEK"

FT   gene            321907..322635

FT                   /gene="trmD"

FT                   /locus_tag="AYWB_307"

FT                   /note="AYWB307"

FT   CDS             321907..322635

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="trmD"

FT                   /locus_tag="AYWB_307"

FT                   /product="tRNA (Guanine-N1)-methyltransferase"

FT                   /EC_number="2.1.1.31"

FT                   /protein_id="ABC65424.1"

FT                   /translation="MIIEIITIFPSFFKSFCETSIIKRALEQKKVQIKIHDLRIYSSNK

FT                   HNQVDDSVYGGGVGMLLSFPPFFDCLQKIKTPQSKVILLSPQGQIFNQIHATNFAQKET

FT                   HLIILCGNYEGVDARILQYIDAEISIGDYVLTGGEIAATVLVDAITRLIPGVIKEQSYL

FT                   EDSHQQGLLKYPQYTRPQNYFNHVVPTILLSGNHAKIRSWRQKESLKKTLQKRPDLLEN

FT                   KKLTLEQTKLLKEIKQELQK"

FT   gene            322678..323034

FT                   /gene="rpls"

FT                   /locus_tag="AYWB_308"

FT                   /note="AYWB308"

FT   CDS             322678..323034

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpls"

FT                   /locus_tag="AYWB_308"

FT                   /product="LSU ribosomal protein L19P"

FT                   /protein_id="ABC65425.1"

FT                   /translation="MSQLKGQNLIESVNQHQLKDVPFFKPGDTVKVLIKIDEGNRKRVQ

FT                   IFEGLVIKRQGRLVTETFTVRKIFAGVGIELTFPVHSPTNEKIEVVSRGIVRRAKLHYV

FT                   RNLSSKASRIKEQR"

FT   gene            322985..324277

FT                   /gene="tyrS"

FT                   /locus_tag="AYWB_309"

FT                   /note="AYWB309"

FT   CDS             322985..324277

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tyrS"

FT                   /locus_tag="AYWB_309"

FT                   /product="tyrosyl-tRNA synthetase"

FT                   /EC_number="6.1.1.1"

FT                   /protein_id="ABC65426.1"

FT                   /translation="MFATFLLKLLALKNKDKMSFYEELKWRNLIKDCNNEIQVKELLDN

FT                   NQVKFYCGFDPTSHSLTVGHLIQITMILLMQRQGHLPVILVGGATGLIGDPKETEERKL

FT                   LSLENSLQNAKSIESQLKTILLNKQVEFVNNYQWLSQIDIISFLRNYGKFFNINYMLSK

FT                   HVVAKRLASGISFTEFSYMILQSLDFHHLYKNHKVRLQLGGSDQWGNITSGLEIIRKLE

FT                   KKSDALGVSTPLLLNSDGTKFGKSEKRVLWLNPLMTSPYEIYQYFLNVSDKEVINYLKM

FT                   LTLIPKKGILELEKKTLENPQKRLAQKALTQSIINLIHSSDILQECIKTNQILFSNAKK

FT                   ESFQEKDFILLQKTLFCHSIKEDILLVDALVQTKLATSKSEAREFIKDNTIKLFNQKIK

FT                   SLDFIITKENTLFGKYILLKKGKKNNALIVF"

FT   gene            324355..325575

FT                   /gene="csdB"

FT                   /locus_tag="AYWB_310"

FT                   /note="AYWB310"

FT   CDS             324355..325575

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="csdB"

FT                   /locus_tag="AYWB_310"

FT                   /product="cysteine desulfhydrase"

FT                   /EC_number="4.4.1.16"

FT                   /protein_id="ABC65427.1"

FT                   /translation="MQNNPFRCLFPIFKTNPKLVYFDNAATSLKPQKVIDELTRFYNTN

FT                   GLNTKSFGVLTNQNTLLINETRIKTANFINAKPEEIIFTKGTTDSLNILSQNLGETLQE

FT                   GDEIITSELEHNSSVLPWIKQAKLKKAKLIFVPLNEQNQITVENFAKVLTSKTKIVVLT

FT                   HVSNLLGYETPIKEITTLAHQKNILVILDAAQSSSHLPIDVKFLDVDFLAFSSHKLYGP

FT                   FGIGILFGKNHLLEQLQPTLFGGVSIKEFSLKHFLLNEVPNKFESGTPNISGILAFKKA

FT                   LEFVEEIGFENIQKHEKKIYQNIMKELKQIPNITIYNPQNFSNIITFNFNQIHAHDAEV

FT                   FLSQENIYVRTGRCCAFLATQKIKQTSIIRVSIGIHNNQEDVGILIKNLKKTQTFFSKF

FT                   NINKSRH"

FT   gene            325577..326020

FT                   /gene="iscU"

FT                   /locus_tag="AYWB_311"

FT                   /note="AYWB311"

FT   CDS             325577..326020

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="iscU"

FT                   /locus_tag="AYWB_311"

FT                   /product="IscU protein"

FT                   /protein_id="ABC65428.1"

FT                   /translation="MLEINKLYRDLIIKHYQEPQNWGLSQDPDFINITNKNVSCGDSIS

FT                   LQIKILNSKLIDIKYETQACAICCASASLMSINFKNIEISKILEKINHFLAMINNQMYD

FT                   ETQLDKELLLFKHFINFPGRVTCISLPWKSLQELIKTHNKKSY"

FT   gene            complement(326074..327090)

FT                   /gene="trpS"

FT                   /locus_tag="AYWB_312"

FT                   /note="AYWB312"

FT   CDS             complement(326074..327090)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="trpS"

FT                   /locus_tag="AYWB_312"

FT                   /product="tryptophanyl-tRNA synthetase"

FT                   /EC_number="6.1.1.2"

FT                   /protein_id="ABC65429.1"

FT                   /translation="MLKLIPNKRLVSGIKPTGDLTLGNYIGVLKPLLYLQKNLKNFDFY

FT                   LFIADLHALTFYQEPQKLKKQIKKIAALYLAAGLDPEKINLFVQSEVSQHTYLCYLLEC

FT                   TSYFSELQRMIQYKEKNKINSKNIRTSLFTYPTLMAADILMYDANLVPIGKDQKQHLEL

FT                   TKTLATRFNNLYGNTFVVPKPFFNPLGSKIKSLQNPLKKMSKSDTENPKSYILLLDDPQ

FT                   IIKIKIAQTVTDSQKIIKYDPENKSGISNLLTIYASLKQISIFESEKLFQKSNYKDFKD

FT                   KIGEEIINFVVPLQQKFYQLINSAKLDDILNKGAQKASLIAEKKIEQVRKKLGISRF"

FT   gene            complement(327191..331909)

FT                   /gene="polC"

FT                   /locus_tag="AYWB_313"

FT                   /note="AYWB313"

FT   CDS             complement(327191..331909)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="polC"

FT                   /locus_tag="AYWB_313"

FT                   /product="DNA polymerase III alpha subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65430.1"

FT                   /translation="MVFIVYNHSFKHFIKKKGFCKKYFQNPQVKKISVCQKKPKWVLQI

FT                   TFKHLPFICDLEFFLEQLLQELTILWKKQDENKPNLPQIEYHIDFENWDYLESLAESYF

FT                   KYIITQASFKKKYHDLDYFAIQNHQVNFQNGKFIIFVNPNAFKCLNKKIGILKDFFSKF

FT                   YGFKNEFILSTDRKIDINRKKSTNIEIEESQQNPNNQTNSNEQNQEKNLNNKENQTYQT

FT                   EQTKQVKTTPQQKKYNYNKGAYNSNSKMTTKKTKIKDLPKNKQELEELKCQNPNTYVIV

FT                   EGFLAHPIKEINFQYSYLKFVIEENSNDFSIENKDAILIQKKVSKDEKEQFLKSNYQTG

FT                   QLFRITARINYSAWDDVHLIMEKYETLESDSISPSLIRKDLGFRGKKRIEFHTHTKMSN

FT                   LDAINSAKEYLQIAESWGHEAIAFTDHDGIYAYPEINQHSKNKKIKPIYGVEVDFIEEK

FT                   PIYITNQKEDNLEKDFVLKEATYVVFDLETTGLSNVRDKIIEIAGIKIKNGNKIGEFQK

FT                   FIDPQQKLTKTITNITNITDEMLQGQQTIDQVLPQFLAFAKDCVLVAHNASFDVDFLKE

FT                   KAKELKISLEPKPIIDTMALSQRYFSNLLKYFSLKRLATVFKVKLEDHHRALADATATS

FT                   EIFIKMIDQLADPTKDPKNEQVINFFELQEKIDHKYERPYHINILVANQTGYRNLFELL

FT                   SNALTKDFNKRPRVLKSNLANLRQGLLVGSGCMNSNIFEIALNQNIFKLQRAISFYDYI

FT                   EVQPPQAYKHLIHDLGKNGIQIIETTLKTIITEAQKQAKIVIATGDVHYIHPWEKDYRE

FT                   IYISAKMVGGGLHKLSRYENKNLPENHLLTTQEMIDAFAFLHDENLIYKIVISNTHLLN

FT                   SKIEKIKSFSSELFSFKDDAFKKNLQIPSIKEEIKRLVDAKVKQMYGSPPHPLIKKRLD

FT                   QELKSIIGETKNEKTNQNIAPVYYLSHLLVKNSLAKGYLVGSRGSIGSSLVATMLEITE

FT                   VNPLKPHYYCPQCNYTIVQLKKPQEKEQYYKPEEEKYHKELDNVFSGYDLPNMPCPKCN

FT                   AQFKKNGHDIPFETFLGFEGNKTPDIDLNFAGDYQSQAHNYIKELLGEKHAFRAGTIQT

FT                   VAQRNAYGYTMGFVEEKQKQWRKQKVAQIANKIQGVKRSNGQHPGGIVVVPPDRSIYEV

FT                   TPVQYPANDTNWKTTHFDYHSFEQNLFKLDILGHDDPMMIKFLMDYVKENSGNFPFTRA

FT                   QDIPVDDPEVYKLFSNEFKINSSVNSGNKITIDSLGIPEFGTIFVKQMLKDLTTTKQNS

FT                   QKKAIKINFAALVKISGLSHGTDVWNQNARDAINKTGEFEKYKNKTISFDDIIGCRDDI

FT                   MLQLQEKGIDPLKAFDIMEFIRKGKPQDDFQTWKKYKQEMKDKVEAWYIDSAAKIKYLF

FT                   PKAHATAYVIMALRIAWFKMHAPLAFYSGYFSKRTEQFDHQTMISNDIKIIKEKLNKLA

FT                   ELKKSKKIKAKEEALINTLKIAEEMVHRGFKFLTVDFNKSDVSVLKIEDGGFLRMPLLS

FT                   LDGLGLIAANKIVEARQEKPFTKADFATRSKINKTILAKAKQENLLESLEDE"

FT   gene            332065..332149

FT                   /locus_tag="AYWB_t19"

FT                   /note="AYWBt19"

FT   tRNA            332065..332149

FT                   /locus_tag="AYWB_t19"

FT                   /product="tRNA-Leu"

FT   gene            complement(332335..333282)

FT                   /locus_tag="AYWB_314"

FT                   /note="AYWB314"

FT   CDS             complement(332335..333282)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_314"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ABC-type amino acid ABC

FT                   transporter, permease component"

FT                   /protein_id="ABC65431.1"

FT                   /translation="MNNFINFINKNSFLKNIFQKENNIKIFKIITLSISSIFLIWLHFS

FT                   VFGWHFSTKTKNQIDNQIKTLEGESETRLKRVFGNNKDILSKNTTWYQIKETFPSYLEG

FT                   LKTTLILAIDSLIIGFLLATLYILIKNSQSNNKIISNINKGITYFLDTLFFILKGIPVA

FT                   AQAMLVFYGIGYLCKDLFEIKRLYAGLFVLVINSLANITVILMQNIKFLDKGQIEAAHS

FT                   LGMKKKQVFFSIVFPQTLKRSVPFIVQQFITNIKDSSFFAIIGITELSWQAQSNMGSTF

FT                   NPILPFVMISFFYLSIISIANLLNKIFNKNIIYK"

FT   gene            complement(333305..335194)

FT                   /gene="glnP"

FT                   /locus_tag="AYWB_315"

FT                   /note="AYWB315"

FT   CDS             complement(333305..335194)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="glnP"

FT                   /locus_tag="AYWB_315"

FT                   /product="ABC-type amino acid ABC transporter, permease

FT                   component"

FT                   /protein_id="ABC65432.1"

FT                   /translation="MIIFINKKHFFKNICQNTNKTQILKITILLISFLFLIWLNLSTFG

FT                   YFHIKKHFKKKIILKVGVNNNSAPNVFKVLEPNKGAQKAVNGEYIAGFDIDLINNISEE

FT                   LKKIDKFKDLELEFHVFDFAGLLNALEQETIDIAVSSLSITDKRKEKYDVSKTYMQTGT

FT                   SMVVKNNKRFDDLFDDLRNKQNKKNIKEIKINYNEFCQKLKVLGKEKPIKFITFLNTVA

FT                   IPVIEKIKSDTNKEKEYVIKNNELTSSPACFTDVLQGKSDIFITDNCLARWACEINQDL

FT                   TYFDVYSDNLEHSTCPQGLGIFLPKKNDEDRRMTNLQKDINKALLELNLVEKDEKGEFQ

FT                   DIIDLKKKIHELKETSKEVNVEDQKKIEKQITNIEKQVKERLDKVFDENKETIELPIKN

FT                   IFIQAQKTIPSYLEGLKTTLILAIDSLIIGFLLAIVCTLIKNIKLDSHKNNLLMVAIIK

FT                   MINTSINTLFFVLKGIPVAAQAMLIYYSITFLFKGSSNPLHAGIFVLMLNSLASITMIL

FT                   MQNIKFLDKGQIEASHSLGMNQKQVFFFIVFPQTLKRSVPFIFQQLITNIKDSSFFAII

FT                   GITELSWQAQSNMGSTFNPILPFVMISFFYLIIISMTGFLSKILEKNINKLKK"

FT   gene            complement(335373..337178)

FT                   /gene="argS"

FT                   /locus_tag="AYWB_316"

FT                   /note="AYWB316"

FT   CDS             complement(335373..337178)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="argS"

FT                   /locus_tag="AYWB_316"

FT                   /product="arginyl-tRNA synthetase"

FT                   /EC_number="6.1.1.19"

FT                   /protein_id="ABC65433.1"

FT                   /translation="MFIKKITRKKLSKKVFNNFIILSFIIVIQESIFILKSKKKGNAIM

FT                   ILQTTKNKIQNAIQKVLLEELVLQEQPENDKFDFSLPLFAYAKKIKTNPHIIFENIKKK

FT                   IVAINEIQDLIFLNGFLNIKLKRASLAHKILIKINKLQTNYGNSPNQNQTIVIDYSSPN

FT                   IAKNFSVGHLRSTVIGNALKNIYQKLGFKVVGINHLGDWGTQFGKMIVAYQKWGNKEKT

FT                   LKDPINELQKLYVFFHQKAKTNPELNEQANFAFLQLEQQNQKYLDLWKWFREVSLQEFC

FT                   KIYDILGISFDFYLGESFYNDKIAHLFEELEQKKLLKEEDKVLLIELDNLPPGLVKKTN

FT                   GSNLYLTRDLTTFKYRYNTFNCQNILYVVGNEQKLYFKQLAQIIEKMGYCDTKIKHINF

FT                   GLVLMDGKKISTRNHKFTTLIEVINQATILAKKIIEEKNPHLSDINQNARKIAVGAIIF

FT                   NDLKNDRHLDIDFNLETILQFKGQTGPYLQYTAARLNSLLKKEKLDISLIDKTIYQKGH

FT                   YFILAKLLDYFPLILQKAQKDNMPSILARYTLKITQNVNFLYSQEKILTDDKTTTNTNL

FT                   LLIQAVFITLKESLRILGVPFLENM"

FT   gene            complement(337721..338599)

FT                   /gene="nfo"

FT                   /locus_tag="AYWB_317"

FT                   /note="AYWB317"

FT   CDS             complement(337721..338599)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nfo"

FT                   /locus_tag="AYWB_317"

FT                   /product="endonuclease IV"

FT                   /EC_number="3.1.21.2"

FT                   /protein_id="ABC65434.1"

FT                   /translation="MLFLGSHVAMKKPHNFQGSIQTAISYGANALMVYSGAPQNTIRSK

FT                   TEELKIKEALKIAQNNNLSLNNLVGHAPYIINLANPDKTKRAFAIDFLSQELERFAAMK

FT                   INKMVLHPGNYLKTNPQEGISLIAQSLDLIFAKTKHLKTQISLETMAGKGTEIGKRLEE

FT                   LQQIRTLVKNKTRVSFCLDTCHLFDAGYDLKENLEEIIQKIDSILGFQNVSVIHINDSK

FT                   NECNSHKDRHENIGFGKIGFETLLKIIYHRAFVCIPKILETPYINEKEPYKHEIEMIKT

FT                   KNFNPELKNLF"

FT   gene            complement(338683..340056)

FT                   /gene="srmB"

FT                   /locus_tag="AYWB_318"

FT                   /note="AYWB318"

FT   CDS             complement(338683..340056)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="srmB"

FT                   /locus_tag="AYWB_318"

FT                   /product="superfamily II DNA and RNA helicase"

FT                   /protein_id="ABC65435.1"

FT                   /translation="MQNYIQKKILQLQFQTLTPIQKEVFSQFEKPGNLVGIAPTGTGKT

FT                   HAYLLPILSKIDFQKTFTQAIILVPTNDLVFQVWEMFKQIEKTNFTKILYRGMDKQKAI

FT                   TTFEKKQPPLIIATPDKLLEYAFKLKKINLKYVSYLVLDEADMMFDELFLNSLDPLISH

FT                   LKAKILLFSATFNEQLKPFINRYFGKSTFIDVYNQSNLNRTFYLLETTTSKIQTLIHLT

FT                   KVLNPYLALIFVNEKKEQELVFQTLQNDSLKLLNYNSDLSVKQRKKSLKAIHKLKYQYV

FT                   IASDLAARGIDFDASCVIHYNLPSHLEFFFHRSGRTSRMGKKGEIIVLYDPQEIKEKEK

FT                   INKLIQLGITFHKSSLSKGGFIRNQNSKIVTTTKAYKPNKKNKNITNNQTNQKKNFKQN

FT                   KFTKDSNLEAPNETQKKAQEKNNNNKKNKSKQVKPNYKKRIKKKTKPQKQKHFFSNKI"

FT   gene            complement(340198..340470)

FT                   /locus_tag="AYWB_319"

FT                   /note="AYWB319"

FT   CDS             complement(340198..340470)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_319"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65436.1"

FT                   /translation="MKKYKKIEATELIHKQTTTTQANKLEKLKLKPFLFVLTFLLSLIN

FT                   LILLLYLLLCFKTLLFCFFFLMLFLLFLFVFITLFSFLNIRHYNL"

FT   gene            341404..342099

FT                   /locus_tag="AYWB_320"

FT                   /note="AYWB320"

FT   CDS             341404..342099

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_320"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65437.1"

FT                   /translation="MKKLSFLFLFLFFYILGSIPTGLVIGKLTQQKDLRNKGSGNIGAT

FT                   NAFRVLGKKWGILVFLLDFCKGFVPLTIFLHFSEFWPTEPSTQTFLQPHLTMKISLLAI

FT                   SPILGHMFSLFNKFKGGKAIATSVGIITSFNPLIGISGIIFFAIFLRLFGYASLSSIMA

FT                   STLVNIFLWLNYLYCDNFGTLVPIQNQIQKPELFYFSINFATLIIIAKHYSNILRLIKG

FT                   TENKFNFKK"

FT   gene            342215..344230

FT                   /gene="lig"

FT                   /locus_tag="AYWB_321"

FT                   /note="AYWB321"

FT   CDS             342215..344230

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lig"

FT                   /locus_tag="AYWB_321"

FT                   /product="NAD-dependent DNA ligase"

FT                   /EC_number="6.5.1.2"

FT                   /protein_id="ABC65438.1"

FT                   /translation="MQNCDPIKQKIKSLVKQLNKANYQYYNLSDPDLSDQQYDALIKEL

FT                   INLENHYPQFKLPYSPTLKIGGFVEKKFSTIKHKTPMMSLANVFNIEELKAFYDRIVKK

FT                   IPTFSLLTELKIDGVAISLKYQKGILVRALTRGNGIWGEDVTKNAQTIKTIPLRLNEDL

FT                   DLEVRGEIYLSHPDFEKLNAQRKQENKPLFSNPRNAASGTLRQLNSAVVAKRNLSIFVY

FT                   GIADPYLTKPTQKETLVFLTALGFATNPHHYFVSNFENLLSVIEKYKSIKEQLTYDTDG

FT                   IVIKINELVFHSLIGATAKAPRWATAYKFATITSQSIIQNIIFQVGRTGVITPVCEIMP

FT                   VMVDGSLVSKVFLHNYDYICKKDIRIKDHVIVHKAGSVIPEILEVIKSKRTDLQKPTLM

FT                   IEKCPSCKTILEKQPGGIDYFCLNPNCREQKIQKLIHFVSKNAMDINVLGEQTIITFFD

FT                   KNLITKPSDLYLLKNHQHILQEISGFGAKKITNILDAIEASKQKGFEDVLFALGIKHIG

FT                   KKVSQVLAKYFQTIENLQQSTSDTITQIREIGIKIAQSIQQYFSNSCNLEEVTKLKKLG

FT                   VSFQSTNSQKPTTQNIFTNKKIVLTGTLQKYSRLQIQQILEQMGAIITNSLSLKTNYLI

FT                   VGINAGSKLTKAQKLQIPIIEEKELQQIIENNQIKS"

FT   gene            344300..345319

FT                   /locus_tag="AYWB_322"

FT                   /note="AYWB322"

FT   CDS             344300..345319

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_322"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65439.1"

FT                   /translation="MSFNIKIKEEIACQKFLHIENFFELTALLHFGCELEKNHQKTLLW

FT                   FQTKSIKIARRFLILIKTFYPDTNSFLMTSKEYNLPHLKSIHVGIEKDIPLILEKHHFF

FT                   TQNSSVFLPLIKSQKSKKAFLRGIFLCIGFVNDPKKTNYHLEFFHKDSNKIELIKTLML

FT                   HFGLNAKQINHKKGFLVYLKESQMIIDFLRLIGALEMVFQYEKTIIQKDLNHIIKSSIN

FT                   FEISNEKKILTSANLQLKQINLIEKYFQTPNLKPKNTNIKNLKSKKQLPNLEPKLLQIM

FT                   LLRKKNHDASLQELTQKYYHKHKQQITKSGLNYYFQKIKKIACEIETAQTLAPYKEKK"

FT   gene            345316..345696

FT                   /gene="acpS"

FT                   /locus_tag="AYWB_323"

FT                   /note="AYWB323"

FT   CDS             345316..345696

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="acpS"

FT                   /locus_tag="AYWB_323"

FT                   /product="holo-[acyl-carrier-protein] synthase"

FT                   /EC_number="2.7.8.7"

FT                   /protein_id="ABC65440.1"

FT                   /translation="MNMENIGIDLVEIKKIKKIGKDILAARILSSEEHQIYQTIPNTQS

FT                   QLTFLAGRWASKEALFKAFQKPSKINPTCQNYCNWSILNDKNGAPYVKNNTCDTFSNPI

FT                   LISITHTDNYALTLVIVKKLLQ"

FT   gene            345845..347188

FT                   /gene="hcaD"

FT                   /locus_tag="AYWB_324"

FT                   /note="AYWB324"

FT   CDS             345845..347188

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hcaD"

FT                   /locus_tag="AYWB_324"

FT                   /product="NADH oxidase H2O2-forming"

FT                   /EC_number="1.6.-.-"

FT                   /protein_id="ABC65441.1"

FT                   /translation="MKVIVVGCTHAGTAAVKTIKKNNPQADVVVYERNDNISFLSCGIA

FT                   LYVGGVIKDSLGLFYSNPDELVSMDVCTKLKHEVLKLDFDKKEVLVQSLETGKQFKEKY

FT                   DKLVIATGSWPVIPPIKGIDCKNVLMSKNFDHAKDIINYSKNVNKITIVGAGYIGIELA

FT                   ESFAVQKKEVVLVDAEDRIMFKYLDKEFTDVAQKTLTDHGVTLALGQKIAGFKTKDGLV

FT                   THVKTDKNTFETEMVIMCISFKPNTQLFAHHLETSFNGALVVNEYMQTSDPDVYACGDC

FT                   VNVYYNPTQEVKYMPLATNAIRMGTLVGLNIKKPCIKYLGTQGTSGIKIIDLSISSTGI

FT                   TENVAKNLGKNYGTVTIKDANRPEFMPDYDAVMLKLVFDKDTRKILGGQIVSRVDLTEK

FT                   MNTLSVCIQNQMTVEQLAFVDFFFQPHFNKPWGLLNLAGLKALEVKSQ"

FT   gene            347208..347372

FT                   /locus_tag="AYWB_325"

FT                   /note="AYWB325"

FT   CDS             347208..347372

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_325"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65442.1"

FT                   /translation="MREKINWIKKHKRQKTSFVIIVDSVLIPFYHNSNPHSNTLPQKIF

FT                   SSTIKGANK"

FT   gene            347369..347977

FT                   /gene="sodA"

FT                   /locus_tag="AYWB_326"

FT                   /note="AYWB326"

FT   CDS             347369..347977

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="sodA"

FT                   /locus_tag="AYWB_326"

FT                   /product="superoxide dismutase"

FT                   /EC_number="1.15.1.1"

FT                   /protein_id="ABC65443.1"

FT                   /translation="MNFTLPSILYHYNALEPFFDTQTMQLHHLKHHQKYINNLNDALQK

FT                   HPQLNLSLEQMLTDLSLVPQDIRQTVRNNGGGHFNHSFFWTILKVNNGNTPQGLLKEMI

FT                   VCEFGSLETFKDKFANTAKTIFGSGWAWLVLTPQKKLSITFTPNQDVVLNQGTPLLGLD

FT                   VWEHAYYLSYQNRRVDYIEAFFSVLNWEKVKNNLTQALK"

FT   gene            347984..348400

FT                   /gene="nusB"

FT                   /locus_tag="AYWB_327"

FT                   /note="AYWB327"

FT   CDS             347984..348400

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nusB"

FT                   /locus_tag="AYWB_327"

FT                   /product="N utilization substance protein B"

FT                   /protein_id="ABC65444.1"

FT                   /translation="MKRPPNKKESRLLRIELMKLLYQYDFYQNNLTLSQTNTNPIFTFF

FT                   QKIITKLKFIDEIITKSLYDYKINRLNKVDRAIIRLATYELLETNISHAIIIDEAIEIT

FT                   KQFCNLNDEKQHKFNNKLLDQIYRQLQMYKKLIT"

FT   gene            348453..348608

FT                   /locus_tag="AYWB_328"

FT                   /note="AYWB328"

FT   CDS             348453..348608

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_328"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65445.1"

FT                   /translation="MKGLFLFFFDSASINNYEKFTIILYQKLKTKNFKITSLLKIPFSL

FT                   ESIMNG"

FT   gene            348815..349672

FT                   /locus_tag="AYWB_329"

FT                   /note="AYWB329"

FT   CDS             348815..349672

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_329"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65446.1"

FT                   /translation="MNIKLFNQKNKLVSFLCFISSIILILLLLLILSLQKRHSICKPSE

FT                   KIQLTNNQNQNPNQQNLVKTSNLEKSKSQETKQIQPQIKNPKQIIEEKDTLPLYIQTVN

FT                   GKKHYHFILPDSEFMQDGTLKNSETHVYMENLKPTLMHQMICKIQPQYDGWIACFPSFN

FT                   GQDLSGVFLYSVMTGIKTPPLDLVGIYFESPFDNFDVGDWNKYTLDDILQMKNESQNIY

FT                   FFWRTPKMTNIYKKYHLFKPGKEKYHPTFNKPRSPQNSLMLTEEFIDKFIPNSPSKNLK

FT                   ETKK"

FT   gene            350050..351867

FT                   /gene="lepA"

FT                   /locus_tag="AYWB_330"

FT                   /note="AYWB330"

FT   CDS             350050..351867

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lepA"

FT                   /locus_tag="AYWB_330"

FT                   /product="GTP-binding protein LepA"

FT                   /protein_id="ABC65447.1"

FT                   /translation="MNIEQLKERQKCIRNFSIIAHIDHGKSTLADRILEFTGTIDKRIM

FT                   KEQILDSMDLERERGITIKLNAVEINYQSKDGKNYIMHLIDTPGHVDFSYEVSRSLAAC

FT                   EGALLIIDASQGIQAQTLANVYLAVENNLTLIPVLNKVDLPSADVPKVKEEIKETLGLD

FT                   PEKALIASGKTGLGVIDILEQIVTRISPPQGDIQKPLQALIFDSYFDSYKGVVPSIRIV

FT                   NGTVKKGDQIRFMASNSVYEVVEVGVYNPKQIVKDFLAPGDVGYITAAIKSINHVRVGD

FT                   TITSQTNQALLPLLGYKQMNSVVFCGLYPVETNKYDILKEALEKLKLNDSSLIFEPESS

FT                   NALGLGFRTGFLGLLHMEIIQERISREFGVEVIATAPSVIYHVYSTKGEKFLVDNPSKL

FT                   PSTQMIDRIEEPFIKATIMCPEIYIGKVMKLSQNKRGALQNIEYIDSQRVMINYLLPFS

FT                   EIIYSYFDKLKSLTKGYASFDYEIDKYRVSKLQKMDILLNGEIVDALSLIVHHDFAYER

FT                   GKAICETLKEFIPKQMFEIPIQAALGKKIIARQTIKAMRKDVTAKLYGGDVTRKKKLLE

FT                   KQKKGKKKMKTLGKVQLPQKAFLAILATK"

FT   gene            352695..354077

FT                   /gene="tldD"

FT                   /locus_tag="AYWB_331"

FT                   /note="AYWB331"

FT   CDS             352695..354077

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tldD"

FT                   /locus_tag="AYWB_331"

FT                   /product="TldD protein"

FT                   /protein_id="ABC65448.1"

FT                   /translation="MMLNKEDIQKILNLSLDEGADFAELFFENTYSHTLKVIGKDVVSA

FT                   DTYNTFGVGIRLLKGFDEVYGYTNKTDYQNVLSLLLKLKKTFQGKANKVIALQTEKPLK

FT                   NTIQKHYNSMTQEQKAQKLLKLSAIIQNYDPQIIQSITSLSQKEQHVLIANTLGVYQND

FT                   TRSYIRCGLVGVAQRGQEMQEAFESPGRAMGLEFLDLIDLETIAKQVAKQAVDLLDAKS

FT                   LKPQTMPIIINNGFGGVIFHEACGHPLEATAVAKGLSPFCDKLNQKVASEVVTAYDDGT

FT                   IPGAWGSINFDDEGNPTQKKLLIEKGILKDYLIDFRNGRKMKMQSNGSSRRQSYKYSPT

FT                   SRMSSTYIEKGTETPEQIIADTPYGLYAKSLGGGTVVPATGEFNFVVNEGYLIENGKLT

FT                   THVKGAMLVGHGSDILFKIDRVANDLVLGQGMCGSCSGSLPVDVGQPTIRVKEMIVGGN

FT                   QK"

FT   gene            354074..355450

FT                   /gene="pmbA"

FT                   /locus_tag="AYWB_332"

FT                   /note="AYWB332"

FT   CDS             354074..355450

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pmbA"

FT                   /locus_tag="AYWB_332"

FT                   /product="PmbA protein"

FT                   /protein_id="ABC65449.1"

FT                   /translation="MINDLTKTTKQQNQTIHTNPTTNNYQKWLEKGMQQGFEALEIAIH

FT                   ETQTFKLSLEKGKIDACVWSDVASAVIRGIFVNKKTSIALEHLTDSAFDNAFTTLKENC

FT                   QTITSKEPALIFEGSSSYPEVLENNFDFGKVPLEQKQNLLLQLEKIMLQSSYFQATNGI

FT                   VYQEVCYKKTLLNSKGLNLSHKNSYAYLYASAVFQKEGEVEIYGKSVLAKDFVTFNPVK

FT                   LGNEIVEMGEKKLGSKSLVSQKYPVVFSNEMFADLLESFSDIFTGTSAYRNLTKLKDKV

FT                   NCLIASEKVSIIEDPLNDGAYFKEKFDDEGVACQTKPIITKGVFQGFIHNLKTARIFKQ

FT                   APTGNSFGGSTSMINCYLVPGTKNFAEMIKSIQNGIYITDLVGMHAGIQTVSGDFSLQA

FT                   SGFRIEKGKVTTPVKMIVVSGNFFDILKNIETIANDFEFQTSGFGSSSVFVGDLNIGGK

FT                   "

FT   gene            complement(355580..357955)

FT                   /gene="lon"

FT                   /locus_tag="AYWB_333"

FT                   /note="AYWB333"

FT   CDS             complement(355580..357955)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lon"

FT                   /locus_tag="AYWB_333"

FT                   /product="ATP-dependent protease La"

FT                   /EC_number="3.4.21.53"

FT                   /protein_id="ABC65450.1"

FT                   /translation="MKTKSKKLKSDLSIGEFEDIFQEIPEQLPVVVISEIMPIPNVDFR

FT                   IEVSDNSYLKALKESETNANSFVILLTQKGLSHNKPKLTNLQRYGVLAQIITKVKIPHG

FT                   DFKVRFRILQRVKIDKFLQKEPFLKVSYEKVKTVYGSIEEEKALIKLVIEKIMDKPFQL

FT                   LVQNTNNFLDIIKTEPETENITDIIIFNLKIDDLDKYKYLKESHLNKRIFYILQDIQSL

FT                   LIGLDLEQKINEKVKQSIDENQKEFYLREKMKAIQLELGDKAKKEEEIAELRDKIKKTP

FT                   LPPEIKKKALQELSRYQTSSLMAESFVIKNYLDFLLELPWGKTSQDENDLVAIEKSLNN

FT                   QHYGLQKVKERILEYAAVKIMTKKNPQNILCLVGPPGVGKTSLASSIAKALGRQFVRQS

FT                   LGGLKEESEIRGHRRTYIGAMPGRILAGIRDAKTVNPVFLLDEIDKLVTNYNFDPASAL

FT                   LEVLDPQQNINFMDHFLSEPFDLSQVLFIATANYLDNVPEALKDRMEIIEVSSYTEKDK

FT                   INIASKYLLKKQLKNHGITDTNLVIDNDTILYLIRHYTKEAGVRELDRILAELARKTVK

FT                   ECLIKKKEQVIITTKNVTKYLGKEKYLNLLDEQKEKIGSTNGLAYTYFGGDLLPVEVTY

FT                   YKGKGQLVLTGKLGEVLKESAYTALSFIKANCQNLGIDANIFAENDFHIHLPEAAIPKD

FT                   GPSAGITIATSLVSAITQKYIKKGLGMTGEITLRGNILAIGGLKEKAIAANRSGLDTIF

FT                   IPQENLKDIEDIPEEVRNKLNIIPVSNISDVFSQVFVV"

FT   gene            complement(358039..359334)

FT                   /gene="tig"

FT                   /locus_tag="AYWB_334"

FT                   /note="AYWB334"

FT   CDS             complement(358039..359334)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tig"

FT                   /locus_tag="AYWB_334"

FT                   /product="trigger factor, PPIase"

FT                   /EC_number="5.2.1.8"

FT                   /protein_id="ABC65451.1"

FT                   /translation="MKIKKINNQKVQYFFKVSSKELETQLSSAYEKIKSKVEIKGFRKG

FT                   HVPRKIFENHFGKNNLYSDALENIVQTKYQEILQKKDFESMGMPQVIDLNEKKLKDNQN

FT                   FTFGLEFIVKPKVILKKYLGLEITKDELEVKDCEVEEKINSLLEKQATLESKTQNNSLE

FT                   LTDTAVFDFEGFVDEKPFEGGTAKNFSLKIGSGQFLPGFEDQMLGMKQGQNKDINITFP

FT                   SDYHQKKLANKKVIFKVTLHQIKTKKIPQLTDNLVKLLKLANVSTVEELKNNTKKTLLD

FT                   QKKHKEKENIKKQVIEQLVKNSELQIPQEIISQEKTHLQKEFEKQLKQQNLTLEQYKQY

FT                   LGIGDEKMEKEFNQQAQKNLQYRLIIEQVAFQEKLTISKEKIEQQYKNLSNHYKVPVNQ

FT                   IKQNLPEKNLQHSLLMDEALDLVINKAVVVTK"

FT   gene            complement(359689..359844)

FT                   /locus_tag="AYWB_335"

FT                   /note="AYWB335"

FT   CDS             complement(359689..359844)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_335"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65452.1"

FT                   /translation="MGKSKKPLLTHTNKTILGNVLAFYKKNILNRNTSKNHLIRKQKLL

FT                   IIPRNI"

FT   gene            complement(359940..362858)

FT                   /gene="uvrA"

FT                   /locus_tag="AYWB_336"

FT                   /note="AYWB336"

FT   CDS             complement(359940..362858)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="uvrA"

FT                   /locus_tag="AYWB_336"

FT                   /product="excinuclease ABC subunit A"

FT                   /protein_id="ABC65453.1"

FT                   /translation="MKNNKNQFIKVRGARQNNLKNINIDIPKNKLVIITGLSGSGKSSL

FT                   AFDTLYQEGKRRYVESLSAYARQFLGSFEKPNVDSIEGLSPSISVDQKTTSNNPRSTVG

FT                   TITEIYDYLRLIYANIAFPFHPEKNIVLEKQTIEQMINKTNQTFPKQLVLILAPIIERK

FT                   KGTHQKTLEALAKDGFNRVIINDIIYLMDDIPSLTKNQYHNIYVVIDRFEVNSDNQTRL

FT                   FEALEQALNLAQGKVFIMDYKSKNSNDSNKDDNKNKKCQILKLNCNYHLEGINFDIPLR

FT                   ESRLFSFNTPLGACQICKGIGKTAEIDCDMILDYEKPLNKDAILIFKSNNEYNNFASKE

FT                   QELKAVCNHYQIDMTVPLKKIDPQKLNIILYGSPDQIPLTPPLCFSRFSKNTTTKTLKC

FT                   DFFEGIASMLKRRFEETTSEWLKKWLSNYMMEKKCKKCQGQRLNQGALLFKINNKNIYE

FT                   ITDLSIEQTLAFFQNLELSKKDTKIINLALKEVINRLTFLKEIGLGYLSLSRSVTTLSG

FT                   GESQRIRLATQIGSQLSGVLYVLDEPSIGLHQKDNDLLIKSLKKMRDLGNSLIVVEHDH

FT                   DTMLASDYLIDIGPQAGIFGGKVQAFGTPQEVMKNKNSLTGKYLSKKIQIKVPKIRRKG

FT                   NKDHILVTKASKNNLKSINVCFPMQQLIVVTGVSGSGKSTLVNDVLLDCLQKKYSKKNK

FT                   NQQKDFSHLVNDFNKVKKIVEISQDPIGKTPRSNPLTYTGVFDEIRELYSKTKEAQMKG

FT                   YQKGRFSFNVKGGRCEVCSGDGVKKISMHFLPDVYVMCEACKGTRYQKETLSIKYKDKN

FT                   IADILAMSVEEGVLFFQNHPKIKHQLEILQNVGLGYIKLGQSSPTLSGGEAQRVKLASE

FT                   LHKKVIPGALYILDEPTTGLHSEDVRQLLKVLHQMTDKKATIVVIEHNLDVIKNADYII

FT                   DLGPEGGACGGYVVATGTPEQVSQNEKSYTGKYLKKILDEKK"

FT   gene            363479..363646

FT                   /locus_tag="AYWB_337"

FT                   /note="AYWB337"

FT   CDS             363479..363646

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_337"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65454.1"

FT                   /translation="MIKSKNIDYVIDLVYHLNLEKQAKIIVIDRLQITKTTNHLENYRL

FT                   SIDEIMTKLK"

FT   gene            363812..364105

FT                   /locus_tag="AYWB_338"

FT                   /note="AYWB338"

FT   CDS             363812..364105

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_338"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65455.1"

FT                   /translation="MFNINLMMSEFQPKLSKDKEKPINIYNSTLEELYSDYNDNENQKI

FT                   IEVCIKKRSGTKKILIYHFEMITQTFKEIGYVLPYQMETYYLNIRDEVKIIR"

FT   gene            complement(364514..365359)

FT                   /locus_tag="AYWB_339"

FT                   /note="AYWB339"

FT   CDS             complement(364514..365359)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_339"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65456.1"

FT                   /translation="MFKLKNQFSRINLFFISLGLLFLVNHHPLMAIENKKICNLNMKIH

FT                   NIWIQKKEDIVSHVINKNIDQIFSYLTLDYPCYNSTTNNENDLCWRIKEPPNNLLFVFF

FT                   DSGIRSNEDEFYSLEDLNEMGNGAKNMYIFWLTKTLYPQIKTQKDIINKEIFYQLKIKL

FT                   KNIEIEKLNIELNLFKEIKLKLEKEINNQTNIYLNTKKIILNLENDINNLEEINKKNQN

FT                   INLENEKLKQQLNLNYIELQKEKEKFLNQQNNINKLQQELNQKTTTYMGIFNSLYKKIF

FT                   "

FT   gene            complement(365573..365770)

FT                   /locus_tag="AYWB_340"

FT                   /note="AYWB340"

FT   CDS             complement(365573..365770)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_340"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65457.1"

FT                   /translation="MIKLKNQFKIISIYLFVLLGFFLIFNTKCLHAFPGIDLDARKHQL

FT                   EEEINTLIIELTNVFNDTNL"

FT   gene            complement(365836..366357)

FT                   /locus_tag="AYWB_341"

FT                   /note="AYWB341"

FT   CDS             complement(365836..366357)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_341"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65458.1"

FT                   /translation="MATYGEIFFDKIDHKYLNENKISSVNNDNISYRLNTQPEPSNLAI

FT                   FIKNRHPFDRWNKDGDTYNHTTLDGFDSASFDAKADSQLYSYINFEKKQHKGPGGNYLI

FT                   LKYKGPKHFLQEDKDYYLGDAFVHNENFKLTDFHLHFNPIRKTLSIFKDKHNYDKTQEA

FT                   ENNKRTSTDW"

FT   gene            complement(366554..366763)

FT                   /locus_tag="AYWB_342"

FT                   /note="AYWB342"

FT   CDS             complement(366554..366763)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_342"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65459.1"

FT                   /translation="MKILPKELINMIKIKKISKWFLLIIILIVAAFIGFIILTETGVIK

FT                   LPKDPIPTFQETKSAIFKEWERNR"

FT   gene            complement(366803..366979)

FT                   /locus_tag="AYWB_343"

FT                   /note="AYWB343"

FT   CDS             complement(366803..366979)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_343"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65460.1"

FT                   /translation="MKDNMNKLTDKTAEYNQTKEIIDKQKTWKGSIQPFTTKIKDDVNK

FT                   KIDKVTSWFRKWF"

FT   gene            complement(366976..367425)

FT                   /locus_tag="AYWB_344"

FT                   /note="AYWB344"

FT   CDS             complement(366976..367425)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_344"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65461.1"

FT                   /translation="MENLQNQLQEQKSLIETKNQELITNQALSAQEKQTLQDEINQLNT

FT                   EFQQKEKEYQTIITQKDQEISQLNQIINQQAEEINRLSDELEQQIDKWVQQGLHIQALE

FT                   GTIKALENASGKYIEENAELRHEINKLKEQIKDEQKKPMKQLKKL"

FT   gene            367799..368134

FT                   /locus_tag="AYWB_345"

FT                   /note="AYWB345"

FT   CDS             367799..368134

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_345"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65462.1"

FT                   /translation="MLVSFISSPSGGVCWSCSCWRCFGSVVGLLTEPLSGIVKVISYTF

FT                   VNCCIYDVVSFLCFFFIVSSLISLLLVKVDSSFSIIVVFGACKMGVGGFSILLVNCCGG

FT                   LGVFVSS"

FT   gene            complement(368357..368602)

FT                   /locus_tag="AYWB_346"

FT                   /note="AYWB346"

FT   CDS             complement(368357..368602)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_346"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65463.1"

FT                   /translation="MFLLPFILIGGAIYWTLFKFFPEVLDQINAFTSDAVTKTKSLYDK

FT                   TTQPIRKVIEYIYYKLTGNDKDPNHIPSPQTKLDII"

FT   gene            complement(368855..369310)

FT                   /locus_tag="AYWB_347"

FT                   /note="AYWB347"

FT   CDS             complement(368855..369310)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_347"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65464.1"

FT                   /translation="MQRLKTREEKLRKELHLCENRISTQPEPSNLAIFIKNRHPFDRWN

FT                   KDGDTYNHTTLDGFDSASFDAKADSQLYSYINFEKKQHKGPGDNKLILKYKGPKHFLDE

FT                   DKDYYLGDAFVHNENFKLTHFHLHFNPIRKTLSIFKDKHHVKPQNNN"

FT   gene            complement(369298..369660)

FT                   /locus_tag="AYWB_348"

FT                   /note="AYWB348"

FT   CDS             complement(369298..369660)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_348"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65465.1"

FT                   /translation="MLPSDLEEALKLKLKINPDYQQTKQRREACENQYYQWSQGINQYL

FT                   AKSKDETKIECHYTFDGLNGINYYRQQHSQTKTDLENTTKKLTQIHQENKILKNTNKQS

FT                   KTKTKKSLILKIKCKD"

FT   gene            complement(369672..369941)

FT                   /locus_tag="AYWB_349"

FT                   /note="AYWB349"

FT   CDS             complement(369672..369941)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_349"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65466.1"

FT                   /translation="MGATNNLDKIDSALRSRFSKEIYVGNLKDSEIEGYLKHNIIPYQI

FT                   SYHTFLALKDIAQLCQGKKLSNRDLTTIIEEAYKKPLNGKLKIL"

FT   gene            complement(370193..370348)

FT                   /locus_tag="AYWB_350"

FT                   /note="AYWB350"

FT   CDS             complement(370193..370348)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_350"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65467.1"

FT                   /translation="MENEKEELEDLLTYFQNNQSLINFDKIRPKGYLLYGPPGTGKTFF

FT                   NQSFMW"

FT   gene            complement(370952..371122)

FT                   /locus_tag="AYWB_351"

FT                   /note="AYWB351"

FT   CDS             complement(370952..371122)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_351"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65468.1"

FT                   /translation="MMKLKTKIYLSFLGFLLLGLIILLIIGLYQTNQTPNKIGKVTNHP

FT                   QLDSTKQQEFD"

FT   gene            complement(371206..371661)

FT                   /locus_tag="AYWB_352"

FT                   /note="AYWB352"

FT   CDS             complement(371206..371661)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_352"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65469.1"

FT                   /translation="MEYNPINSKLMKRKNIDDSIEEFDDNAERFKEIDKNGKVKYFKTK

FT                   IYKNISDFKKLFINDKGLEINLLESRIFNLKDLKASGYTLEQLISFGYSLQDLKDAGYI

FT                   SIEEFENLGYNLYELRTMGYISVLQIIIFFPSYDLNKLRIAGYINFR"

FT   gene            complement(371923..375111)

FT                   /locus_tag="AYWB_353"

FT                   /note="AYWB353"

FT   CDS             complement(371923..375111)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_353"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65470.1"

FT                   /translation="MLNIYKIKHYFCSIFFCLFSIIFFFIFFFWISYCLSKQKILKFQK

FT                   TNKMHKQIQQINYKNEYNPNIYNKKTEEKCEKQNPKTCQKPIIPLEEYDPIEELKLSKY

FT                   MSEPAVVTVINALKDKHEQLYKKHLLVKYLTDYLMTKNNSIKTLTDKLKEKKEELEEEK

FT                   NQLITAKEELKTKDNSIKTLTDKLKEKELELEEEKNQLITAKEELKTKDNSIKTLTDKL

FT                   KEKELELEKEKNQLITAKEELKTKDNSIKTLTDKLKEKELELEEEKNQLITAKQELKTK

FT                   DNSIKTLTDKLKEKELELEEEKNQLITAKEELKTKDNSIKTLTDKLKEKELELEEEKNQ

FT                   LITAKQELKTKDNSIKTLTDKLKEKELELEEEKNQLITAKEELKTKDNSIKTLTDKFKE

FT                   KELELEEKKNQLITAKQELEEEKNQLITAKEELKTKDNSIKTLTDKLKEKELELEEEKN

FT                   QLITAKQELKTKDNSIKTLTDKLKEKELELEEEKNQLITAKQELEEEKNQLITAKEELK

FT                   TKDNSIKTLTDKLKEKELELEEKKNQLITAKQELEEEKNQLITAKEELKTKDNSIKTLT

FT                   DKFKEKELELEEKKNQLITAKQELEEEKNQLITAKEELKTKDNSIKTLTDKFKEKELEL

FT                   EEKKNQLITAKQELEEEKNQLITAKEELKTKDNSIKTLTDKFKEKELELEEKKNQLITA

FT                   KQELEEEKNQLITAKEELKTKDNSIKTLTDKFKEKELELEEKKNQLITAKQELEEEKNQ

FT                   LITAKEELKTKDNSIKTLTDKLKEKELELEEKKNQLITAKQELEEEKNQLITAKEELKT

FT                   KDNSIKTLTDKFKEKELELEEKKNQLITAKQELEEEKNQLITAKEELKTKDNSIKTLTD

FT                   KLKEKELELEEKKNQLITAKEELEEEKNQLITAKEELKTKDNSIKTLTDKLKEKELELE

FT                   EEKNQLITAKEELKTKDNSIKTLTDKFKEKELELEEEKNQLITAKEELEEEKNQLITAK

FT                   VELKTKDNSIKTLTDKFKEKELELELEEEKNQLNYSHKNKFFFFTILTIINLLFLNIFI

FT                   LYKTYKFYRVNYKE"

FT   gene            375612..375923

FT                   /locus_tag="AYWB_354"

FT                   /note="AYWB354"

FT   CDS             375612..375923

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_354"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RNA polymerase sigma

FT                   factor"

FT                   /protein_id="ABC65471.1"

FT                   /translation="MLRQKLFKDFFKNKKNLEIRNQLIELHLPLLKKLAYHFKYYPKVL

FT                   TKEDLYQEGILGLIKALNNYQDLGYDFIAYATPTIKKATHLQFPKKQTNYRPKTKLYL"

FT   gene            376940..377311

FT                   /locus_tag="AYWB_355"

FT                   /note="AYWB355"

FT   CDS             376940..377311

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_355"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65472.1"

FT                   /translation="MKVENKIKAKKEKYLLQQNRIKALCLQEKYFCGHRKINDLYQKTF

FT                   NENITKKKIYTIMKENGIFCRLRIKKNKYYYKNNLKAKLKVVDNLINQDFISTQPMQKL

FT                   FTDITYFNSPRIFIFFLYY"

FT   gene            377554..377715

FT                   /locus_tag="AYWB_356"

FT                   /note="AYWB356"

FT   CDS             377554..377715

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_356"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65473.1"

FT                   /translation="MKTILQHQHPFLFQKSPEKVKKIINYFPKFWNNQWILAKLNYSSP

FT                   SQYCQNFR"

FT   gene            complement(378304..379188)

FT                   /locus_tag="AYWB_357"

FT                   /note="AYWB357"

FT   CDS             complement(378304..379188)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_357"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65474.1"

FT                   /translation="MSSFRIGNKHYKIIPFLITTGTFLFFVFWIGGLAYEYFLETEERR

FT                   KLQEVDIKEKARELNNDIYIENKKLKEENEHLKNVPYEFIRGNGEKQYYNLFTHKLVKK

FT                   IDNDNNIFEYDKNNGFLLKKTDKYNNVEEYGSHGKLIKKTLSDGVWTEFNPVNDKMVKR

FT                   KNIDNSIEEFDDNEEKFKEIDKNGKVKFFKTKLYKYPSEIDYYDGKTIYYIEEYDQQTG

FT                   KLITKTIYRPDGKTIYYIEEYDQQTGKIIKETTFESDGKTINYIEKNDSQTGKRINKIY

FT                   YNPDGTIKEIINH"

FT   gene            complement(379223..379672)

FT                   /locus_tag="AYWB_358"

FT                   /note="AYWB358"

FT   CDS             complement(379223..379672)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_358"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65475.1"

FT                   /translation="MTTLIYPLKLFSSFFDFLMQILKIFIDVFYTIIGYIKSYITSLTG

FT                   QKLMDPSESMWGKIKEIAKMIFSVAVGGSVIYFLKEIKNFVLNSFIKIGDLLFKIVLRI

FT                   LDIISIVLKLFLFLFKKVIIILSFILSFFINFLYLWVFENDKKML"

FT   gene            380160..380786

FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_359"

FT                   /note="AYWB359"

FT   CDS             380160..380786

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_359"

FT                   /product="RNA polymerase sigma factor"

FT                   /protein_id="ABC65476.1"

FT                   /translation="MLRQKLFKDFLKNKKNLEIRNQLIELHLPLVKKITYHFKYCPKVL

FT                   TKEDLYQEGILGLIKALNNYQDLGYDFIAYATPTIKSAINELIRKSHSPSIPQKTTKPN

FT                   NISFKEEQYKQPNWDKILNPHQLWLKQVKHELLIKKLKTKLSKNEFNVICLNFGISLEN

FT                   NNKPNQQPLSNHAIAQKLNLKLSQIEDLKDNAIRKLNPNYKNKEK"

FT   gene            complement(381167..381373)

FT                   /locus_tag="AYWB_360"

FT                   /note="AYWB360"

FT   CDS             complement(381167..381373)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_360"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65477.1"

FT                   /translation="MPRKAAPRDNAVIENFFGQMKSILFYRDPFLFQNPMTKMKTIINQ

FT                   FPAFWNKKWILAKLNYLSPIQYA"

FT   gene            complement(381379..381738)

FT                   /locus_tag="AYWB_361"

FT                   /note="AYWB361"

FT   CDS             complement(381379..381738)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_361"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65478.1"

FT                   /translation="MSFKKQKNKYHYQQLKSQLKIVPNLINQDFKTYKPMQKLFTDITY

FT                   FKTPQGFLYFSCIIDSFNNQIVASHISNHQNKNLVLNTIKKMPKLKKPCIIHSDQGTVY

FT                   QSQKVQQNLTKKGFF"

FT   gene            complement(381693..381851)

FT                   /locus_tag="AYWB_362"

FT                   /note="AYWB362"

FT   CDS             complement(381693..381851)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_362"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65479.1"

FT                   /translation="MHEYLFGHRKITHLYQKIFNEPITKKKVYFIMKEKGICCRLRSKK

FT                   INIIINN"

FT   gene            382120..382746

FT                   /locus_tag="AYWB_363"

FT                   /note="AYWB363"

FT   CDS             382120..382746

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_363"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65480.1"

FT                   /translation="MKKEINQGIIKGGWETKSTPNDLVQIKNFLQTLKGELLNITIVSH

FT                   SKKKNSYQQTNYRPKNQTLFVDPQILDEMKKYRIEIIKNHSSENDNNLTLTNPITPPKH

FT                   QNNTLKTHFPIFQINYLNEQKDYIKELISKITIDKLETLKLYKLDAKKVDKYNNPIKTN

FT                   YKKGLNVIYYQSEDLKHIKLFLTKNKQGYRVKKIHPMYKYISKIK"

FT   gene            383169..383465

FT                   /locus_tag="AYWB_364"

FT                   /note="AYWB364"

FT   CDS             383169..383465

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_364"

FT                   /product="fragment of Tra5 transposase"

FT                   /protein_id="ABC65481.1"

FT                   /translation="MKKIAKIIEKEKQKNKLLQTLMKKNQKTDKKTVFELVKQFNQKLN

FT                   LTTILKTIKTKRSTYYYWLKVKNKIKAKKRKILITTKSHQSFMFTRKIFLRSS"

FT   gene            383530..384135

FT                   /locus_tag="AYWB_365"

FT                   /note="AYWB365"

FT   CDS             383530..384135

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_365"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65482.1"

FT                   /translation="MKENGIFCRLRIKKNKYYYKNNLKAKLKVVDNLINQDFISTKPMK

FT                   KLFTDITYFKTPQGFLYFSCIIDSFNNQIIASHTSKHQNKELVLNTIQKLPLLKEPCII

FT                   HSDQGTVYQSQKVQQTLIKKGFLISMSRKATPRDNAVIENFFGQMKTILQHQHPFLFQK

FT                   SPEKVKKIINYFPKFWNNQWILAKLNYSSPSQYCQNFR"

FT   gene            complement(384610..384963)

FT                   /locus_tag="AYWB_366"

FT                   /note="AYWB366"

FT   CDS             complement(384610..384963)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_366"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65483.1"

FT                   /translation="MLKSTTQCKIIYLCLIIFVGLLFIINNQQLMAMNNDNNNNEIRNE

FT                   IREINNRILELALEKKQLSNQMSLNPIRSFANLELNIRNRAIYLELNNLYDRLRIIGQQ

FT                   PINPNQPNNPLNR"

FT   gene            complement(385077..385379)

FT                   /locus_tag="AYWB_367"

FT                   /note="AYWB367"

FT   CDS             complement(385077..385379)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_367"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65484.1"

FT                   /translation="MIKLKNKFQIISVFLFTFIGLLFIFNTKCLYALPGITLETQKIRL

FT                   EERKNELKSQEIVLSQEPRNNVNIERLCHVRTEIVKINMEIYMIMQQIQMRDIIQ"

FT   gene            complement(385372..385863)

FT                   /locus_tag="AYWB_368"

FT                   /note="AYWB368"

FT   CDS             complement(385372..385863)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_368"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65485.1"

FT                   /translation="MFKIKHHLLFLNIFVFFGLGLFLITSNNYIMAMGNKNSNNNEISN

FT                   DEEYALYVQAEFSIQNELTNFKFNNEKKSELLYKQTCITKAIQKYNKRKNNHQLSTPYD

FT                   NRPESFQNNLHSLTENNNNLSGDLQYINLTKNNSNIYSVDKPESYKKNDSKNKGVIIND

FT                   "

FT   gene            complement(385948..386340)

FT                   /locus_tag="AYWB_369"

FT                   /note="AYWB369"

FT   CDS             complement(385948..386340)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_369"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65486.1"

FT                   /translation="MELYLKMIKLQKKIKIIYLCLITFIGILFIFNNPLMAMHNGNATP

FT                   NNGHHNTNFETQARILQEMNREQAIIVQQIFNARNNNASKEIINNLVRQNIQLSQRISN

FT                   QQIILHNAMPHENNRNQLNNSNNRRR"

FT   gene            complement(386358..386723)

FT                   /locus_tag="AYWB_370"

FT                   /note="AYWB370"

FT   CDS             complement(386358..386723)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_370"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65487.1"

FT                   /translation="MLKLKNQFKIISIYLFVFIGLLFININQVIASPKKESSDKKRDIP

FT                   KINKSEEKNKKQKEDIKRFYTIHKEFKEYSIEKNNEIIKILENPELMEILKQKAEEETK

FT                   NLKEEGSSSKQPDDSKK"

FT   gene            complement(386744..387349)

FT                   /locus_tag="AYWB_371"

FT                   /note="AYWB371"

FT   CDS             complement(386744..387349)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_371"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65488.1"

FT                   /translation="MMNFFKKYRIAILIITVLVISFIIGIFEGLYETKQELKSLSNFHE

FT                   ELDNNPKINHPPRTKRDIEPPKPKIQITQTNYEQIKSYILSENENEVLTLNLPEEEKNE

FT                   IEKIKNSWKKCLDYLNEHQKWINEYQQKCDDYNKKISQLNPQDEFDKIKIKSLTNQLEG

FT                   AEGLKNNSIKSFDRRLKEYKQSALSSLNSLYEINPNEG"

FT   gene            complement(387455..388006)

FT                   /locus_tag="AYWB_372"

FT                   /note="AYWB372"

FT   CDS             complement(387455..388006)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_372"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65489.1"

FT                   /translation="MHIRMQTYEKENEASAGNIIKWGFKTFDKITDLIPAKYGMKIIGK

FT                   SITFTRKFSQGMTKATLILHEGHRLWHMYNEVANENKESLPMITKEALEMYTKDIDRDL

FT                   AKIDADHKDYQKKLEEYNNRMKQENIQQEQLEIKLEPIDEEINTIKEELKLQNPNYTRT

FT                   QKRIKQTNQNKIPELISIPA"

FT   gene            complement(388217..388939)

FT                   /locus_tag="AYWB_373"

FT                   /note="AYWB373"

FT   CDS             complement(388217..388939)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_373"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65490.1"

FT                   /translation="MKTPLDLIKTYLTFKSYFTWFLMASAIFGIVLFFKRKLSTNQTTY

FT                   NNHTWKGYLTYFLIIIGILSFIYLCFFHKPKEPSSKYAGQLAQEIDKAIDKYDEVINNY

FT                   QGLKDNWEQELTKVEVELKKLYEEQKITQEQKEKIKELINQTETKINEIKTQKQETENN

FT                   INVLKEQLKQKEEALANKEKEIKLTEKQITESTDLTEKEKLRTKLDILYDKKIALVKQI

FT                   TEIKSQIGTLEIKIKILN"

FT   gene            complement(388942..389553)

FT                   /locus_tag="AYWB_374"

FT                   /note="AYWB374"

FT   CDS             complement(388942..389553)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_374"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65491.1"

FT                   /translation="MVTELFIKAREETQKGKGAIIFLDECETIFTAINTLKPGSEDANI

FT                   VNQFKTEMTSFENNKDKPIFIIGATNHIAQIDEAIKSRFTYNIEVKPGNKEERKAFLEF

FT                   LINKRKNPYSEEAKKYLYNIINESLERLPVNHQFKKANRTLENLLKTTVATFAKNRGQG

FT                   ETRRNEINQEDLKQAYKMIISQDDTILNTIEQEIKAKGGK"

FT   gene            complement(389598..390071)

FT                   /locus_tag="AYWB_375"

FT                   /note="AYWB375"

FT   CDS             complement(389598..390071)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_375"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65492.1"

FT                   /translation="MVLFLSTYVWIHHQTLTETEKNLITHHKKLENQNKNLQEMKYKLQ

FT                   QNKDIIQNQITNTNKESQEETKTNLKQLNNQEESLFTPSNNQKFPSFNQLIGFKEEKQA

FT                   VEGFIDYLNNKENYTNIGEVDSPLGILMYGVPGTGKTTLARALAKETNLPFLK"

FT   gene            complement(390191..390799)

FT                   /locus_tag="AYWB_376"

FT                   /note="AYWB376"

FT   CDS             complement(390191..390799)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_376"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65493.1"

FT                   /translation="MNKKIKNKNKILTIITIIIAIFFTTTSIFALTNYFSKQRKEKIQL

FT                   MNNLPFFTIERTGGNNEDKTLLPIPIPNLNEQKYNHLITIEHEATLNSDGMDINVPLYL

FT                   KISTKYDTLQTFTNPEKYLNVGLKVDNNDYNDTKRPQIRLNDKGIGSLKIQISIEQKEI

FT                   ITNKNPQLELICDYELVDSQGKAFDGGSQTIENKISNLS"

FT   gene            complement(391111..391401)

FT                   /gene="himA"

FT                   /locus_tag="AYWB_377"

FT                   /note="AYWB377"

FT   CDS             complement(391111..391401)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_377"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65494.1"

FT                   /translation="MTKKELIKNIAEVNKTSISKTEEFYHSFEHTLIESITSNEEVILS

FT                   SKIGKFILKTRKAYTGRNPQTGKKLKISAKTVVSFKLSKTIKDKVKDLTLE"

FT   gene            complement(391582..391917)

FT                   /gene="ssb"

FT                   /locus_tag="AYWB_378"

FT                   /note="AYWB378"

FT   CDS             complement(391582..391917)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ssb"

FT                   /locus_tag="AYWB_378"

FT                   /product="single-stranded DNA binding protein"

FT                   /protein_id="ABC65495.1"

FT                   /translation="MLNNIQLIGRITHDLEKQYINSNNEQITKIDFQLAVNQTKDKVQY

FT                   IPCVVFRTQAENFHKYLHKGSKIYLEGTLSIQKYTNNEGQKKTNTKVIVHKVIFLDNKS

FT                   QTDNLPF"

FT   gene            complement(391951..392835)

FT                   /gene="dam"

FT                   /locus_tag="AYWB_379"

FT                   /note="AYWB379"

FT   CDS             complement(391951..392835)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dam"

FT                   /locus_tag="AYWB_379"

FT                   /product="adenine-specific methyltransferase"

FT                   /EC_number="2.1.1.72"

FT                   /protein_id="ABC65496.1"

FT                   /translation="MSFYFIYGLRNTKMQKFINWVGCKKKLLPHLLPLIPKKFKTYYEP

FT                   FLGSGALYLSLMPKKAILNDNDTQLIQIWKSILYNPQDFYNKALAFENFIYQYPKSQQK

FT                   QQKEAFKTLLNQYNHLLTKNKNRSTKASLFFILSKYCFRGILRYKDNTSLYTNFGYKSK

FT                   YKTSLLNLNDLFSLQKHFQKNKHVLLCTDYQKIIAATKKDDFLFIDPPYYNGKNITISS

FT                   FDKGVFGFTEQVKLFNCLEKADKRGVKWLYTNYDTPEIRALFKNYYFQSIKSSTSHNLT

FT                   NKNNNHEIIITNY"

FT   gene            complement(393185..393619)

FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_380"

FT                   /note="AYWB380"

FT   CDS             complement(393185..393619)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoD"

FT                   /locus_tag="AYWB_380"

FT                   /product="RNA polymerase sigma factor"

FT                   /protein_id="ABC65497.1"

FT                   /translation="MLREKIFKDFLKNKKNLEIRNQLIDLHLPLVKKLVSKFKYYPCVL

FT                   QKQDLYQEGVLGLIKALDNYVDLGYDFIAYATPTIKSDIRESIRKSHSPSVPQKIHKTN

FT                   NPSFQEEKHTWHYQILNPNQLWLKQIHHELFLKKLKNQIK"

FT   gene            393853..394044

FT                   /locus_tag="AYWB_381"

FT                   /note="AYWB381"

FT   CDS             393853..394044

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_381"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of single-stranded DNA binding

FT                   protein"

FT                   /protein_id="ABC65498.1"

FT                   /translation="MQYIPCVVFRNQAENMSMYLHKGSKIYAEGALLIPKYTTNEGKTR

FT                   TTTKVIIQNVIFLDNKSK"

FT   gene            394105..394356

FT                   /locus_tag="AYWB_382"

FT                   /note="AYWB382"

FT   CDS             394105..394356

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_382"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of DNA-binding protein HU"

FT                   /protein_id="ABC65499.1"

FT                   /translation="MNKKELIKSIAEVNKTSITQTEEFYNSFENALIKAITSNEEVVLS

FT                   SKIGKFILKTRKAHITPETKFIINKQTGKKQSKELVKI"

FT   gene            394632..395084

FT                   /locus_tag="AYWB_383"

FT                   /note="AYWB383"

FT   CDS             394632..395084

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_383"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65500.1"

FT                   /translation="MWIFSIFAIISNFLLNYTKGFTTAEIMERRLDGIQTTLFTILIVT

FT                   GFKPIFKLITNIIVFIKETISNKKLQTLEIKNNTQSERKIKMTDSNFTIGFVSGALFVT

FT                   GLCFVFKYLFFSFLQLFNPNDTYPIIIQGSFNGGNFLMVFKTNSLF"

FT   gene            complement(395510..395692)

FT                   /locus_tag="AYWB_384"

FT                   /note="AYWB384"

FT   CDS             complement(395510..395692)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_384"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65501.1"

FT                   /translation="MTKKVDKYNNPIKTNYKKGLNVIYYQLEDSKHIKLFLTKNKQGYR

FT                   VKKIMSGCLSNFNKK"

FT   gene            complement(395821..396216)

FT                   /locus_tag="AYWB_385"

FT                   /note="AYWB385"

FT   CDS             complement(395821..396216)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_385"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65502.1"

FT                   /translation="MVYFNDTNYHVVRIYQNNNFINKMIADVKKIFIITTQSKTRIITK

FT                   NLFKTIKQNKIQLRPSNRSSFFYTIFYERKKYEFINKNIIFVFKSLLFCILIFILSSHI

FT                   SSLFALLFWLFYISHFIDKIIDFIFSG"

FT   gene            complement(396240..396410)

FT                   /locus_tag="AYWB_386"

FT                   /note="AYWB386"

FT   CDS             complement(396240..396410)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_386"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65503.1"

FT                   /translation="MFSASLDGYNSKTNTLLEIKYPYVNENNTISTSWNGFLKPNKPHQ

FT                   LLVPSSMSTLL"

FT   gene            complement(397088..397537)

FT                   /locus_tag="AYWB_387"

FT                   /note="AYWB387"

FT   CDS             complement(397088..397537)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_387"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65504.1"

FT                   /translation="MNLNLKKVHYTSFFLFMIFLLFIFINYSQKSNLVYAGQVYSEIKK

FT                   TDSSEKLFDSSETKIELLRSQIDDLSRKRNAILKEIARLEETLSFHLEIRNKKNPNTSE

FT                   RNSSFLKFQISFLKDKKSSLKKNLYEITLEQIDLEIKLRKKITCK"

FT   gene            complement(397712..398053)

FT                   /locus_tag="AYWB_388"

FT                   /note="AYWB388"

FT   CDS             complement(397712..398053)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_388"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of ATP-dependent Zn protease"

FT                   /protein_id="ABC65505.1"

FT                   /translation="MMTIKDRLLNPKKTHRPRPFVKNRHPFDRRHEDGDTYDMTIANRA

FT                   DDSQLYLYVSLEKQIHKVPGSNYLILHFNPKRKTLSLFQDKQNNDKVQESENNKRTNSE

FT                   LRLMINNRC"

FT   gene            398713..398976

FT                   /locus_tag="AYWB_389"

FT                   /note="AYWB389"

FT   CDS             398713..398976

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_389"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65506.1"

FT                   /translation="MTKLKKLAIELNIVIIILSQFSRDTYSNYQGKSTEITALKGSGGI

FT                   ETNSDIVLMMSEFKPKLSKDKEKPINIYNSTLEELYSDYNDD"

FT   gene            complement(399503..399952)

FT                   /locus_tag="AYWB_390"

FT                   /note="AYWB390"

FT   CDS             complement(399503..399952)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_390"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65507.1"

FT                   /translation="MFGFSRTCFSCPQESFLALFPYDIIKEIELSSFPIVNFIFSNIFE

FT                   WNIKKIINGRNIKIPHNLTLLFKSYMTPNQVQNSNYFSLNLSSIQPKNYFLNKNFKKYF

FT                   KLQKLKLKLKKDYEKKDIKILNKVECQYWYRYLENNYIQSFQLSP"

FT   gene            complement(400792..400962)

FT                   /locus_tag="AYWB_391"

FT                   /note="AYWB391"

FT   CDS             complement(400792..400962)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_391"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65508.1"

FT                   /translation="MDILTKPTPKAKTPPPNLVEVYDLDAIKATEESKLKKRVNRICNK

FT                   TFSRRKNPKRN"

FT   gene            complement(400967..401194)

FT                   /locus_tag="AYWB_392"

FT                   /note="AYWB392"

FT   CDS             complement(400967..401194)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_392"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65509.1"

FT                   /translation="MAKAAWEKTKDFAHYINERCKNFLEWLGFPLKLIPYIFNSIIIAF

FT                   GLILGLSCLGIPVIGPCIGLTILIATGIYI"

FT   gene            complement(401346..401591)

FT                   /locus_tag="AYWB_393"

FT                   /note="AYWB393"

FT   CDS             complement(401346..401591)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_393"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65510.1"

FT                   /translation="MAKKIIITKKSQPKPPNKPNVKKPKTKSLIKQPPTQKPTKIPIKK

FT                   SKNKSTSNKNNYKITYNQKTFKTNYQKQSKTSKNNC"

FT   gene            complement(401598..401885)

FT                   /locus_tag="AYWB_394"

FT                   /note="AYWB394"

FT   CDS             complement(401598..401885)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_394"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65511.1"

FT                   /translation="MLLNLYYEKLNYYNLITFDGLLIETSDFIEFVEINNGLIYNRPVF

FT                   IDEFQERFDKINKNLDKLIDELEKNEKRFKRNNENKEIINKLNETNKESE"

FT   gene            402278..404716

FT                   /locus_tag="AYWB_395"

FT                   /note="AYWB395"

FT   CDS             402278..404716

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_395"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65512.1"

FT                   /translation="MIAITKKERCITRQMKTNNLSKKSKSLLVFSLLFLVSLFFIFNII

FT                   NSNIMANGADEETPKDTAVDDTLSKLVNEAVDAEVSQWVKDEDKDAVTNKVDKTELVND

FT                   AKVLQQVKDKVTTFAAQVKKTFVEKELNQVLKSSEVKTTFKTNVTKKVKTAIKVLFDEK

FT                   VVALLKEDEEEEVKTAIKGKAPIVENKLTKTVDELAKEAIKALVQDKAVTLLDANTEKT

FT                   VKDEVKSEVKEVTQKLDKKVAELAQEAKTAGTEDKVAKDTVVNDVLSKLVNEAVDAEVS

FT                   QWVKDEDKDAVTNKVDKTELVNDAKVLQQVKDKVTTFAAQVKKTFVEKELNQVLKSSEV

FT                   KTTFKTNVTKKVKTAIKVLFDEKVVALLKEDEEEEVKTAIKGKAPIVENKLTKTVDELA

FT                   KEAIKALVQDKAVTLLDANTEKTVKDEVKSEVKEVTQKLDKKVAELAQEAKTAGTEDKV

FT                   AKDTVVNDVLSKLVNEAVDAEVSQWVKDEDKDAVTNKVDKTELVNDAKVLQQVKDKVTT

FT                   FAAQVKKTFVEKELNQVLKSSEVKTTFKTNVTKKVKTAIKVLFDEKVVALLKEDEEEEV

FT                   KTAIKGKAPIVENKLTKTVDELAKEAIKVLFDEKVVALLKEDEEEEEVKTAIKGKAPIV

FT                   ENKLTKTVDELAKEAIKALVQDKAVTLLDANTEKTVKDEVKSEVKEVTQKLDKKVAELA

FT                   QEAKTAGTEDKVAKDTVVNDVLSKLVNEAVDTEVSQWVKDEDKDAVTNKVDKTKITAKG

FT                   KFANVTQKLDKKVAELAQEVFKTYKDKTKLLVALGVFLALLVFAAFVLYFIKKNKKLIK

FT                   "

FT   gene            405259..405522

FT                   /locus_tag="AYWB_396"

FT                   /note="AYWB396"

FT   CDS             405259..405522

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_396"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65513.1"

FT                   /translation="MIYFNWGFGIAIKNFLIHSQTLEIPIIDNFPEKEKEYNNIEQFLN

FT                   RQTADSLFELTILSHKDQKTNYAWSLQYLYVPQDFLNQLNTY"

FT   gene            406474..407079

FT                   /gene="nfnB"

FT                   /locus_tag="AYWB_397"

FT                   /note="AYWB397"

FT   CDS             406474..407079

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nfnB"

FT                   /locus_tag="AYWB_397"

FT                   /product="nitroreductase"

FT                   /protein_id="ABC65514.1"

FT                   /translation="MDFLKIKSVRQFCANHEIQNNILEAILGTVFQAPSAFNLQPWRFF

FT                   VFKGEKSKQKIAPFLYGNKTQLETCSAMILLCCDTQKNTLAEKIYQQEFLKKQISDTTK

FT                   LQIITKIDDYYKQISQSKLKNELFLEGGIGALQLMLAAKKYGYDVCPMGGFNAKKINEG

FT                   LNIDFQYLPVLLVAIGKSQEKPKNKAFRMDCKDFIFWM"

FT   gene            408194..409963

FT                   /gene="uvrC"

FT                   /locus_tag="AYWB_398"

FT                   /note="AYWB398"

FT   CDS             408194..409963

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="uvrC"

FT                   /locus_tag="AYWB_398"

FT                   /product="excinuclease ABC subunit C"

FT                   /protein_id="ABC65515.1"

FT                   /translation="MSILLEKIKTLPPNPGCYLFKNTKDTIIYVGKAKNLKKRVQSYFT

FT                   KRNNLKTAMLIEETQDFFYIITNNEQEALILEANLIKTHTPKYNFKLLDDKTYPYIEIT

FT                   KEKHPQLKISRFKQIPPGKIIFGPYPNLKSTKETLKLLHLLYPLRRCQLASKKPCLHFH

FT                   INQCLGACAGKTINYKPNIDAITKFLKGNIKDILKKLHHLMQKASEKMFYEKAQEYRDI

FT                   IDSIKQTTKKQLISNQKLKNCDIFAYAFNQDQIAIQILKIRQGNIVDSYRSVFSYVGFV

FT                   CENILTYLNCYYQKNIKPDIIITGKNQDENILQQTITNQTLLEQILQTKVNIYHKGDKK

FT                   KLFLLALKNAQNDLSHNNLIYQSKDQKIQEALNKLAIIFNKDIKRIDVFDNSQLFGKAF

FT                   VAARIVFNHFEFDKKLYRTFHIKGELPNEYQAFEETLTRCYNKGKEAENDATDLILVDG

FT                   SLVQLRQSQKTLKKLGYEIPLGALQKNNKHQLTHLVTFQEKLMLEQDPNLFHFLKSLSE

FT                   EVHRFAVSFHRKTKKKLDYKTTLSNIKGVGVVRKKAILNHFESLEAIKKATLQDFQKIG

FT                   INQKLFLLIKKSL"

FT   gene            410082..412085

FT                   /gene="uvrB"

FT                   /locus_tag="AYWB_399"

FT                   /note="AYWB399"

FT   CDS             410082..412085

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="uvrB"

FT                   /locus_tag="AYWB_399"

FT                   /product="excinuclease ABC subunit B"

FT                   /protein_id="ABC65516.1"

FT                   /translation="MSLTNLFKLQSSLKPSGDQPQAIQKLVNNFKQGLKEQILLGATGT

FT                   GKTFTIANIIQHLQQKTLVIAHNKTLAGQLYNELKAMFPNNRVEYFISYYDYYQPEAYV

FT                   ASSDTYIEKDSKINDEIDQLRHSAAGSLINRDDVIVVASVSCIYGVGDLKDYQKSTLHL

FT                   QIGDKYERKNLINKLIELKYQRNEINFQRGTFRVRGDIIEIIASSSKEIGIRIIFFGNE

FT                   IENIQNFYVLNGKAIANLKLITLFPASLYATNNQKLQESIKRIRQELKEQINHFEKTNQ

FT                   LLAAQKIKMRTLHDLEMLEQIGNCNGVENYSRHLALKGKGEAPSTLIDFFGNDFLTIVD

FT                   ESHVTIPQIKGMYFGDFSRKNNLVNFGFRLPSALDNRPLKFNEFQEKMNKVIYLSATPG

FT                   DYELTKKIPIVEQIIRPTFVLDPEIEVRPTNNQMDDLYFEIKHQTKNNQRILITTLTIN

FT                   MSEDLTTYLKNLGIKVAYLHSEIKSLQRLEILKDLRLGKYDCLVGVNLLREGLDLPEVA

FT                   LVAILDADKQGFLRNERSLIQTIGRAARNITGKAIMYADCISPAMQIAIEETYRRRKIQ

FT                   KQYNETMKVTPTALNKTILETISIKQKERIKNEKGKSKVQKKLQINTNMTAKNKEIKRL

FT                   QKTMKEAAKALDFEKAATLRDLILDLEKKEKR"

FT   gene            complement(413477..413629)

FT                   /locus_tag="AYWB_400"

FT                   /note="AYWB400"

FT   CDS             complement(413477..413629)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_400"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65517.1"

FT                   /translation="MQRKLHYCCHQSFRAFHAYMILLTTTPAEALNNIKNPLIAEYIDD

FT                   TENDF"

FT   gene            413870..414022

FT                   /locus_tag="AYWB_401"

FT                   /note="AYWB401"

FT   CDS             413870..414022

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_401"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65518.1"

FT                   /translation="MLSFGIIKINTTNQSDSHTIKNNKIETEDEWFQSKNQQRESKSYY

FT                   DSKTY"

FT   gene            414118..414435

FT                   /locus_tag="AYWB_402"

FT                   /note="AYWB402"

FT   CDS             414118..414435

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_402"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65519.1"

FT                   /translation="MLIFRFKKQLYLFQIVLFTFLGLFFITNNPQVMATCNNNSEGKLK

FT                   KNIDIIEEAVDTLEENIKFFNKKGIQINLNKLTKLFYNDKKRNTSTQNISSTSKPNKKK

FT                   K"

FT   gene            414551..414727

FT                   /locus_tag="AYWB_403"

FT                   /note="AYWB403"

FT   CDS             414551..414727

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_403"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of RepA"

FT                   /protein_id="ABC65520.1"

FT                   /translation="MKLRICELVINAYIITKDKNYQTYISSGSNDVLYDCQGQECIILD

FT                   YLRSNCLGFIRFI"

FT   gene            415119..415574

FT                   /locus_tag="AYWB_404"

FT                   /note="AYWB404"

FT   CDS             415119..415574

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_404"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65521.1"

FT                   /translation="MIKTNKLVKIGCFFCILFQSIFYFFLIFLLSQLKILSFLGFKRYY

FT                   IEFLSSKFQILSFLNVKVYDIEIFGKKYYYELENNLFHSYFLELFFGLFFLLIPFSIFL

FT                   YIRLFNSKSNKFTKRFCGIYGLIWGLFPGIFILFGTYKKESRWLVYY"

FT   gene            415840..416205

FT                   /locus_tag="AYWB_405"

FT                   /note="AYWB405"

FT   CDS             415840..416205

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_405"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65522.1"

FT                   /translation="MHNFNFNISAFIDKINDYAIFIISFLKTTFNNIIAIKDVDFSFGN

FT                   ILNSSGIIISFVSSIFYILIFITFLVFIGSIFNIIKTIIKWILFPFKLLIIGLCKSIKN

FT                   IIFIKIKIHPVALEALF"

FT   gene            416629..416832

FT                   /locus_tag="AYWB_406"

FT                   /note="AYWB406"

FT   CDS             416629..416832

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_406"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65523.1"

FT                   /translation="MKENGIFCRLRIKKNKCYFKNNLKTKLKVVDNLINKDFLSTSPLQ

FT                   KLLTNITYLKNSPRIFIFFLYC"

FT   gene            416888..417043

FT                   /locus_tag="AYWB_407"

FT                   /note="AYWB407"

FT   CDS             416888..417043

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_407"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65524.1"

FT                   /translation="MVLNAIKKIPPLKEPCIIHSDQGTFYQSQKVQQTLTKKRFFNQHV

FT                   KKRYST"

FT   gene            complement(417645..418424)

FT                   /locus_tag="AYWB_408"

FT                   /note="AYWB408"

FT   CDS             complement(417645..418424)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_408"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65525.1"

FT                   /translation="MAKKSQSKPPTKPNIKKSKINQPQRKKNTKSSIIKKPSKQIAQSN

FT                   LQPTKIIVETQQKQANWFVKIIKSSITAIIILLPIILIGGALWLIISKFFPEVAAQFGE

FT                   GATKIWVFIKDTCHNLDDKTKEWLEKIGINPKYSSNVSKALWFIGGFLLAGACFFISGI

FT                   GPFLGKVVLFSAIAFLATVLLTDKTPPKAKTLPPNLVEVYDLDAIKATEEAKLKKELTE

FT                   YAAKLSQEGKSSEEIKQKINQRIKKTTELRVSKQTSQ"

FT   gene            complement(418730..420835)

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_409"

FT                   /note="AYWB409"

FT   CDS             complement(418730..420835)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_409"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65526.1"

FT                   /translation="MKLKQIYLNLLVVCGFAILGLWIYGFFLKNYNNNNLFQNNHPSTN

FT                   QNKSFEEISKYLKELKKTSEAKINENNQRNQQIEHLTQQIKLNLELMNDFNIELKKLTT

FT                   TKEDKENNLQNKDLKEEEKHQLQEEIISLNKKIQEIKEKKEPIHKQTLELIEQKKQLLT

FT                   TKSKSKEQFKETNFRIIKNNNNLFITKKIQGLQKTMALNDANKNIIKDLMIQNKDNTEE

FT                   FQKLKSYDLFLDGQLIHFDKQIKQLQEEIKSLQNNISYHSPKQKVMFSDIYGLKQEKEE

FT                   LEDLIEYFQDDDFDMVNFDKVIPRGYLLYGPPGTGKSFLIEALCNELGTHYIVLEPSRF

FT                   EKTYVGEGNEELEKIWQEAESHKKTIIFIDEISGLANREDNQSNKTSINIVNNLLTKLD

FT                   GFKRSDKKIVLMGATNHLDKIDSALRSRFSKEIKIDLLKDDEIEGFLQFLVTDYKIIYQ

FT                   TYIHLKEIANKCKGKTISTRDLREKIIESAFIKAKKYKRKNPKHEVILPSDLDEAINTF

FT                   QNIKLSDTEKENRRKECEEQYVEWKEGLLKYLTPSKDNTQVNKKYIFYGLNGLGKGQHQ

FT                   EYEPTDLATFCKTPFNEWHILSLEFTPGQYFNFFHTKNKYKDSQFYPHSPIVSPSNYYI

FT                   YLNYKGPKYLLEEDEDFFMDEVDCPTNKKDEDNHAICKTYYLHFNPVQQCINLYTKKFN

FT                   TKENANN"

FT   gene            complement(422602..422757)

FT                   /locus_tag="AYWB_410"

FT                   /note="AYWB410"

FT   CDS             complement(422602..422757)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_410"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65527.1"

FT                   /translation="MFLTILFLNNYPHIDYFQANKKMENKEYDYLILSKHETFLREQEY

FT                   YILIFK"

FT   gene            complement(423160..423375)

FT                   /locus_tag="AYWB_411"

FT                   /note="AYWB411"

FT   CDS             complement(423160..423375)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_411"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65528.1"

FT                   /translation="MILNMKQVQMKNFFKSFLKKIYQKTIKKLIELLELDEKTNNYYKK

FT                   RFYNDSGEVDSVNKDTWDVTFDENEQ"

FT   gene            423992..425008

FT                   /gene="lplA"

FT                   /locus_tag="AYWB_412"

FT                   /note="AYWB412"

FT   CDS             423992..425008

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="lplA"

FT                   /locus_tag="AYWB_412"

FT                   /product="lipoate-protein ligase A"

FT                   /protein_id="ABC65529.1"

FT                   /translation="MILIKINRICDLKPYFYYTLEQYVLNHLLKQNHEKTFFFIWKIKG

FT                   VVVGKNQIIENEVNLDYIKEHKIPLFRRPTGGGCVYNDPQTPLFSIIAKKEKNFSFKPF

FT                   LAKIVVALQKLGLNVEFSGRNDILLEGKKISGNAFMQNKNGMVTHGTLLYNCDFKTMIN

FT                   TITPNDQKLISKGIASVRSRVTNLKGYLPDMSQEKLMQYLIEALTDQTYVLSDQEIKLI

FT                   EKESLQFASNEFLFLTQPHHTKILKKRFSWGGLEIFLDIRFGLIEKMTLIGDFFHKEDN

FT                   LEQFSKLFEGITYQTEKLQEVLKKTNISFYILDATNDDFLNLLKEGILEEKLKNLIY"

FT   gene            425092..425775

FT                   /locus_tag="AYWB_413"

FT                   /note="AYWB413"

FT   CDS             425092..425775

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_413"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65530.1"

FT                   /translation="MLNNQKNVLRKIIAVSFLLFLAFVLELLSRYTINAGIPCNYSFFR

FT                   IELIFIILIGYLFGPKYGFWASLFYLLIHYVLEFYFMEMLLNHTHQNHNHSHHHKNENA

FT                   SKSFIFLYRFFLPYFVCSFSGLFYRKNLNHLTKKTPIIITLVLISVVQITSSILFINLL

FT                   QENFTKKTFLKWFMQSPYYSWSFNLIYSFSSVIVSNTIIGALFYLINLRLKDNMEFLYG

FT                   FSKEH"

FT   gene            425903..427156

FT                   /gene="hflB"

FT                   /locus_tag="AYWB_414"

FT                   /note="AYWB414"

FT   CDS             425903..427156

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hflB"

FT                   /locus_tag="AYWB_414"

FT                   /product="ATP-dependent Zn protease"

FT                   /protein_id="ABC65531.1"

FT                   /translation="MFFKFFNKNKIIICFIFPLFLILLFLISLELSYFWIEKNQLKNAS

FT                   LINMYEMFAKFKTNEIKKINYTYKSQYSIWTKEHYLIQAESFNNQKYYCKITVSNYDYL

FT                   VHAFYLYKDVLVEAKENIQFNFLELYFKFISYFVSFIFGCYILIHLKQMLSKKINRFDA

FT                   SNGFSKDKITFADVAGLEEEEKEIQELVDFLKDPQKYHKMGFAIPKGVLLEGPPGTGKT

FT                   LLAKALANEAKVPFYAVSGSEFVEIYVGVGASRIRDLFQKAKTTTPCIIFIDEIDTLGA

FT                   KRKNNPIIESREHDQSLNQLLLEMDGFFKLSQIIIIAATNRIDMLDPALIRPGRFDRKI

FT                   KINLPNLKAREAILKVHAKNKNISLDVDFYKLALITEGASGAQLAAILNEALILAIRNN

FT                   KDQINKLFLEQAIKRILK"

FT   gene            complement(427223..428575)

FT                   /locus_tag="AYWB_415"

FT                   /note="AYWB415"

FT   CDS             complement(427223..428575)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_415"

FT                   /product="dimethyladenosine transferase"

FT                   /EC_number="2.1.1.-"

FT                   /protein_id="ABC65532.1"

FT                   /translation="MKITSFYKIFNSSFFSIYFFKIKKNLSSLLLVLFSSITLIWAIFD

FT                   SCLQTHLDLFAYFKNIFHYTRQSIFLILIVAILALTKYRNTKFYQILSFIALVNILIIS

FT                   LVFCDFIEDRRQYFISANWQIQLIPYYLQYVLFPLVYCFYFWKRSITFLDWKKVWIVFV

FT                   HPFCYFLLSSIIFGFKVDLKSHFINPYYQNHLILAYFKLFVSFFLLAMGLIGVQKIKIH

FT                   PFYKSALLVLGAFLICVITRETSDWNHAKELVFHPQQMGSSLFPESQDIAKQLSNLVFE

FT                   EKQDLDSKTGEKILELGAGSGNVTKYLVQKFGVKNVIALEFDKELCNVLRNKFPDLTVI

FT                   EGDACDFIELLKKQKILLDQIKGIVSTLPLSIFSQEKLQELNKNLATVIKQNKIRFVEY

FT                   RFLPFLLEKHNIGDGVEEIKDTKNQIFVSSAILPTKVFIFAATNTTKNIIL"

FT   gene            429028..431622

FT                   /gene="alaS"

FT                   /locus_tag="AYWB_416"

FT                   /note="AYWB416"

FT   CDS             429028..431622

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="alaS"

FT                   /locus_tag="AYWB_416"

FT                   /product="alanyl-tRNA synthetase"

FT                   /EC_number="6.1.1.7"

FT                   /protein_id="ABC65533.1"

FT                   /translation="MTSFEIRQMWIKFFASKNHHIEKSFSLIPRNEDNLLWVNAGITPL

FT                   KKYFDGTQTPSFRRITNVQKCIRTKDIKNVGKTSRHHTFFEMLGNFSIGNYFKKEAIHY

FT                   AFELLTSPKWFGFPLEKLYITYFFQDQDTYQYWLDLGVNKNHLIHLKDNFWQIGPGPSG

FT                   PCTEIFFDRGKTFDPRNKELIIEDLENDRFIEIWNIVFSQYNCDPKLPIEKYQELPSKN

FT                   IDTGAGLERLACILQNTKTNFETDLFFPLIKALEKMTQITYTGQESFKIIADHLKTLVF

FT                   AINDGAVLTNEKRGYVLKKLLRRAANEGKKLGLEKPFLYKLVPPTVAMMKDFYKELCTN

FT                   QEMIAKVLLQQENIFEKTLKTAEKTFLQHLTQNTLSGKNFFKLYDTYGIPENLILDYAK

FT                   KKNITTDYQKFQELLHEQQNLSKKNQTSQTNMNKQEEAFLHFLTPSEFIGYTNFACKTK

FT                   VIKVFDEGIVLEKTPFYANMGGQIEDEGWIDNNKVTKITKLPNGQILHEFKGNFCEGQE

FT                   VYACIDKTKRKQISYHHTATHLLEVVLQKQLGNHIKKQGSSVGFSSLRYDFNHFEKITP

FT                   QTLLQIEKEVNQLIQKRVPVKIEQLSIQDAQKKYATLLEQNQKAKYKDKVRIVNIDTFS

FT                   VDLCGGTHATNTKDLEHFTILSYESISSGIYRIEAVCNKNCQESLNAKLAPYQNELHQL

FT                   TQKAKSLQTQNLDFEIKKFPPITKSYQDIINYQKHIKTQQQALVLFEKKVLEHHQKKMI

FT                   QAESNFLPPQINKKMMLTIKEEKPLEVIKFFMNHIFYKYHLEVLFLSYVQPEKIVFLCQ

FT                   SKTLHAGNLIKEGVSLACGSGGGNASLAQGGTKKTQNLEKMLNFVKNKLKIN"

FT   gene            431759..431959

FT                   /locus_tag="AYWB_417"

FT                   /note="AYWB417"

FT   CDS             431759..431959

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_417"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65534.1"

FT                   /translation="MQKKLKLNIFKTPNPIFFNYFEQLLIKLFASKYKKIDKMKLSPNQ

FT                   EEKNNFYHSNHFLKNENVLLC"

FT   gene            431953..432408

FT                   /gene="yqgF"

FT                   /locus_tag="AYWB_418"

FT                   /note="AYWB418"

FT   CDS             431953..432408

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="yqgF"

FT                   /locus_tag="AYWB_418"

FT                   /product="Holliday junction resolvase"

FT                   /protein_id="ABC65535.1"

FT                   /translation="MLNCQNNASLGLDLGEKTLGIALSQTGIIAQNLKTIFFDTHKYDQ

FT                   LIAPLQKIISQYQIKKIILGYPKHMNNDIGIKAKISNYFKKTLENKFGQVKVILWDERL

FT                   STVQAIQILKTNNKKKGKILQMKDEIAASIILQNYLDYIKLHPNKEN"

FT   gene            432410..433027

FT                   /gene="smtA"

FT                   /locus_tag="AYWB_419"

FT                   /note="AYWB419"

FT   CDS             432410..433027

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="smtA"

FT                   /locus_tag="AYWB_419"

FT                   /product="SAM-dependent methyltransferase"

FT                   /protein_id="ABC65536.1"

FT                   /translation="MFDFEKEKRLKKLKKYAQENKIPIIQDQGLALLLDVISQNKIKNI

FT                   LEIGTAIGYSALAMSSLTTKIDTLERDFINYNLAKNFLKETPYHINVIWAEALIYPTCN

FT                   LKNYDLIFIDAAKAQYQKLFYKYVPLLKKQGIIIFDNLNLSCFKKAKTTKNNKGIFKKM

FT                   HIFQTFLTNHPDFTTTFQDVGDGLIISYLKKNLVILKKPPKK"

FT   gene            433046..433516

FT                   /gene="greA"

FT                   /locus_tag="AYWB_420"

FT                   /note="AYWB420"

FT   CDS             433046..433516

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="greA"

FT                   /locus_tag="AYWB_420"

FT                   /product="transcription elongation factor GreA"

FT                   /protein_id="ABC65537.1"

FT                   /translation="MNNKIYELTQTGIEKLKKELTFLKEVKRKENLEALKEAREQGDLS

FT                   ENADYDAARNEQALIEHRISEIQNILKNVRVVKVSKEREVSIGKKVSLELLHTKQQQEI

FT                   ELVSTLEADPFTNKISIESPLGQNIKGHQIGDIVFVTSETGNTFRVKIVDVQ"

FT   gene            433506..434075

FT                   /locus_tag="AYWB_421"

FT                   /note="AYWB421"

FT   CDS             433506..434075

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_421"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65538.1"

FT                   /translation="MSNKMTCPNKLFIPQHYFPCVLQIPFGLFQKKGIKALIFDLDNTL

FT                   IECNKNILDEQIKTFLTNLSLVFKIVILSNASKKRLHKVLKKDFTFIYLNFLNKKPSPK

FT                   AFQKACQLLNLEPIQMLMIGDQLQTDIKGANQAGFCSLLVKPLNRLQESAFTKFNRFYR

FT                   EKKFLTNLKKQDYHLWKEKFQDFEEK"

FT   gene            434062..434268

FT                   /locus_tag="AYWB_422"

FT                   /note="AYWB422"

FT   CDS             434062..434268

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_422"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65539.1"

FT                   /translation="MKKNENNIFFAQNSSRHYNKPLLHIQIAVLFHNYNKNDTLVQQKP

FT                   HLTQVNIQKYNKKKTYHFSRSIC"

FT   gene            434353..434586

FT                   /locus_tag="AYWB_423"

FT                   /note="AYWB423"

FT   CDS             434353..434586

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_423"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65540.1"

FT                   /translation="MNYCNKIILLNDKLEPKRNFFQIKYFQKLTYLNLNQAVYKLLKSN

FT                   FNYLSQKGCPLTFNYQEILSSLKNSIKRKIVS"

FT   gene            434583..435143

FT                   /gene="asm"

FT                   /locus_tag="AYWB_424"

FT                   /note="AYWB424"

FT   CDS             434583..435143

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="asm"

FT                   /locus_tag="AYWB_424"

FT                   /product="N6-adenine-specific methylase"

FT                   /protein_id="ABC65541.1"

FT                   /translation="MTKTTIIIGGKFKGCKIKLVPSPQTKATSSLVKESLFNTLGNSVK

FT                   NKIFLDLFAGNGSYGFEALSRDAKQVYFVDASVKAFQTLKENNQKLKINLQQSIIFYGH

FT                   FIKALKKFQKANLIFDFIILDPPYFKDFYLPAFEYLNKLTHKNSIIICELHQKIVLPTQ

FT                   IKEFVLQKEKQYGNKKIQFYQKI"

FT   gene            435183..435398

FT                   /locus_tag="AYWB_425"

FT                   /note="AYWB425"

FT   CDS             435183..435398

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_425"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65542.1"

FT                   /translation="MNNIWLYINPIIGFLLGGAFGAFLMFRWFKKHLQKNPPISEKQIK

FT                   EMFRQMGRTPSEKQIRQIMNSMKQGK"

FT   gene            435403..435747

FT                   /locus_tag="AYWB_426"

FT                   /note="AYWB426"

FT   CDS             435403..435747

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_426"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65543.1"

FT                   /translation="MFESFLFTFIFIVFICLLVIFIMNYFYSKNVKNKIINYLLSCSNL

FT                   EQEILKSFLQNPHKTFTLTKDANITKNLLQLNIIFLKEIVSDAKYNNYVFNPLIKNIIH

FT                   KNKDLKKIYH"

FT   gene            complement(435845..436273)

FT                   /locus_tag="AYWB_427"

FT                   /note="AYWB427"

FT   CDS             complement(435845..436273)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_427"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65544.1"

FT                   /translation="MIIFKTIAYFNPHLDDLCFFEEKEGITKKLVSALEPSNKQSGPVD

FT                   LFCLCWAICFYKTSKKILAEQDYTNKDLKVKVTLEMQKDDKGFYFKPTAILGIQDMTLE

FT                   QTEIIANATHKRCPISRLISADENVSVKVVNYNELITE"

FT   gene            complement(436374..437183)

FT                   /gene="plsC"

FT                   /locus_tag="AYWB_428"

FT                   /note="AYWB428"

FT   CDS             complement(436374..437183)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="plsC"

FT                   /locus_tag="AYWB_428"

FT                   /product="1-acyl-sn-glycerol-3-phosphate acyltransferase"

FT                   /EC_number="2.3.1.51"

FT                   /protein_id="ABC65545.1"

FT                   /translation="MLTFIFFAIWFTFVFFQIPKTMPVDFSFCYKLPVNLIFGLLLSFF

FT                   ITFIILVFCLVLMTFLPPNHYFKGFVSLNLSRFVNRFLRIKVVVQNPHLIPSKENVVIY

FT                   ANHKSYTDPFVIASVIPRTLSFSPKQNFNCFFGTAWFLKLAFLSLDCMVISRDEIRKTA

FT                   QNLINAVPKVKNGMVMVVFPEGGIKDRNNEQAMPLLGGAFKIACKSQASILPLTIKGAS

FT                   QIKNKRFWQKKVVEIIIHPPLKYDNYCNTNMHQLAIDVQNIINSSFN"

FT   gene            complement(437177..437668)

FT                   /gene="folA"

FT                   /locus_tag="AYWB_429"

FT                   /note="AYWB429"

FT   CDS             complement(437177..437668)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="folA"

FT                   /locus_tag="AYWB_429"

FT                   /product="dihydrofolate reductase"

FT                   /EC_number="1.5.1.3"

FT                   /protein_id="ABC65546.1"

FT                   /translation="MINLITAFDGNYLIGKYNKLPWHYPQDLQYFKKITLNKNVLMGYE

FT                   TYKSLKSYFKNKPFNFKNTYVASLKHDLELPNFTVVSDLQSFLESDVAQEIFIIGGGKI

FT                   YQQTLPWVTTLYITHILQRHQGNVFFPKIDLSQYQLIQKEIHPQLIFAIYQKKLDTPKC

FT                   "

FT   gene            complement(437665..438531)

FT                   /gene="thyA"

FT                   /locus_tag="AYWB_430"

FT                   /note="AYWB430"

FT   CDS             complement(437665..438531)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="thyA"

FT                   /locus_tag="AYWB_430"

FT                   /product="thymidylate synthase"

FT                   /EC_number="2.1.1.45"

FT                   /protein_id="ABC65547.1"

FT                   /translation="MNTYLDLCRFIFQKGSFRKDRTNTGTKSVFGYQMRFNLEEGFPLL

FT                   TTKKMNLRSIIHELLWFLKGDTNIFYLVQNNVNIWNEWPYQKYQQSDFFQNETLKEFVK

FT                   KIKNDPLFATKHGNLGPVYGKQWRDFNGVDQIKFLISEIKANPNSRRLILNSWNPSLLN

FT                   QMALPPCHVLIQFYVHQGKLSLQLYQRSGDVFLGIPFNIASYSLLLMMVAQVTNLQPYE

FT                   FIHTLGDAHIYSNHITQVQTQIQRTPKKLPQMILNPDIKNIDDFKFIDFILKNYQCDGI

FT                   LKGDIAV"

FT   gene            complement(438575..439951)

FT                   /gene="pepD"

FT                   /locus_tag="AYWB_431"

FT                   /note="AYWB431"

FT   CDS             complement(438575..439951)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pepD"

FT                   /locus_tag="AYWB_431"

FT                   /product="Xaa-His dipeptidase"

FT                   /EC_number="3.4.13.3"

FT                   /protein_id="ABC65548.1"

FT                   /translation="MIDFKKEVLKRKDALIEALQTLLKINTELTTFDPNRTGAPFGKGN

FT                   QQALNFMLDLGSQSGFKTLNLEGYAGHIEYGDQKEWVGMIGHLDVVPAGTGWYYPPYEA

FT                   LIVDGTLYGRGTQDDKGPTMAAFWALKILHELNLPLSKRIKLILGVDEETGFRCMKHYF

FT                   KQIPELPVSGFVPDSHFPAIYCEKGIGDLTFEGEVLDNRIVSIQSGQASNVVPDLAQAV

FT                   LKFDPNYLDLFHNFVQTTNIKATLETQGDLLKIEVHGISAHGSTPETGENALYDLMKVL

FT                   KSLGIKNNLVDFFDQYLLDSLDGKKLGINHFDEETYNLVCFSGVLKLENNQTFFTLNLR

FT                   YPKGITFEKILFQLGKAANNQHFCLKTTLHHPIMYIDPKSELMQTLLKVYQKHTNDLFS

FT                   KPMCVGGGSFAKCAPNLVPFGPTFVDEVSLIHQKNESISIDQLIALTAIYTEALYLLSL

FT                   "

FT   gene            440499..441515

FT                   /locus_tag="AYWB_432"

FT                   /note="AYWB432"

FT   CDS             440499..441515

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_432"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65549.1"

FT                   /translation="MKNIYQKQPCLKQRFIYCLSALLLLILFVISFNCTLKAITTEPID

FT                   INTIEKHIGSFENTPNEKKIIEKFAKNYKNKSGISIGEDLEVISIINNKAIIKAQENSK

FT                   KIKGQVEVIFNVKEDLNDLIKNKALGEIELSKMHSEALVSNEDLLNAIKDKNDGLIITK

FT                   EDIDFPKKDRVKGVITIQALEKSPKYKGKAKLSYQIKKINKEEFIEEIKKSYNIPIDSS

FT                   ITKSQLDETIENVIAEEIGSPDSTKELVVKRVKEAVTLLLSDSNTLSEKITTSMSNEEE

FT                   LPNNSQTILTPKITNEKTDNNENKNYGFYIVIASIIFISITFLSLLFVIFKKRNIQS"

FT   gene            441608..442813

FT                   /locus_tag="AYWB_433"

FT                   /note="AYWB433"

FT   CDS             441608..442813

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_433"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65550.1"

FT                   /translation="MKIPSFKKNIIIAIIIFSILLIMFGWLGWQNNFFALEASQNSNKN

FT                   TSLSSKNFNYNDLQVLPKKQNEKIEEQVPEAKENNLDNPNQKSPKTLYPQIKEIEEIKE

FT                   PHKYRPKSTPKPNQNNRSQTIKKNPHLQKAKNKRKMMQKKLVYQNQKIIDLKEKILILE

FT                   NEKNKPKELEKQFSEQIKPQLESQIQGMNIYNVYLGKKSDKDMALGWLRKNFSNQHYQI

FT                   NFSYGLYNSQIIQSTVFFDSRIKEPPPKNLLLVYFDGGTRDKANNCYSLEALKTLGNGA

FT                   QNMYILWQDENPFNDKNFIQNNFCTDLIYEKGSFLGGPSYLNVKHISLKKINTNEIIAT

FT                   FPVECQIEVPCSLDGLNLELKFPFYNYKTEGLFSNTHIKSLRKINVYSKHTGQSKTLYY

FT                   KI"

FT   gene            complement(442872..444212)

FT                   /gene="pykF"

FT                   /locus_tag="AYWB_434"

FT                   /note="AYWB434"

FT   CDS             complement(442872..444212)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pykF"

FT                   /locus_tag="AYWB_434"

FT                   /product="pyruvate kinase"

FT                   /EC_number="2.7.1.40"

FT                   /protein_id="ABC65551.1"

FT                   /translation="MNKTKIICTLGPASYEKNILQALIQTGLNVARFNFSHAQYEQTKL

FT                   LMKTIKTISDKLDKHTGLMLDTKGPEIRTHKLDGLVTIQKDSEVRISMTEVLGNAKLFS

FT                   VSYTNLYNELKVGDMINIDDGYLSLEVVGKDESKQQLVTKAKNTHSIKSRRGVNVPKVN

FT                   LEMDFISPKDYQDIVFAAQQDFDYIAASFVRKSQDVQDIRKILQEQGNSNIQIISKIEN

FT                   QEGVDNLEEIIQESDGIMVARGDLGIEVDGELVPLYQTRIINKCLEYGKPVVVATQMLE

FT                   SMQRNPRPTKAETSDVFNAVKEGTTFTMLSGESASGEYPVEAVTYMKKINYQAEKVVNY

FT                   QALSQVYQPKNFKENLLLSAVELAFRTFVKAIVVYDLEDAYNVSKFHPSVPVLALVKTE

FT                   QEARRLLLNFGVFPFVSENKLQTKLEELTQKQISNCIVIKDGKIYFK"

FT   gene            complement(444283..445650)

FT                   /gene="citS"

FT                   /locus_tag="AYWB_435"

FT                   /note="AYWB435"

FT   CDS             complement(444283..445650)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="citS"

FT                   /locus_tag="AYWB_435"

FT                   /product="citrate-sodium symport"

FT                   /protein_id="ABC65552.1"

FT                   /translation="MKKDKQIKIFGFHPLMFLFFVVVYALHLFAVKEWGIKKLYHPLLT

FT                   PLFIIFILGYGLNFIGDSVPYLNKIGLGFLLCIFVPSYLVYRGWIPKDLADKCNENFFS

FT                   TKTPNNHLGSDFANFFITCVIAGSILSVDRNLLKRSLSKFLPLTLIICLIAILNVGFVG

FT                   YLFNYQKPEGFSTQGSFLDSIFYVAVPLTNGGTNLGINGFANGIYKEAFPQLDQKTIRT

FT                   AIIVPLIMARCLSILFAGLMYVVFDKTKFSGKGKLEYKNNKLTPKPTEKKIPLEYKNIG

FT                   MGLTMIFVLFSLSGLLNKLLWAYLESLVYFILFLILIRIFNLLSQENQSHISQAGQVIS

FT                   KNFTTPILAGLGMTVKWQQLMGGIKQIPVLTMVLTALLVVVLISFVLSKAFGFYPFETS

FT                   LTAGLGALSVGGTGHLGIMSISKRDNLLPFIMIATRIIGPIIYTLAYFLFKFFYMS"

FT   gene            complement(445826..447364)

FT                   /gene="gpmI"

FT                   /locus_tag="AYWB_436"

FT                   /note="AYWB436"

FT   CDS             complement(445826..447364)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gpmI"

FT                   /locus_tag="AYWB_436"

FT                   /product="phosphoglycerate mutase"

FT                   /EC_number="5.4.2.1"

FT                   /protein_id="ABC65553.1"

FT                   /translation="MTKKFVGLIILDGLGLTDQKENNAFHLAKTPYLDYLLKNFPNTTL

FT                   KASGEEVGLPQGQMGNSEVGHLNLGAGRVVYQSLTQINKAIRDKTFFTNKQFLQAIEHV

FT                   KKNNSKIHLLGLISDGGIHSHLDHFKALFDLLKENNLANNTFLHAFTDGRDTGTHSGIN

FT                   YIKNLLDYGFNIASVAGRYYALDRDNNWDRINLVYNMLTSKQAPVITLSLEKTMQNFYN

FT                   QGITDEFITPFITDPNGLIDDNDAVIFVNFRPDRAMRLATALSNPCATNAFCSEGKTNF

FT                   CGNKLVNNLFLVTMTQYNVQVKSVVAFEKKTLKNIYGEVIANLGMHQLRISETEKYPHV

FT                   TFFFDGGKELQLKNADRILIPSPKVKTYDLKPEMSALEITNAAKTAIFSRKYDTLILNF

FT                   ANPDMVGHTGFLDATIKAVQTVDSCLKEVLNAIFAVKGKACIVADHGNAEKMKDNQGNP

FT                   HTAHTTNLVPFIVTDKNVVLKPGSLCDVAPTMLDLLEIKKPQEMTGNSLIKKLV"

FT   gene            complement(447446..448738)

FT                   /gene="eno"

FT                   /locus_tag="AYWB_437"

FT                   /note="AYWB437"

FT   CDS             complement(447446..448738)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="eno"

FT                   /locus_tag="AYWB_437"

FT                   /product="enolase"

FT                   /EC_number="4.2.1.11"

FT                   /protein_id="ABC65554.1"

FT                   /translation="MPYIESILAREVLDSRGNPTVEVEVYTESGAFGKAIVPSGASTGQ

FT                   HESVELRDCDAKRFLGKGVLQAVKNVTEVIQPELEGYSVLEQTLIDKLLIKVDGTPNKS

FT                   NLGANAILGVSLACAKAAANYLNLEFYQYVGGVWPKQMPVPMMNVINGGAHASNSVDFQ

FT                   EFMILPIGAPSFKEALRYGAEVFHHLGKILKQKGLPTTVGDEGGYAPDLNSNEEALQII

FT                   LEAIKSAGYEPGKDIFLGMDVAASEFYDKKIQKYVLASENNKSFSSKELVHYYETLVAK

FT                   YPIISIEDGLDENDWDGWKYLTQKLGNQIQLVGDDLFVTNTQKLAKGIENKIGNSILIK

FT                   LNQIGTLTETLETIEMAKKASYTAVISHRSGETEDTTIADLAVATNSGQIKTGSCSRTD

FT                   RIAKYNQLLRIEDQLVEAPFLGLKTFYNLKK"

FT   gene            complement(448907..450187)

FT                   /gene="pgi"

FT                   /locus_tag="AYWB_438"

FT                   /note="AYWB438"

FT   CDS             complement(448907..450187)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pgi"

FT                   /locus_tag="AYWB_438"

FT                   /product="glucose-6-phosphate isomerase"

FT                   /EC_number="5.3.1.9"

FT                   /protein_id="ABC65555.1"

FT                   /translation="MLKLNLEGIYNFLDWRKHTQTYAPQIKSIHQKLHQDKQLKEKYLG

FT                   WLELPLHFDFKEIEKMKQLKNFHPNLDVLVVIGIGGSYLGAKAGIEFLQTPFKKTKPEI

FT                   LFAGHQVSGNYLTNLLHFLKNKNWAINVISKSGTTLEPALAFRILKKEIEEKYGKQLAK

FT                   NRIFVTTDSQKGVLLNLALKEGYQTFVIPDSVGGRFSVFTSVGILPFVFANLDVASMMK

FT                   GALQSYHDTFQEDLLQNQAYKYALARYLFHTQQNKKMEILVSYEPNLLSFSEWWKQLFA

FT                   ESEGKEEKGLFVGATNNSTDLHSLGQFIQEGTKMLFETVLNVSSIKDDCVVPHILNELD

FT                   NLNYVAGKTYSQINQKILQATRQAHIEGKVPNLEIVIPTLDAYHFGYLAYFFQKACAMS

FT                   GLLLGINPFNQHGVEIYKQKMFALLKP"

FT   gene            complement(450303..451811)

FT                   /gene="norM"

FT                   /locus_tag="AYWB_439"

FT                   /note="AYWB439"

FT   CDS             complement(450303..451811)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="norM"

FT                   /locus_tag="AYWB_439"

FT                   /product="Na+ driven multidrug efflux pump"

FT                   /protein_id="ABC65556.1"

FT                   /translation="MSAEKNHVPHFSKPTNQTPKSFKRPIWINLIILTFPIAIYLLFQQ

FT                   LSVSIDFYIIGNEPNSSTNLDKTISYMAQIKKILQSVAIALGGAGVILVAREYKKKNFT

FT                   KAKQYATLAFLLAIISSLFFLLVLGLGVLLPAPFGDIFLNKSYRSQNGLTYYYLILITF

FT                   VAITINAVFIGLERAKEKTRFVLILNICLIITRISISFAFKAIKQNQVNLIDLALSDLI

FT                   ANLLLTLVTFYCMFSSKNIFKLQLKNLVFSKRTVKTILKLAGTLIIAKSTYEIGKLIIL

FT                   DMMDNYFTKAQENLVDIFGFVMAVNGIFYAISNSFEDSQSAIVSQSVTFQSNSKTFKIF

FT                   KNIVVITFIIGIIGVFINQFCGEQLLRVLKPEKDFTKKEITSFKEILNWEQTSLFFSVW

FT                   TSLMMGYVVSYKKNANLIFVINLLRVVLRITILWFLHDILPQLNLDVSISDATQCGLST

FT                   FGSNIIVFFTTTYLFYSFLRQNKTNQIPRFKKNKNNALQTKTIN"

FT   gene            complement(451936..452922)

FT                   /gene="pfkA"

FT                   /locus_tag="AYWB_440"

FT                   /note="AYWB440"

FT   CDS             complement(451936..452922)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pfkA"

FT                   /locus_tag="AYWB_440"

FT                   /product="6-phophofructokinase"

FT                   /EC_number="2.7.1.11"

FT                   /protein_id="ABC65557.1"

FT                   /translation="MKNKNQKTKENKKIAVLTSGGDAPGMNAAIRALVFESSKQGFEVF

FT                   GVKDGYLGLFNNQIELLNPQTFPRVLNVSGTFLGTARFLDFPNNLDVRKQCAKNLKTLG

FT                   IDKLVVIGGDGSYKGASKLNELGIKCVGLPATIDNDIYTTDFTIGFSTALNNIVDAIEK

FT                   LRDTSVSHKRCSIIEVMGRNKGDLALFGGLAAGVDVIVTRENLLSQQTICQKIKDLRQA

FT                   NKRHAIVVVTEHIFDVLSLAKEVENYSGFETRAQVLGHIQRGGKPTAEDLLLAFRMGSY

FT                   AVSLLQKNIFNCAVGTCGLNLHYTTFGDLFEKTYEKNELFNVVSKLL"

FT   gene            453835..455430

FT                   /gene="norM"

FT                   /locus_tag="AYWB_441"

FT                   /note="AYWB441"

FT   CDS             453835..455430

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="norM"

FT                   /locus_tag="AYWB_441"

FT                   /product="Na+ driven multidrug efflux pump"

FT                   /protein_id="ABC65558.1"

FT                   /translation="MTKNKLINKKDKISRFVLEGNLLKALWIISFPIVVFNVFKACFGS

FT                   VDTFFAAGLPEGVQSYIQFSKSAQSIVEAVGVCLGITGVALISREVGKNKNIKSLKARK

FT                   IASSVFVLLFVVSLIVACVMIGFSSPICGLFLKEKLINGVSMPITTEEKNLCINAFRLQ

FT                   MLGTILAAINVFFLGTERILGKLKKILVLNCIMMGLKIGLSTLCFGIKGIGLEALCPNV

FT                   LGLQTASCLAYLSITMVAFFTLFNKKNPLFLSLGDFSFKTFLQDKKLLKTILKLSITLT

FT                   LGKFIYEGGRMFTLFMVDSTYDKPFLAGTPFEFKGLGGLGAIGVADSIITLFAQISFSL

FT                   KEGQLMIVSENLGNKNNKRAIKTLILTSLCCFLVFAVMYLICAPKEYWGLGFGDDLCLF

FT                   FKNLGKAEKDQMTLNMLHEKNPGFKSFLLGALLTTGLLTTQLEVFSTFLIAAKQPKYDL

FT                   FLSFGRVFLFRIPALYFFRNVWLGNEEKTSIKINNAYGFANFSANCIMLMFMVFVCVRF

FT                   VYKLKKEKKPKNFK"

FT   gene            complement(455542..457485)

FT                   /gene="topA"

FT                   /locus_tag="AYWB_442"

FT                   /note="AYWB442"

FT   CDS             complement(455542..457485)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="topA"

FT                   /locus_tag="AYWB_442"

FT                   /product="DNA topoisomerase"

FT                   /EC_number="5.99.1.2"

FT                   /protein_id="ABC65559.1"

FT                   /translation="MKSKVIIVESPTKTKTLSRFLNDDFLILSSKGHIRDLSLKGKDRM

FT                   GIDIEKGFIPKYSIIKEKDNIVETLIQKTKGKEVLLATDPDREGEAIAWHLSQILNLDS

FT                   QKTNRIVFREITKEAVLKALQQPRKINELLVFSQETRRMLDRIIGFKLSRLVRRLKSQS

FT                   AGRVQSVALKLIVDLEEKIKAFVPEEYYIITAFFKDFQAEYQNPYKGKIKAQEAFTIVQ

FT                   QIKDKSFLVKELKQQETKKFPKPPFITSTLQQEAIKSLNMTSNQVMRVAQKLYEGVDIL

FT                   GESKGLITYMRTDSQRLADIFVKDAQKLIKKQYGEEYLGTYKNSKTPQSQDAHEAIRPT

FT                   DLSKTPESLAPHLDKYENKLYKLIYQRTLASLMTPAIFQKTQVFFEVANHLFLTESLIK

FT                   TFDGYQKLLQDGDKDKIIPSFKSNETYLPQEIQNLQKFTNPPSRFSEATLIKTLEKLNI

FT                   GRPSTYSQIIFTLKKRIYVDLVEKRFVPTEQGILTTKNLELFFKQIIDVKYTAKMEENL

FT                   DKISSGLVNKKELLQEFYDAFKQLYQIADQKLEKTKDIETDQKCNLCNAPLLIKKGRYG

FT                   NFLGCSRFPECKNIVSLKEKTSSLETNPDMKTDQKCNLCNAPLLIKKGRYGNFLGCSRF

FT                   PECKNIVKIQKN"

FT   gene            complement(457580..458467)

FT                   /locus_tag="AYWB_443"

FT                   /note="AYWB443"

FT   CDS             complement(457580..458467)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_443"

FT                   /product="GTP-binding protein"

FT                   /protein_id="ABC65560.1"

FT                   /translation="MKTFNWFPGHMKKTFDQIKNNLSLVDIVLVILDARIPLSSLNSQI

FT                   FSLINQRQKPILILLNKFSLTDPCKINNFIANYNKKQIPVLTIDAIKSPKIQEIYQKAL

FT                   TTIKAKNSLFKSRRIATQTPNIKAMIVGTPNVGKSTLINSFAQKKVLKTANLAGTTKRI

FT                   QWIDIAKPNIQFLDTPGVLWHNFSDPRISLALALAGCFKDSIFPLEKLGIHALCYLTKH

FT                   YGSNLQKRFNLNQNDLSNTNLVDIIGQKRNICNKNQKVDQSRVYQMLLQEIRQGNLGKL

FT                   NFDLDVLSLFEKLL"

FT   gene            complement(458497..459261)

FT                   /locus_tag="AYWB_444"

FT                   /note="AYWB444"

FT   CDS             complement(458497..459261)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_444"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65561.1"

FT                   /translation="MSFWEKFFNITKQFAFFNTFFIGILSGVILSSFTYCLLSLRSVKK

FT                   TLSAHRLEKTDVSQQEIIKLIEAKKKDFKVKIKKDKGNFGIFLITSIRELILEISSQFY

FT                   PSSKYPYLELTIDESLILMFYINQRVDKVFQNKILRMFRKMTLKRIFVIREMVVKKNMI

FT                   QKYQKVAKVTNTFNNIRNFLNPFHWFKKIIFDKPLELIYHQIGVSLIAITGEEVYKIYS

FT                   KKIFETEEDLEKDLQKVFDTIYKLNSDQSAKE"

FT   gene            complement(459480..460049)

FT                   /gene="efp"

FT                   /locus_tag="AYWB_445"

FT                   /note="AYWB445"

FT   CDS             complement(459480..460049)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="efp"

FT                   /locus_tag="AYWB_445"

FT                   /product="protein translation elongation factor P"

FT                   /protein_id="ABC65562.1"

FT                   /translation="MINTNDFKTGKTIKFNNQIYQILEFLHVKPGKGSAFVRTKLRNLR

FT                   TGSVIDYTFNAGIKVQPALITKIKMQLIYVLEDNYIFMNTQNYEQLEINKYQLKDFLKY

FT                   LYEGLLVDIIFYENDEIVGISLPEKISIKVAYTEPGAKGDTKTNSLKDATLETGLVIKV

FT                   PLFINIGEKIIINTETGLYLSRDNNK"

FT   gene            complement(460102..460977)

FT                   /gene="miaA"

FT                   /locus_tag="AYWB_446"

FT                   /note="AYWB446"

FT   CDS             complement(460102..460977)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="miaA"

FT                   /locus_tag="AYWB_446"

FT                   /product="tRNA delta(2)-isopentenylpyrophosphate

FT                   transferase"

FT                   /EC_number="2.5.1.8"

FT                   /protein_id="ABC65563.1"

FT                   /translation="MKKVIAITGPTASGKTSLSIKIAKKFNLEIINCDSLQMYQKYDIG

FT                   TAKITIEEAQGIKHHLLDFLTPGTNYNIYYFQKDARKKIEEMPLPLFVGGSGLYLKSVL

FT                   FDYELTPKSLFLPPISLTAIENMVDFIKKKDPQLIANLDLKNPRRILSAYQDLLSGTLR

FT                   SQKNKKHNPLYSSLIFYLDIDRQILKKRVILRLEQMLKKGFIEEVNQIQTFFPNANFNI

FT                   IGYREIKVLLEGKITLDQAKTLIIQKTMQYAKRQKTWFKNQIKPMILDALSPDLEKTTI

FT                   GLINNFLKTD"

FT   gene            complement(461146..461907)

FT                   /locus_tag="AYWB_447"

FT                   /note="AYWB447"

FT   CDS             complement(461146..461907)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_447"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65564.1"

FT                   /translation="MKIMFIGDIYGNPGISYFAEKVGFLKEIYKPNLIIANAENADNGK

FT                   GLSFKIYKKLQKLGVDLMTMGNHVWKNKQIKNFIDKSNVIRPINDTQQLGQGYKIIDCE

FT                   DKKILVMNALGRVFINPKLYCPFKTIDNVLEQNKAKYDFSFLDFHAEATSEKIALTHYF

FT                   DGRIDAIVGTHTHVQTNDERLFPHNTLYISDAGMTGAKDGVIGKEKQPIIESFLGNRVV

FT                   SRPNAEGKRQLNGLLVTLKPNKTIEKINLSE"

FT   gene            complement(461932..463518)

FT                   /locus_tag="AYWB_448"

FT                   /note="AYWB448"

FT   CDS             complement(461932..463518)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_448"

FT                   /product="HAD hydrolase"

FT                   /protein_id="ABC65565.1"

FT                   /translation="MKDASWRDHCTMGCSLFFLALICGSIIGYFLYSFFNQKKLEEKKQ

FT                   AFDNKLKEKEKDLQKREQEMMRNAKIEIASLRQKLELDLEQRTNTIVDLESKNNRREEL

FT                   LNNRTESLNKREEHLDSEKQIISHTKKNLEQQIKEQETILNTQKQQLEKIASLTQDQAR

FT                   QIIMKETRDQTTYEMMSYIKQEEEKAKSEASKKAKTLLVLAMQKYSGDITGEKNISVVN

FT                   IPNEDMKGRIIGRQGRNIKSLEVLTGVDLIIDESPCTVILSSFDPIRREIAKKTLEFLV

FT                   SDGRIHPSRIEKALETSTIEVDNFIKEMGEEATFITKIGEVHPDLIKILGKLHFRISYS

FT                   QNVLKHSLEVAFLAGKLASEIGENEILARRAGLFHDIGKALDHEMEGSHVEIGVSIASK

FT                   YKEKKEVIDAIASHHEDQEPQSIIAALVAIADTLSSARPGARKESVENYIQRLTKLETI

FT                   ANSTKGVAKSYAIQAGREIRVIVEPDKIADNFIFQTARTIKEQIEKEIIYNGVIKVTVL

FT                   RETRAVEMAKL"

FT   gene            complement(464010..464291)

FT                   /locus_tag="AYWB_449"

FT                   /note="AYWB449"

FT   CDS             complement(464010..464291)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_449"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65566.1"

FT                   /translation="MILLAIPIIIFFSLEEETPQGSSSDETQNPNSAPSILEKKTWKDL

FT                   FIEKSGEIAEKVINSPKVSKSIESFSDKLSSAFSKSFTETKKKLPKKV"

FT   gene            complement(464582..465667)

FT                   /gene="rmuC"

FT                   /locus_tag="AYWB_450"

FT                   /note="AYWB450"

FT   CDS             complement(464582..465667)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rmuC"

FT                   /locus_tag="AYWB_450"

FT                   /product="RmuC family protein"

FT                   /protein_id="ABC65567.1"

FT                   /translation="MSQDQIIILLILILSVILILILGGATFIIYFFVAKPKKTQVNIKD

FT                   FFKQAFLESESRVICRLDDKINNLNHQSQDILTKEIKDTRQHLTSNLENSLKVLREQNA

FT                   SGFQEVQNIHKLLCQNDKTGQAGEFLLARILENISHFKDKLVFEKQYLMKKTNNNGNRL

FT                   KVDVMCKGYGKFIQIPIDSKFPTTDFLSYINATFNQIELKNRFLFHVKERIKEVQKYVS

FT                   KEDNCPYAIMFIPSESIFAQINCDPEIISYAFKHNVIITSPSILLAILNSVDYYFQIFE

FT                   SVQNNEEKLECIENVLQAMKNFDKVFICDLKAALEKVLKVIEDIQKKEKTLDQRYQKLL

FT                   EVRKKENKNSKNNTKNEKIDF"

FT   gene            complement(465962..466038)

FT                   /locus_tag="AYWB_t20"

FT                   /note="AYWBt20"

FT   tRNA            complement(465962..466038)

FT                   /locus_tag="AYWB_t20"

FT                   /product="tRNA-Arg"

FT   gene            466409..466561

FT                   /locus_tag="AYWB_451"

FT                   /note="AYWB451"

FT   CDS             466409..466561

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_451"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65568.1"

FT                   /translation="MWKIGFEKVIFYKDPKKAIFKTIIQCIKLKKTKEKKQAYEFFIFS

FT                   KRKRF"

FT   gene            466524..467219

FT                   /locus_tag="AYWB_452"

FT                   /note="AYWB452"

FT   CDS             466524..467219

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_452"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65569.1"

FT                   /translation="MNFSFFQKEKDFKLLTNIYNSLQGKPFLNQETTLRGKEIKVEFYY

FT                   LDQSKYYSTLFQSRQFAVWTVDKGVCRLLVERKYYKKFGAFYQKDINDMWLDFIWQIFQ

FT                   KEATLIKTIKLLFVAVLLPILLNVFLLNGHFSGWVRVPAFFVLISSCFSMNYWMKKQQK

FT                   KLHIFRDQKLQETLEKIKQKLGKELYESLKEKQKQFNPTFVEPKSDQNPNEDNTGSKDN

FT                   TIDKINELN"

FT   gene            467235..469139

FT                   /gene="gidA"

FT                   /locus_tag="AYWB_453"

FT                   /note="AYWB453"

FT   CDS             467235..469139

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gidA"

FT                   /locus_tag="AYWB_453"

FT                   /product="glucose inhibited division protein A"

FT                   /protein_id="ABC65570.1"

FT                   /translation="MIIKPKKKKTIKKGNQMIYDSIVIGAGHAGIESALILAKKHNTLL

FT                   ITGSLKQVASLPCNPSIGGPAKGVVVREIDALGGIMAKATDLAQIQIKMLNSSKGPAVR

FT                   ALRAQIDKLEYPQIILEILQNTPNLTLLEGLVNNLIIQKNQVQGVCLIDGRKINAKTVI

FT                   ITTGTYLASQILIGDTKKASGPNGVPTTYGISTQLKEIGFEVIRLKTGTPPRVKKNSID

FT                   YSQTKIQMGDNLEQTFGFLTPQTTKRPQEPCFLTHTNQTTHQVIRKHLNQSAMYGGYVE

FT                   GIGPRYCPSIEDKVVRFCDKNSHQIFIEPESLYLNEMYLQGLSTSMPQHVQHEILKTIP

FT                   GLQNAKITKYAYAIEYDAFNPNQLKHSLETKKIQNLFLAGQMNGTSGYEEAACQGLMAG

FT                   INASLKLQNKPPFVLKRNEAYIGVLIDDLITKGAKEPYRLLTSRAEFRLLLRHDNADLR

FT                   LKDYGYQLGLIDKKDYNSFQNKKAKINLLLEKSKNYEILVNSDNLSYLKQQNSASLGEK

FT                   TTLAQLIKRPELNFCTLQHFLQEKADKTIYEQVEIQIKYEGYIAKAQKEAQKLARLEQK

FT                   KIPSKINYADIKNLSKEAKEKLDLIKPQTLGQATRILGVNQVDISILLVYLEKHHALL"

FT   gene            469126..469764

FT                   /gene="gidB"

FT                   /locus_tag="AYWB_454"

FT                   /note="AYWB454"

FT   CDS             469126..469764

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gidB"

FT                   /locus_tag="AYWB_454"

FT                   /product="glucose inhibited division protein B"

FT                   /protein_id="ABC65571.1"

FT                   /translation="MLYFESLKDKFKLNKKQLNKFVFYYEFLKKENQKMNLTSLISLSD

FT                   VCYKHFYDSLILKEIFDFNNVTNLCDVGSGAGFPSFPLKILYPHLKIIIIESSLKKINF

FT                   LKQLASHLELDNVCFFHKRVEQHDIAKNGSYDFVVARALARLEIILKWCVPLVKKRGYF

FT                   IAMKGKNFQQELEASKKIIKQMKVKLVSAKVFELPMQLGTRTNLLFQTE"

FT   gene            complement(469812..470600)

FT                   /locus_tag="AYWB_455"

FT                   /note="AYWB455"

FT   CDS             complement(469812..470600)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_455"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65572.1"

FT                   /translation="MESNKVNNSFTQIKNNFLSLFEKNTYNNIATRKGISLKTILLLCV

FT                   TAITSMFFYPILKPVILKKLNIHTIYFSMITLGFLNYGIYFAGLKKVEISKACGLIYSF

FT                   IEGIILSIFFVFLNLVYANLVEIAFMAIFATFILFVAMSQAYYKGFIKVTNRFRQIMLY

FT                   CSFALIVSYIVRLVLSLCGIWTIENIIYNSFLTFPISLIMLGFVSMFLAFHFDYAEQMI

FT                   KQGMPKKYEWQVSLAFATILIEIFLRIMLILLRLFGQERK"

FT   gene            complement(470965..472149)

FT                   /gene="tufB"

FT                   /locus_tag="AYWB_456"

FT                   /note="AYWB456"

FT   CDS             complement(470965..472149)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tufB"

FT                   /locus_tag="AYWB_456"

FT                   /product="protein translation elongation factor Tu"

FT                   /protein_id="ABC65573.1"

FT                   /translation="MANEKFIRNKTHLNVGTIGHVDHGKTTLTAAITQVLSARGLAKSR

FT                   AYDQIDNAPEERERGITIKTSHVEYETEKRHYAHVDCPGHADYVKNMITGAAQMDAAIL

FT                   VVSGADSVMPQTREHILLARQVGVPKIVVFLNKCDLSPDEQILELVEMEVRELLSQYDF

FT                   PGDDIPVIRGSALKALEGDAHYVAQVNKLIETLDTYIEDPVREVDKPFLMPVEDVFTIT

FT                   GRGTVVTGRVERGQVKAGDEVEIVGLKETRKTIVTAVEMFKKDLEFAQAGDNVGALLRG

FT                   INREDVQRGQVLAKPGSVKPHSKFIAQVYVLTKEEGGRHTAFFSQYRPQFYFRTTDITG

FT                   VVELQGDVKMVMPGDNAELVVTLNNPIAIEEGTKFSIREGGKTVGAGSVSKLLN"

FT   gene            complement(472284..474383)

FT                   /gene="fusA"

FT                   /locus_tag="AYWB_457"

FT                   /note="AYWB457"

FT   CDS             complement(472284..474383)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="fusA"

FT                   /locus_tag="AYWB_457"

FT                   /product="protein translation elongation factor G"

FT                   /protein_id="ABC65574.1"

FT                   /translation="MVIATYRRIKKMARQFSLEKTRNIGIIAHIDAGKTTTTERILFHT

FT                   GKIHKIGETHDGASQMDWMEQEQERGITITSAATTAFWKNHRINIIDTPGHVDFTVEVS

FT                   RSLRVLDGAVTVIDAQAGVEPQTETVWRQASEYKVPRVIFVNKMDKVGADFAYAIETLK

FT                   QRLGVHASAIQWPIGSENDFNGIIDLVEMNAFEYDNTSQETGKVVSIPSDLESITQTKR

FT                   KELIETLSTLDEELMIYYLEEKPISSEMLKNSIRKATLQASFFPVLCGSSFKNKGVVKM

FT                   LDAVVDYLPAPCDVAAIVGFDSDNQEIVRTGLDEEPFTALAFKVMTDPYVGKLTFFRIY

FT                   SGSVKAGSYVTNTTKGTKERFGRLLQMHANSREEVKEAYTGDILAVVGLKATTTGDTLA

FT                   SEGQTIILESMNFPEPVIEIAVEPKTKADQDKMGIALAKLAEEDPTFKVFSNHETGQTI

FT                   IAGMGELHLDIIIERLKREFKVQANVTEPQVAYRETITQETETEGKFIRQSGGRGQYGH

FT                   VWMRFEPNPGKGFEFVNKIVGGVVPREYVPAVQKGIQEALAGGILAGYQIIDVKATLFD

FT                   GSYHDVDSSEIAFKIAASMALKETKTKGNPVILEPIMDVEVVTPNDYVGNVIGDLTSRR

FT                   GRLENQESRTNAVAIRAFVPLSEMFGYATVLRSNTQGRATFIMQFAKYEKAPKSITEEI

FT                   IKKRA"

FT   gene            complement(474377..474847)

FT                   /gene="rpsG"

FT                   /locus_tag="AYWB_458"

FT                   /note="AYWB458"

FT   CDS             complement(474377..474847)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsG"

FT                   /locus_tag="AYWB_458"

FT                   /product="SSU ribosomal protein S7P"

FT                   /protein_id="ABC65575.1"

FT                   /translation="MSRKGHIKKRDVQPDPIYNSKLVTKTINTIMEDGKKGKAQTIFYQ

FT                   ALKQVKTITNRDPIEVFHEALNNIMPVLEVRTRRVGGQNYQVPSEVRPERRHSLGLRWL

FT                   VKYTKERNEKTMEERLAKEIVDASLGNGVSVKKREETHRMAEANKAFAHYRW"

FT   gene            complement(474918..475337)

FT                   /gene="rpsL"

FT                   /locus_tag="AYWB_459"

FT                   /note="AYWB459"

FT   CDS             complement(474918..475337)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsL"

FT                   /locus_tag="AYWB_459"

FT                   /product="SSU ribosomal protein S12P"

FT                   /protein_id="ABC65576.1"

FT                   /translation="MSTVSQLIKKRRSSKTSKTKAPALSYGFNVLQKKNKHYSSPQKMG

FT                   VCLRVTTMTPKKPNSALRKFARVRLSNGSEVTAYIPGVGHSLQEHSSVLVRGGRVKDLP

FT                   GVRYHIVRGALDATGVANRKQGRSKYGSKLPKEKK"

FT   gene            complement(475358..479419)

FT                   /gene="rpoC"

FT                   /locus_tag="AYWB_460"

FT                   /note="AYWB460"

FT   CDS             complement(475358..479419)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoC"

FT                   /locus_tag="AYWB_460"

FT                   /product="DNA-directed RNA polymerase beta' chain"

FT                   /EC_number="2.7.7.6"

FT                   /protein_id="ABC65577.1"

FT                   /translation="MSDNRLFTSVETLNLSSPVLEKLKLSGINTLEDFNTFTLEELRLL

FT                   LQEAFLEVLPILKNFALPRNLQNLDLSEAVINILTELGMEDFQDLLQTKMAVLTKSFET

FT                   NPLAFQKLNDLFKLYNHFPSISSDKEYGSRDYDYFKIRLAAPEEIRQWSYGEVTSYETI

FT                   NYRTYKPEISGLFCQKIFGPVVDFQCACSKKQVSIKSQFCNKCGVEFTETKVRRERMGH

FT                   IELQTPIVHTWYLNSSPSRLAILLNIKTKQLEEIVYYVSYVVIDPGKTEFKPKEIITET

FT                   QYSEALYEFGNTFVALTGAEAVKKLLENLNLEKTIKVLRKSLSENSKQKRESIIKRLEI

FT                   IESFHQSDNKPEWMVMDVIPVLPPGLRPMVPLDGGRFATTEVNDLYRRILNRNNRLKKQ

FT                   MLQKAPRLIIKNEKRMLQEAVDALFDNTKTSKKNVNNVEKNRPLKSLSEMLRGKQGRFR

FT                   QNLLGKRVDYSGRSVIIVGPDLEMHQCGVPREMAIILFKPFILKKLQETKGIDKKNANT

FT                   IYEKMNEEVWNALEEVVKEHPVLLNRAPTLHRLGIQAFDPKLIDGKAIRLHPLVTPAFN

FT                   ADFDGDQMAIYVPLSLEAQAEARLLMLVSNNILDPKNGNPVVTPSQDMVLGNYYLTIEE

FT                   KKDRTINSYDSAQRTAEHQFKHRNEGTFFADINEAKTAYQNKEIHLHTRIFIKPQTINL

FT                   SFTEEQRQKYLMTTLGKLIFNDILPPSFPYINEPTQFNLDVKTPDAYFLPPGTNPKQFL

FT                   KKLPTPKPFNKKFLSMIIACFFKQMKITETSKMLDHIKNLGFKYSTIAGITVSFADINT

FT                   YSNKQELLQEVETRNIQIETWHKDGFLTDAERRRLVINEWKTIRDEIQEGLMKEFKQDN

FT                   HIFMMSESGARGSVSNFTQLAGMRGLMNNPKGEIIEVPVKASFREGLKVSEFFISTHGA

FT                   RKGSTDTALKTAESGYLTRRLVDVTQDIVVIKEDCNSDRGFIVEAMMSDGKEIVSLKKR

FT                   IMGRFASCDICHPKTNTLIVARNELIIESKAQEIITAKIKKVPIRSILTCNCEYGICAK

FT                   DYGVNLATNKLVEIGEAVGVIAAQSIGEPGTQLTMRTFHTGGVASASDITQGLPRIEEL

FT                   FEVRKPKGKALISELKGKIKKIDKIRSQNPEIVITEENDPDTEHRYILEPNVDILVSKN

FT                   NIVYPGQKLTSGSVDLKELLRVAGTTEVQKYILEEVQKVYRAQNVYISDKHIEIIIHQM

FT                   FKQILIIDEGDTHLLPGTEITINKFKKANLKMLEEKKRLAVGRPIILGITRSSLRSDSL

FT                   LSAASFQETTKILIDAAIKGKTDHLYGLKENVIIGGLIPAGTGILETTLFKYPKEPATT

FT                   SELTKKTNQN"

FT   gene            complement(479423..483244)

FT                   /gene="rpoB"

FT                   /locus_tag="AYWB_461"

FT                   /note="AYWB461"

FT   CDS             complement(479423..483244)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoB"

FT                   /locus_tag="AYWB_461"

FT                   /product="DNA-directed RNA polymerase beta chain"

FT                   /EC_number="2.7.7.6"

FT                   /protein_id="ABC65578.1"

FT                   /translation="MGYHNVKYGKKAQRRNYSKTIYDVDLPNLIEIQNQSFDWFLKHGI

FT                   KELLQDFCPIESYNGDLKIHFDDYFLTPPKYSIEETKIKDISYVAQLFVKTTLENVLTG

FT                   ETKQSNILLTELPLMTSTGTFIINGTERVVVSQIVRSASVYFAGNFDIKLNRTIYSGQV

FT                   IPSRGAWIEYEEGSKEILYAKLDRSKKIPLSNFIYALGFDSKEAIENVFGKSAILDSVF

FT                   DKETDMDSDNALVELYSKIRQGEKVPVDTARDFIRTRLFDQKKYDLAKVGRYKFNKKLD

FT                   VLTRAENTYLACDFVNPENQEIMIAQDELLTKEKIAILKQNRHFLLQEIFDAKHNLENE

FT                   TDEEILAYKKYPQKNELFTKTNIINSRTGEVLVAKDTLVNDDIINHLRHNIHTLDEKVS

FT                   KFFLGTKDIYQKEADRQGVFNEILEVYTSKDESGKLYNKVKLIGNDQRETKKHITLSDV

FT                   IASINYYLNLYENVGTVDDIDHLGNRRLRLIGELLKNQFRIGLTRAEKNIKDMISTSKF

FT                   GEVNGPGDLVNFTFLMSVIKTFFTNSRLSQFMDQINPLAELTQKRRVSALGIGGINRDR

FT                   AGIEVRDVHNSHYGRLCPIETPEGPSIGLITSLSTYAKVNKYGFIQTPFFKVLQQDGKT

FT                   TLSRDIDYLTADQEKEEIIASAGFVLDANNSFQDKKIIARSNGETGIFERNQITYADVS

FT                   PKQIVSVATSSIPFLEHNDASRALMGANMQRQAVPLLIPESPIVGTGVEYRAAKDSGCL

FT                   IIARESGFVTYVDAQKIIITKKPNQTVSLNGKTLYDTTQEFTYTQAKVLYENNHKEYQA

FT                   EYTLINFAKSNQDTLVLQKPIVVLGEHINEGDILVSGPSTSQGELALGRNVTVAFMTWE

FT                   GYNYEDAIIMSEELVKHDVYTSIHIDKYEVQTRELKKGSGQEEITREVPNVGADAIKNL

FT                   DERGIIIPGSEVKEGDILVGKITPQGNIEPSPSEKLIQIVIGEKAREYKDSSLRVPFGE

FT                   GGIVQSVHYFSRKNGDVLPAGVNENIRVFIAKKRKINEGDKMAGRHGNKGVISRILPKE

FT                   DLPYMADGTPIDIMLNPLGVPSRMNIGQILEIHLGMAAKKLGIKVATPVFDGVNDYDLK

FT                   EIMKEANLEPDGKMVLYDGRTGEPYDSRISVGVMYMVKLSHMVDDKLHARNVGPYTLVT

FT                   QQPMGGKVQNGGQRFGEMEVWALYAYGAAHTLQEILTVKSDDIVGRNKTYSAIVQGTQL

FT                   PKPSIPESFRVFIKELQSLGLYVELIKTDTKENEVNKSLIDYKKEGYN"

FT   gene            complement(483410..483820)

FT                   /gene="rplL"

FT                   /locus_tag="AYWB_462"

FT                   /note="AYWB462"

FT   CDS             complement(483410..483820)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplL"

FT                   /locus_tag="AYWB_462"

FT                   /product="LSU ribosomal protein L12P"

FT                   /protein_id="ABC65579.1"

FT                   /translation="MSEKIITKEIDMAKLTKEAFVSALKEMSLLEIKELLDGLKEDFGI

FT                   DPTALAVAAPGANNAAEVEEKTEFTVVMKSFDEKKKLAVIKTVREVTGLGLLDAANFVK

FT                   VPGSKVKENVSKVLAEDIKNKLEQAGAVVELQ"

FT   gene            complement(483832..484365)

FT                   /gene="rplJ"

FT                   /locus_tag="AYWB_463"

FT                   /note="AYWB463"

FT   CDS             complement(483832..484365)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplJ"

FT                   /locus_tag="AYWB_463"

FT                   /product="LSU ribosomal protein L10P"

FT                   /protein_id="ABC65580.1"

FT                   /translation="MKEGKGIIMIKPQLAKKIDSVAVLQEKISTAKTVIIFEYSSLPVS

FT                   SFMQLRRELKKSTCEVKVYPKNIMQRAVANAKQADLVNFLKGTKALIISPQELLEPIKT

FT                   IYNFAKKTKAVKIVSGVVEQKIVSLQEINTLATLPSKEQMLTLLAISMFAPLQYLAIGL

FT                   NMLAKTKEQENPEQ"

FT   gene            complement(484380..485090)

FT                   /gene="rplA"

FT                   /locus_tag="AYWB_464"

FT                   /note="AYWB464"

FT   CDS             complement(484380..485090)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplA"

FT                   /locus_tag="AYWB_464"

FT                   /product="LSU ribosomal protein L1P"

FT                   /protein_id="ABC65581.1"

FT                   /translation="MKGITAMKRGKKYLTSLRIFDVKKTYPLQEAISLAKQTQVAKFDA

FT                   TVECAFHLNLDLKKVDQNLRGALVLPHGTGKVLKVAVLAKGEQAKQAQEAQADYVGDQD

FT                   LIDKIAKNWFDFDVLVATPEMMPQLSKLGRLLGPKGLMPNPKTGTVTNDVLQAVKEIKN

FT                   GKIEYRLDKSGNIHTILGKVSFDEAKLLENLKTLYLQLMAVKPRTVKGTYIKSVTISTT

FT                   MAPGIKIDPVTISQ"

FT   gene            complement(485161..485586)

FT                   /gene="rplK"

FT                   /locus_tag="AYWB_465"

FT                   /note="AYWB465"

FT   CDS             complement(485161..485586)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplK"

FT                   /locus_tag="AYWB_465"

FT                   /product="LSU ribosomal protein L11P"

FT                   /protein_id="ABC65582.1"

FT                   /translation="MAKKVVKTVKLQIPAGKANPAPPVGPALGQAQVNIPSFCSQFNET

FT                   TKDQMGFVIPVIISVYEDRTFTFVTKTPPASDLLKKAAKIESGSANASQTKVATITHKQ

FT                   VEEIANLKLSDLNAYCVEKACKIIEGTARNMGILVKD"

FT   gene            complement(485785..486384)

FT                   /gene="nusG"

FT                   /locus_tag="AYWB_466"

FT                   /note="AYWB466"

FT   CDS             complement(485785..486384)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nusG"

FT                   /locus_tag="AYWB_466"

FT                   /product="transcription antitermination protein nusG"

FT                   /protein_id="ABC65583.1"

FT                   /translation="MNKAEKQIKETQAQEKEFQNTCHLKWYIAQTYSGYENVVKDDLLR

FT                   RVESIGIGDLVSNVLSPKEEYYETRLDGKKVKKERKMYPGYVFIQMMITDRSWFVVRNT

FT                   PRITGFLGSSGMGSKPVPLSENEINPVLLKMGIINKPDYKKFIGKKVEIISGSFVGQIG

FT                   QVSSIDADREKMILEVDLFGRATPVEISFNDFKEIF"

FT   gene            complement(486386..486940)

FT                   /gene="secE"

FT                   /locus_tag="AYWB_467"

FT                   /note="AYWB467"

FT   CDS             complement(486386..486940)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="secE"

FT                   /locus_tag="AYWB_467"

FT                   /product="protein translocase subunit SecE"

FT                   /protein_id="ABC65584.1"

FT                   /translation="MCFVFKPKLQHQTTSKSKLKTFNFKKILLLLRQTHFASRNQVKEF

FT                   FNFMGIKIVSENKKNQLLEVIKREYSWLNILLIITSILSLALCGQLWQTKHFETMHWTF

FT                   PCALVLLSFFIFAIGSFSFFKDAFLQICNIIWPSLKQILFNTLQVIFFTLFLILFVHTI

FT                   DSYVIGKLTKFCVEIKNLLSK"

FT   gene            complement(487231..487938)

FT                   /gene="spoU"

FT                   /locus_tag="AYWB_468"

FT                   /note="AYWB468"

FT   CDS             complement(487231..487938)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="spoU"

FT                   /locus_tag="AYWB_468"

FT                   /product="23S rRNA methyltransferase"

FT                   /EC_number="2.1.1.-"

FT                   /protein_id="ABC65585.1"

FT                   /translation="MIIYGKNPIKEAIKAQRKIYQLYLDEKIKDHLFIMFLQKHNIAYQ

FT                   LVDKKFLYDLTKQKTHQGIAANVCDYTFYDLDTYLDSTKFQKFLILDAINDPHNLGAIL

FT                   RTVEACALDGVIMSKKNQVPLNSTVAKISCGALEYTKVFLVTNLHQTILKLKKNQVLIV

FT                   GTDSNSSQSFHQIPKNSSLGIIVGNEGTGIRHLLKKQCDLLVKIPMYGKINSLNVSVAA

FT                   ALMIYSTFIFGDN"

FT   gene            complement(487944..490397)

FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_469"

FT                   /note="AYWB469"

FT   CDS             complement(487944..490397)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_469"

FT                   /product="cation transport ATPase"

FT                   /EC_number="3.6.3.-"

FT                   /protein_id="ABC65586.1"

FT                   /translation="MCMNESLNNPNIATKKNLKGLTNKQVEQKKNAGQVNASNYKNSKS

FT                   IKDILFSNFLNYLNLLILIVALIIIFIEQYEHLFFLVVSLTNFFISVIQEIKAKITLDK

FT                   VSLLMKSYSQVIRNSQKEKVFSSDLVLEDLLFLEAGEQIVADAKVKSGVLEVNESLLTG

FT                   ESKLVVKKENDFLYSGSYVVSGQSYAEIVAVGSDMYIEKVSQEAKKYKKPITPLMQSLS

FT                   SLIKTIIIFVTLFAIILAFFAFNKENNKISDFRQNSLLGLCGMMIAMLPLGLFLLTNIS

FT                   LAVGFVRLAKQKTYAQNLFGIEMLAQINTLCLDKTGTITDGTMQVKKVIPYHPKEFDFA

FT                   KLMNSFLSACPTSNSTYNALINKFSPNTFAPSTLYQISQSLPFSSARKYSAVEFKNLGT

FT                   IFLGAPEFILKNNFHLIKKDFETHTQLGYRVLLLAKSAEPCISQINCKHQKLHDIPCIP

FT                   LALIIIEDTIKKDAVTTIDFFQKNGVCVKVISGDNHVAVSQIAQRVGIIDAYKTISLEG

FT                   LSDQEVIQIATQYNVFGRTSPQQKKILIQTFKQTGQKVAMTGDGVNDILALKEADLSIA

FT                   MASGSQATCNIANLVLMDSNFSSMPKVVFEGRRIINNLDKISILFFTKTIIAFMLAIAV

FT                   IFFNFLRLPCYYPLSPLKLQFVMDYWSIGIPSLFLSFEKNNEIISENFLLNNLKKAFPY

FT                   ASLAFISYVLTFGLQIGFTSTHSPDFKQLEIVSNFVILLSTFILFIVLFRISKPLNLTK

FT                   LLLFLAMLTGFTTASFILDVFEEMSQFGNLEKFLLVLIIILSLIITQISQKTRPTKTTK

FT                   SKENK"

FT   gene            complement(490475..492622)

FT                   /gene="pnp"

FT                   /locus_tag="AYWB_470"

FT                   /note="AYWB470"

FT   CDS             complement(490475..492622)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pnp"

FT                   /locus_tag="AYWB_470"

FT                   /product="polyribonucleotide nucleotidyltransferase"

FT                   /EC_number="2.7.7.8"

FT                   /protein_id="ABC65587.1"

FT                   /translation="MLKKVFETTNLKDSFQVEIGTYARNVDSSILVRYQDTVVLTTMVF

FT                   SRKPNNLDFLPLTVIYQEKLYAAGKIPGSFLRREGRSNDHEILTSRLIDRSLRPLFPDY

FT                   FQQEVQVINTVLSLDPDFKSELASMLGSSLSLLISEIPFFEAISGVYVGKINNEFIINP

FT                   TLQQLANSTLHLIVAGTKHNVTMIEAHANEVSEQDFLEAINFAHQYIKKLCLFQENIKQ

FT                   QFAPVKMTKTLHQTEQIQQQSFFAKNHSQVKQAILSCNSKNDLQQLKEQILDQAKQTPF

FT                   FKTIDAITVFDYEAHKKHLQITENLFQKLSKQEMRSLILQEKIRPDKRELEEIRTLESQ

FT                   IDLLPRAHGSALFTRGKTQSLAAVTLGCLSESKIIDGLSDEQNKRFMLHYNFPPFSVGA

FT                   VGRYTAPSRREIGHGTLAEKAISQVLPEEKDFPYTIRVVSEILESNGSSSQATVCSSSL

FT                   ALMASGVPLKKAVAGISVGLVFDQETNKYVILSDIQGLEDHVGDMDLKIAGTNKGITAL

FT                   QMDLKIQGIPFKILQEAFLQAKKGRLHILEQMNQTISQPRLEVSKYAPKVCMMQIKPEK

FT                   IRDIIGSGGKIINQIIESHDGVKIDIEQDGRVFVMHSNLETVKKTVAFIESLIQEIQVG

FT                   TCYQASILRFLSDKQGKMIGAVAQVCPGIEGLIHVNKMKFQKITDVLKIGETVLVKCTK

FT                   INERGRIDFLLLPKKTQEKNS"

FT   gene            492919..492995

FT                   /locus_tag="AYWB_t21"

FT                   /note="AYWBt21"

FT   tRNA            492919..492995

FT                   /locus_tag="AYWB_t21"

FT                   /product="tRNA-Asn"

FT   gene            493003..493078

FT                   /locus_tag="AYWB_t22"

FT                   /note="AYWBt22"

FT   tRNA            493003..493078

FT                   /locus_tag="AYWB_t22"

FT                   /product="tRNA-Val"

FT   gene            493232..496113

FT                   /locus_tag="AYWB_r03"

FT                   /note="AYWBr03"

FT   rRNA            493232..496113

FT                   /locus_tag="AYWB_r03"

FT                   /product="23S ribosomal RNA"

FT   gene            493710..494351

FT                   /locus_tag="AYWB_471"

FT                   /note="AYWB471"

FT   CDS             493710..494351

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_471"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65588.1"

FT                   /translation="MSHGPSIRYRKITKSDFRPCSTCKSCSQAPLCLYALQMISNHFEG

FT                   TFERLRYSLGGDRPSQTAHQTLSLTLHMCRLETKNNKGGIPRTTPEKLAFFSHSFPPIL

FT                   YILFPISILSCSKAPWGLFVLSRVTGIFTGNLISPRLLLRQRPNRYAFRAGRNLPDKEF

FT                   RYLRTVIVTAAVYWDFNSMLCCLTSPFNLPAPGRHQPLYITLRFSRDLCF"

FT   gene            496177..496253

FT                   /locus_tag="AYWB_t23"

FT                   /note="AYWBt23"

FT   tRNA            496177..496253

FT                   /locus_tag="AYWB_t23"

FT                   /product="tRNA-Ile"

FT   gene            496359..497889

FT                   /locus_tag="AYWB_r04"

FT                   /note="AYWBr04"

FT   rRNA            496359..497889

FT                   /locus_tag="AYWB_r04"

FT                   /product="16S ribosomal RNA"

FT   gene            498007..498090

FT                   /locus_tag="AYWB_t24"

FT                   /note="AYWBt24"

FT   tRNA            498007..498090

FT                   /locus_tag="AYWB_t24"

FT                   /product="tRNA-Tyr"

FT   gene            complement(498380..499921)

FT                   /gene="yidC"

FT                   /locus_tag="AYWB_472"

FT                   /note="AYWB472"

FT   CDS             complement(498380..499921)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="yidC"

FT                   /locus_tag="AYWB_472"

FT                   /product="60 kDa inner membrane protein"

FT                   /protein_id="ABC65589.1"

FT                   /translation="MDVRNHSSKNFFLFLTIFLFGLFFWLLTPPKPEKIEVLDKVVVFK

FT                   NSEKHKKYFDPVDSSKLLSDYADIFVVYVINDKKKEIQISTQDEFKGMLAKKKEAKYFF

FT                   SLIKKPDPKLKDEFNFSKLDNKEEYFLTFKTDKETTEFKNKLMKDFLTVAAGTNDDYIE

FT                   NNKYQKKELRDALEFQKIDSSNKLISVSLENIKLEDDYAENIKNTSNNVLSKINVRFNN

FT                   GRLMPRKLFITNFSVPIQFTSRLEWSLFGYFWNILIISIGSFLYFFSTFLVYGASGMFF

FT                   GNLGLGIVLATVFIRTLTWPIYTKTSTLSMNMSLIQSEIEKVKQKYAIKKDLASAQKMQ

FT                   LEILKVYRKNNFSFWGFLLSFLQLPLFIAINQTLSRFIIPGGIFATDKLIEKPFLGLIN

FT                   LKPSNPNNAFVIFLLSFLVGATMFILNKISFKKPDYLKTPSYHLTSEQKQKAKQSEKSI

FT                   KIMSVFMILMMVFFSRSNPILSLYWIVGNTYTIFQTLLTRKKIQKKYFALKQNNL"

FT   gene            complement(499940..500326)

FT                   /gene="rnpA"

FT                   /locus_tag="AYWB_473"

FT                   /note="AYWB473"

FT   CDS             complement(499940..500326)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rnpA"

FT                   /locus_tag="AYWB_473"

FT                   /product="ribonuclease P"

FT                   /EC_number="3.1.26.5"

FT                   /protein_id="ABC65590.1"

FT                   /translation="MNIKVKNFRIINKMKRKYILKKENEITPVFKSKKRYGNSFFIIYY

FT                   VKQTTFPHFKFALSVGKKYGKAHERNLIKRRLRAIISSFSPCLNPKMCFVIVIKAPAKT

FT                   LTFKQLKTFFFQFATKTRILLSNN"

FT   gene            complement(500470..500604)

FT                   /gene="rpmH"

FT                   /locus_tag="AYWB_474"

FT                   /note="AYWB474"

FT   CDS             complement(500470..500604)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmH"

FT                   /locus_tag="AYWB_474"

FT                   /product="LSU ribosomal protein L34P"

FT                   /protein_id="ABC65591.1"

FT                   /translation="MKRTYQPSKIKRKRTHGFRARMSTVGGCKVLARRRAKGRLQITV"

FT   gene            complement(500772..502196)

FT                   /gene="proS"

FT                   /locus_tag="AYWB_475"

FT                   /note="AYWB475"

FT   CDS             complement(500772..502196)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="proS"

FT                   /locus_tag="AYWB_475"

FT                   /product="prolyl-tRNA synthetase"

FT                   /protein_id="ABC65592.1"

FT                   /translation="MKTMKRVKTVATRLSDFGKWYTDICLKAELIAYSEAKGFIIYLPY

FT                   GYALWENIQKHLNCTLQKTGHQNVYFPLVFPEKLFHKEKEHIQGFSPEAAMITTTGKKN

FT                   LSEKLVIRPTSEILFSQYYSKTITSYRDLPKLYNQWCNVVRWEKTTKPFLRGKEFLWQE

FT                   GHTVHATEQEAMQQTLSILDIYQKLGKDLLALPFVCGKKTETEKFAGALITYSIEALMH

FT                   DGQALQAGTSHYLGIIFAKSFQIQFQDCDNQKKYAHQTSWGVSTRLIGALIMVHSDDEG

FT                   LVLPPYVAPMQIVIIPLQTQDESVKQVSENLFSILQKNYRVHLDLQDKTAGWKFSQYEL

FT                   KGVPLRIEIGKRGLENDEVTIFQRYNFAKQNIKIKDFPSQIPQLFETMHNNMYQKALQH

FT                   LEQNRKQATTYEEFKTYLKQGGYVAMSISGTDAELQIKQETGATARVILETNLITANCP

FT                   VTNKKALQTVLFARAY"

FT   gene            502573..502664

FT                   /locus_tag="AYWB_t25"

FT                   /note="AYWBt25"

FT   tRNA            502573..502664

FT                   /locus_tag="AYWB_t25"

FT                   /product="tRNA-Ser"

FT   gene            502793..502866

FT                   /locus_tag="AYWB_t26"

FT                   /note="AYWBt26"

FT   tRNA            502793..502866

FT                   /locus_tag="AYWB_t26"

FT                   /product="tRNA-Cys"

FT   gene            complement(504112..504261)

FT                   /gene="rpmG"

FT                   /locus_tag="AYWB_476"

FT                   /note="AYWB476"

FT   CDS             complement(504112..504261)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmG"

FT                   /locus_tag="AYWB_476"

FT                   /product="LSU ribosomal protein L33P"

FT                   /protein_id="ABC65593.1"

FT                   /translation="MRDLVKLVCTECKRENYHTDKNKKKTPGRLELKKYCPFSRTNTLH

FT                   REKK"

FT   gene            complement(504347..505312)

FT                   /locus_tag="AYWB_477"

FT                   /note="AYWB477"

FT   CDS             complement(504347..505312)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_477"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65594.1"

FT                   /translation="MKRKLRFKKIVLINYFKKTNVVFLFLMLSICTLMLVFFHDFKECV

FT                   NKGQSYWQYKYKAPTFMPEIDFESTGKEDNILDYEYGYYPGHHTFIKTFWYFTHQVNLF

FT                   LLIVYALFFTKLRQKKCYHYLVFACLVSALMTGLIFHTLIDKGRHFYEPKFSLSFFLSH

FT                   LHHTLSPLCYLYFYFKVNSYAIPYKKMWIAFIHPLLYMTFFSLFGFFSMQDYFQDLQKD

FT                   KPIIISEKQAAKRDPFKMFPYVFFSPFKQKLNNPANAKKLEDNENRHHKRYRFVYSGYE

FT                   FVCLVFSCLFVFTVLMTYTLLWIKKRLLNKKTTTNYKKTK"

FT   gene            complement(505405..505623)

FT                   /locus_tag="AYWB_478"

FT                   /note="AYWB478"

FT   CDS             complement(505405..505623)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_478"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65595.1"

FT                   /translation="MILQPIAKNYLIGTRAKVQNETQIAVITRIDYQRGFIYLLFKRMR

FT                   EEKYPFLQSLNQNIIQPIVSKNQSHQQ"

FT   gene            complement(505695..506015)

FT                   /gene="himA"

FT                   /locus_tag="AYWB_479"

FT                   /note="AYWB479"

FT   CDS             complement(505695..506015)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="himA"

FT                   /locus_tag="AYWB_479"

FT                   /product="DNA-binding protein HU"

FT                   /protein_id="ABC65596.1"

FT                   /translation="MNKLKFLRKLAEKNGITKKEANKFLNNFIELIYQTFEETEEYKKV

FT                   TLTGFGTFGAKYRNAREGKNPRTGKTIYIPAKKVPTFKFSKLLKIFLLNKIFIINFFNI

FT                   LK"

FT   gene            complement(506166..507182)

FT                   /gene="gpsA"

FT                   /locus_tag="AYWB_480"

FT                   /note="AYWB480"

FT   CDS             complement(506166..507182)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gpsA"

FT                   /locus_tag="AYWB_480"

FT                   /product="glycerol-3-phosphate dehydrogenase (NAD(P)+)"

FT                   /EC_number="1.1.1.94"

FT                   /protein_id="ABC65597.1"

FT                   /translation="MIKRKKLYFMKITIIGSGAWGSTLAQVLTDNNNQVLLYDTNLSYV

FT                   EKINQGKHPIFNTPLLNVKAVSCLKQTLEYSDLIVLAVPMKFMRHLLKKITLMLTNPKS

FT                   FVNVSKGIEPLTFLRVSEIVKQVIPAPLLANFASLMGPSHAEEVILRKLTLLTAASSNP

FT                   VFSLEIQKLFSCPNYLKVYTSSDLVGNEICSAFKNILALINGILVAKDFGINSQAALMS

FT                   RGILEMSRLVTFYQGNPQTVLGLPGLGDLIVTAFSKYSRNFNAGAKIAAGIPYQQIIDS

FT                   SLQTVEGFQTLNAFYQLQLKHNLDLPIIQASYQLIFESKPFDTVFATLIQRPYKSEF"

FT   gene            complement(507360..508799)

FT                   /gene="yphA"

FT                   /locus_tag="AYWB_481"

FT                   /note="AYWB481"

FT   CDS             complement(507360..508799)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="yphA"

FT                   /locus_tag="AYWB_481"

FT                   /product="GTP-binding protein"

FT                   /protein_id="ABC65598.1"

FT                   /translation="MSFKIAIVGRPNVGKSSLFNRIIGKRHAITHQKKGITRDRIYATA

FT                   HWLTKTFGVIDTGGIEIKSTPFLEQIKIQAQLAVDEADVIVFVVDGQIGLTQNDSYLAK

FT                   LLYKTKKPVILAVNKIDNHNLLFNTYEFYALGFDTPFAISTQHGVGIGDLLDKIVFLLR

FT                   DASLTSDSSFLEALPTDKSLQSSLFESNYEIPEKQLLEPEQKQNQEKEENKIIKFCVVG

FT                   RPNVGKSTLTNSLLASQRMIVSDMAGTTTDAVDTFFENDGQKYQIIDTAGIKKRGKIYE

FT                   QEDKYSFLRALGALEKADIACLVLDAKEGILEQDKNIAGFILENYKACIIIVNKWDLLE

FT                   KDTNTLKNFEQKIRQEFVFLSYAPVIFLSALKKSRLTQIFAILKRVFNNYKSQFSTSLL

FT                   NDILQEATLITPPTFFNQKKAKFQYIFQTKTKAPEFLCFVNDPKYIHFSYERFLKNQFR

FT                   KNLDLEGTPLKIIFHKKKSNF"

FT   gene            complement(508800..509471)

FT                   /gene="cmk"

FT                   /locus_tag="AYWB_482"

FT                   /note="AYWB482"

FT   CDS             complement(508800..509471)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cmk"

FT                   /locus_tag="AYWB_482"

FT                   /product="cytidylate kinase"

FT                   /EC_number="2.7.4.14"

FT                   /protein_id="ABC65599.1"

FT                   /translation="MHMRSFKIAIDGPAGSGKSTISKKLSQKLGWNHIDTGAMFRALTL

FT                   YLLENEVSWHNEKSLNQILDKINLSYSCNKIFLNQEDVSLKIKSLDVEKHVSSVALIPG

FT                   VRTKLLKLQKEICANTPNLIMDGRDIGTVVMPDANLKIFLTANITKRALRKQQEDAQNG

FT                   KITDITQIMKQLKERDHKDYHRHLAPLSKALDAILLDTTELSIDELIAKITTLIEKKRR

FT                   A"

FT   gene            complement(509513..510250)

FT                   /gene="rsuA"

FT                   /locus_tag="AYWB_483"

FT                   /note="AYWB483"

FT   CDS             complement(509513..510250)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rsuA"

FT                   /locus_tag="AYWB_483"

FT                   /product="16S rRNA pseudouridylate synthase"

FT                   /EC_number="4.2.1.70"

FT                   /protein_id="ABC65600.1"

FT                   /translation="MQRLQKVLAYANVASRRKAEILILEKRIKVNGKIISELGTKVSSS

FT                   DIITLDDKPITKATYSYFLLNKPNGFLSTAKDKKNRPTVLDLIEEASIQRLYPIGRLDF

FT                   NTTGLLLITNDGDLTQKLTHPSFCIPKEYHVKINACLQKKDLSTFCKGIIIDKKYLAVC

FT                   KEIDILKISYMPKPSTWLKLVITEGKNRQVRKMMQALGYQVLKLKRYRYSFLTIENLTI

FT                   GAYRPLKIHEIKKLKTLTTQIPN"

FT   gene            complement(510361..511212)

FT                   /gene="truB"

FT                   /locus_tag="AYWB_484"

FT                   /note="AYWB484"

FT   CDS             complement(510361..511212)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="truB"

FT                   /locus_tag="AYWB_484"

FT                   /product="tRNA pseudouridine synthase B"

FT                   /EC_number="4.2.1.70"

FT                   /protein_id="ABC65601.1"

FT                   /translation="MNGFFLVNKPEKMTSHDVVFQIKKKFHFDKVGHTGTLDPLASGLL

FT                   IVCVGKATKLAFLFDKLSKTYQGTFLFNKHYDTLDVKGKLLDTKNIPLNDFAIQTSFAS

FT                   FHQKKYWQIPPMFSAVKIKGQKMYRLARQNQVVDIPPREVFIHHFEKKSLFCHDQVDFL

FT                   VHVSKGTYIRSLARDLALQLNTYGALLRLQRTAIGTHLLQNAKTIENLELNDLILDSIF

FT                   FASYDELILNDYLIKLVKNGTYLDQRQIITQKPFIVKDSNKNFVAYYDILDENKYYPRY

FT                   FF"

FT   gene            complement(511246..511566)

FT                   /gene="trxA"

FT                   /locus_tag="AYWB_485"

FT                   /note="AYWB485"

FT   CDS             complement(511246..511566)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="trxA"

FT                   /locus_tag="AYWB_485"

FT                   /product="thioredoxin"

FT                   /protein_id="ABC65602.1"

FT                   /translation="MMSNLMNYQGQDFETITATPQLVVVDFFATWCPPCQRLLPVLEEV

FT                   CTLEQDILFYKVDVDFFRQLALEKDVSGFPTLILYKNKKELARHSGFLNKEDLLKFLHS

FT                   YK"

FT   gene            complement(512034..512216)

FT                   /locus_tag="AYWB_486"

FT                   /note="AYWB486"

FT   CDS             complement(512034..512216)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_486"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65603.1"

FT                   /translation="MICEIIIDKACSDFVEAFHKSQELTRFFSYNSISVNYKEDLKRDI

FT                   LKKCFYYSKTLVKLN"

FT   gene            complement(512405..512635)

FT                   /locus_tag="AYWB_487"

FT                   /note="AYWB487"

FT   CDS             complement(512405..512635)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_487"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of cell division protein ftsH"

FT                   /protein_id="ABC65604.1"

FT                   /translation="MVFKSGDNENTFIVIVATNRVEALDYALLRPGRFNYVVNILLPDL

FT                   KAQKAILELFAKGKNIADAASRKKRKRNYCY"

FT   gene            complement(512706..513050)

FT                   /locus_tag="AYWB_488"

FT                   /note="AYWB488"

FT   CDS             complement(512706..513050)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_488"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65605.1"

FT                   /translation="MLLFLYYYIYMFTFNNRFIINLISRRMVMATIIIFFKKELLSSSQ

FT                   NSQRNYIIITVLQEQEKTLLAKYWRANQMRPFMLLFLLIFCKEFVGMVLKKVRYLFGKI

FT                   KTHKTSIIFY"

FT   gene            complement(513112..514674)

FT                   /gene="metG"

FT                   /locus_tag="AYWB_489"

FT                   /note="AYWB489"

FT   CDS             complement(513112..514674)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="metG"

FT                   /locus_tag="AYWB_489"

FT                   /product="methiony-tRNA synthetase"

FT                   /EC_number="6.1.1.10"

FT                   /protein_id="ABC65606.1"

FT                   /translation="MKTTQKQKPKFFLSTAIAYASGIPHIGNVYECILADAIARFKRLE

FT                   GFDVFFQTGTDEHGQKIAAKSLQQGKNPQEYVDQISLEIKRIYDLMQVSYDKFVKTTNP

FT                   NHKQTVQAIFDKLWKKGDIYLGKYQGLYSVSEESYVAPKDLIDGKTSNGEIPILISEET

FT                   YFFKISKYQSHLLKYLENNPSLIKPDAQRKELLNLLKEPLSDLSVSRTSFKWGIRVPFD

FT                   PKHVIYVWIDALSNYLTGLGYNPTSENSQFNRYWPCDMHVIGKDILRFHLIYWPILLMA

FT                   LEISLPKQFLTHPWILFDKNKMSKSKGNVLYVDDLLKHFPVDSIRYFVLSEIPYAQDGN

FT                   ITYELLVERHNSDLANVLGNLVHRVFGMIKIYRQNNLSKTLITSNLDPKFDLSKQTLAT

FT                   LPSVRLKMQDYKVGDALKKIINLARFANKYIDLVEPWNLFKNPEKQQLLDHTLYSLVEA

FT                   LRFLGVLLQPFLPQTANKILTQLKASDITFKSLDTFGILPSQKLDNYHILFNRLEIDEI

FT                   LPI"

FT   gene            complement(514760..515617)

FT                   /gene="tpm"

FT                   /locus_tag="AYWB_490"

FT                   /note="AYWB490"

FT   CDS             complement(514760..515617)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tpm"

FT                   /locus_tag="AYWB_490"

FT                   /product="tetrapyrrole (Corrin/Porphyrin) methylase"

FT                   /EC_number="2.1.1.-"

FT                   /protein_id="ABC65607.1"

FT                   /translation="MLFQQQSFRNAKPILYLVATPIGNSEDITLRALYTLKEVFLILAE

FT                   DTRRAKKLLHTYQIQKPLLSYYEHNQTRRLPQILELLSQGKNIALISDAGTPLISDPGF

FT                   SLVCEVQKHGFNVVAIPGVSAFLTAFMTSAIPSPFIFLAFLPRLSQALKKYLLQYKNTS

FT                   ESLVIYESPHRIKKTLLLINKLYGNRKISLARELTKKFETIINGNLDSILELDLINKGE

FT                   YVIVVAGNPNPNEHLLVLSINDHVLFYLKLGFNEKEAFSKVAQERNITKKEIYRQYKIK

FT                   KNQS"

FT   gene            complement(515702..516688)

FT                   /gene="holB"

FT                   /locus_tag="AYWB_491"

FT                   /note="AYWB491"

FT   CDS             complement(515702..516688)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="holB"

FT                   /locus_tag="AYWB_491"

FT                   /product="DNA polymerase III, delta prime subunit"

FT                   /EC_number="2.7.7.7"

FT                   /protein_id="ABC65608.1"

FT                   /translation="MKKIQSLLTKFNQIIQNKKLAHLYLVVGSTLSQQKEFVLELAYRI

FT                   FKPHDPYLLSKDTLLNSQYPNFYYLTKQNHLFTKEQILQFQKNFLKTSLFGTQRIYVIE

FT                   EIEKITTQTSNSLLHFFENPSNNTIGFLLTNNLEKVLPTIVSRCQIINIFDAVDAKTQN

FT                   LDPKAKPQIDVFDFYLSNLINKNPDQMDLFIASDYYQNFKQFFLDFLIQFPKTISLKLA

FT                   VFASPVFAKLTSFPHFLNDFLSALLHFFSDVLYEKIPKNQLPIYFSKTQILTNPEYRKY

FT                   YQTLPLTTAFDILKIIHQIYKKQYILSNQENLLMALLIQLEAQRLSF"

FT   gene            complement(516685..517308)

FT                   /gene="tmk"

FT                   /locus_tag="AYWB_492"

FT                   /note="AYWB492"

FT   CDS             complement(516685..517308)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tmk"

FT                   /locus_tag="AYWB_492"

FT                   /product="thymidylate kinase"

FT                   /EC_number="2.7.4.9"

FT                   /protein_id="ABC65609.1"

FT                   /translation="MFISFEGCEGTGKTTHSSYLFEKLSKKYSCVLTKEPGGGLFNEVI

FT                   RNILLHSYNKQIDFHTEALLFAADRAEHLSKLIIPALQQNKIVICDRYLDSTIAYQVYA

FT                   RGLSKDFVLNINNLALNYMPNITFYLDLDPKIGIQRVKQFRPKEINSFDLQKLSFHKKV

FT                   RKGYLDLYQKDQQKRIFLIDASKSLEKIYNIIEQKLKEVFQIDL"

FT   gene            complement(517356..518087)

FT                   /gene="truA"

FT                   /locus_tag="AYWB_493"

FT                   /note="AYWB493"

FT   CDS             complement(517356..518087)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="truA"

FT                   /locus_tag="AYWB_493"

FT                   /product="tRNA pseudouridine synthase A"

FT                   /EC_number="4.2.1.70"

FT                   /protein_id="ABC65610.1"

FT                   /translation="MQHFFYKLILSYDGTFYCGYQKQPQKKTVQQTFEKALKKMTHQNI

FT                   PTFAASRTDKGVHSQGQTLHFQTTFSLKPKHFQKTLNYLLPPDIRVRQMHFATPNFHAR

FT                   YSAKSKIYQYVFSKKPLNAFNHHFQIFADKFDFVKITKALKFIEGTHNFFAFTSETQPK

FT                   NFSKTIFQASLKETVHKYILVFHGNGFLKYMIRFLVGSLIEIGKNKFSLEQFQAMLLGN

FT                   KTKKATLLAPAKALVLKKIFY"

FT   gene            complement(518258..518614)

FT                   /gene="rplQ"

FT                   /locus_tag="AYWB_494"

FT                   /note="AYWB494"

FT   CDS             complement(518258..518614)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplQ"

FT                   /locus_tag="AYWB_494"

FT                   /product="LSU ribosomal protein L17P"

FT                   /protein_id="ABC65611.1"

FT                   /translation="MPFSKLGRNKSQRRALLRTLMTDLIVQEKIMTTESKAKELQKLAD

FT                   KMVTLSKKNTLHTRRQAKRHLFDEKINDDTTVLQKLFKNISSKYLDRQGGYTRVIKTVP

FT                   RRGDSAPMAIIAFV"

FT   gene            complement(518658..519650)

FT                   /gene="rpoA"

FT                   /locus_tag="AYWB_495"

FT                   /note="AYWB495"

FT   CDS             complement(518658..519650)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoA"

FT                   /locus_tag="AYWB_495"

FT                   /product="DNA-directed RNA polymerase alpha chain"

FT                   /EC_number="2.7.7.6"

FT                   /protein_id="ABC65612.1"

FT                   /translation="MKNLKFIKPFFVEEIDENPISGKFTIKPLERGYGITVGNALRRVL

FT                   LSSLPGAAIVNVKIQGVEQEFTTIPGVYEDVMTIILNLKKIVFAVDDESDDFEEKLELI

FT                   AKGPQRLTAASFELPAGVKIINPDHYITTLSDDVCFHMTVTIKKGIGYVGAKENKVHIE

FT                   NQVGVIAIDSLFTPVVNVSYQVEKKLGNKDELTIEITTNGALLAKEALATAASILVDHF

FT                   NVLVELSQKPAHVEFVSESKKEAHNYVLDLEIEQLDLSVRLFNSLKRAGIDTVASLVKL

FT                   SEKEVVKLKSLGRKSFQELKDKFLEYGLEFNDYLKEALHHSVEEDKDKH"

FT   gene            complement(519681..520067)

FT                   /gene="rpsK"

FT                   /locus_tag="AYWB_496"

FT                   /note="AYWB496"

FT   CDS             complement(519681..520067)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsK"

FT                   /locus_tag="AYWB_496"

FT                   /product="SSU ribosomal protein S11P"

FT                   /protein_id="ABC65613.1"

FT                   /translation="MARKKNTKRKVKKNVPLGIAHIHTTFNNTIVTITDLNGNAVTWSS

FT                   AGALGFKGSRKSTPFAAQLAAEAVAKAAMEHGMVKVETFITGPGPGREAAIRSLQAAGL

FT                   EITAIKDVTAVPHNGCRPPKPPRG"

FT   gene            complement(520095..520475)

FT                   /gene="rpsM"

FT                   /locus_tag="AYWB_497"

FT                   /note="AYWB497"

FT   CDS             complement(520095..520475)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsM"

FT                   /locus_tag="AYWB_497"

FT                   /product="SSU ribosomal protein S13P"

FT                   /protein_id="ABC65614.1"

FT                   /translation="MARIAGIDIPSDKRVVIALTYIYGLGNKLSHKILNELKIDQNIRV

FT                   KNLTEQQLSALRIEITKYNVEGDLRREVTLNIKRLMEIGAYRGLRHRKGLPVRGQKTRN

FT                   NAHTVKGKPKAAIAGKKKNKVN"

FT   gene            complement(520488..520604)

FT                   /gene="rpmJ"

FT                   /locus_tag="AYWB_498"

FT                   /note="AYWB498"

FT   CDS             complement(520488..520604)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmJ"

FT                   /locus_tag="AYWB_498"

FT                   /product="LSU ribosomal protein L36P"

FT                   /protein_id="ABC65615.1"

FT                   /translation="MKVRASVKKRSEDDIIVRRKGRIYVINKKNRRHNQRQG"

FT   gene            complement(520617..520853)

FT                   /gene="infA"

FT                   /locus_tag="AYWB_499"

FT                   /note="AYWB499"

FT   CDS             complement(520617..520853)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="infA"

FT                   /locus_tag="AYWB_499"

FT                   /product="bacterial protein translation initiation factor

FT                   1"

FT                   /protein_id="ABC65616.1"

FT                   /translation="MSKNNLNETESKIEIEAKVVELLSNDKFKVELPNKKTIIAYVSGK

FT                   IRINNIRILPGDKVRIELSPYYPTQARITYRFK"

FT   gene            complement(520933..521676)

FT                   /gene="map"

FT                   /locus_tag="AYWB_500"

FT                   /note="AYWB500"

FT   CDS             complement(520933..521676)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="map"

FT                   /locus_tag="AYWB_500"

FT                   /product="methionine aminopeptidase"

FT                   /EC_number="3.4.11.18"

FT                   /protein_id="ABC65617.1"

FT                   /translation="MISIKTPHEIAIMKQAGKIINEAHRLLASFVIPGMSTFDLDLLAK

FT                   NFYQKKGVISAFKGYNGFPKHICASVNEVVVHGIPSKKTILKQGDIITLDLGINYQGYY

FT                   VDCAYSYAVGTVCQTTQNLLLFTQKALLQGLLQIKPQNHFSDISHAIELFAKKNNLGIV

FT                   EEFTGHGIGTSLHEEPYIPNFGKPHEGEILQPGMTFCVEPMLTLGNPEIAILQDNWTVV

FT                   TIDKSLSSHFEHTVLVTPKGYEILA"

FT   gene            complement(521673..522326)

FT                   /gene="adk"

FT                   /locus_tag="AYWB_501"

FT                   /note="AYWB501"

FT   CDS             complement(521673..522326)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="adk"

FT                   /locus_tag="AYWB_501"

FT                   /product="adenylate kinase"

FT                   /EC_number="2.7.4.3"

FT                   /protein_id="ABC65618.1"

FT                   /translation="MILILLGPPGIGKGTQASVLSYILKINHISTGDIFRKNFKENTEL

FT                   GTLSKKFIAQGLLVPDDITNQMIADYLSKDIATKDFLLDGFPRNVLQARFLDDFFKKSH

FT                   LFLTKVIYFNAGTKDLMKRIAGRRICPECGKVYHIEKIPPKNPGICDKDQKTLIQREDD

FT                   KPETFLKRLKVFNKETLPLVQYYCEQNQLFEVDGMQTIDQVTKMILEVLETDRK"

FT   gene            complement(522345..523586)

FT                   /gene="secY"

FT                   /locus_tag="AYWB_502"

FT                   /note="AYWB502"

FT   CDS             complement(522345..523586)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="secY"

FT                   /locus_tag="AYWB_502"

FT                   /product="protein translocase subunit secY"

FT                   /protein_id="ABC65619.1"

FT                   /translation="MKRQLKLVLGNRKLMFKIFFTLFIISIVCLGTSWPLPFINSKSLD

FT                   LSKLFGVFSINAGTLFGLGITPYITSSIVVQFLQKLLPICREWKDQGQMGKSKLNLLTR

FT                   SLALLFAFGQSFAFLNSYSKLLVTSISTSQLFLLALIATAGVSILIWFADLINSKGIGN

FT                   GTSILIVVSMSHSVINLFANLNKSYLSQNTFLTLKTFNFACIVLLLLLFLIFTVVVQIT

FT                   SLKIPINYARNQVQGKSYIPLKINSAGVMPVILSFALLQPFQMLAGFIGNDKLTKYVNL

FT                   FTNTNSSNNQINFFAIGFLVLLVIVLSFFSAFMNVNPEDISEHLSKQDAYIAGLRPGEQ

FT                   TTRYLANTLFKITVLGTVFITSLVVTPILMEHFLSLKDMKLGGTSLLIIVSVALETIQR

FT                   IKATANKKEYQKLF"

FT   gene            complement(523589..524026)

FT                   /gene="rplO"

FT                   /locus_tag="AYWB_503"

FT                   /note="AYWB503"

FT   CDS             complement(523589..524026)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplO"

FT                   /locus_tag="AYWB_503"

FT                   /product="LSU ribosomal protein L15P"

FT                   /protein_id="ABC65620.1"

FT                   /translation="MLHTIKPVTNARKSTKRLGRGPGSGTGKTSGKGHKGQLARSGKTL

FT                   RPGFEGGQIPFFQRIPKRGFHNFSQKRYALLNLKTLESFPQDTVVTPQLLLEKKIIKDQ

FT                   LCGIKVLSQGTLTKKLLVKASKFSKQAQAAILAVGGNIEVI"

FT   gene            complement(524026..524223)

FT                   /gene="rmpD"

FT                   /locus_tag="AYWB_504"

FT                   /note="AYWB504"

FT   CDS             complement(524026..524223)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rmpD"

FT                   /locus_tag="AYWB_504"

FT                   /product="LSU ribosomal protein L30P/L7E"

FT                   /protein_id="ABC65621.1"

FT                   /translation="MKLKITLTKSLIACRFNQIKTAHCLGLKKINNQVIKDDTPAIHGM

FT                   IKTISHLVVVEKVSYTKEQK"

FT   gene            complement(524220..524777)

FT                   /gene="rpsE"

FT                   /locus_tag="AYWB_505"

FT                   /note="AYWB505"

FT   CDS             complement(524220..524777)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsE"

FT                   /locus_tag="AYWB_505"

FT                   /product="SSU ribosomal protein S5P"

FT                   /protein_id="ABC65622.1"

FT                   /translation="MSQIRLTFLKEKNKMKAIKKEFNKKAALLEEKVVKINRITKVVKG

FT                   GARFRFSALVVVGDKKGQIGFATAKAKEIVEAIKKALEKAKKQLVRIPIVGTTIPHDTI

FT                   GRFGASKFFLKPASKGTGIVAGGKAARTILELVGINDVLTKTFGSRTSINVIRAVMDGL

FT                   QSLRTKEEVAKLRGINLAKKEQ"

FT   gene            complement(524750..525103)

FT                   /gene="rplR"

FT                   /locus_tag="AYWB_506"

FT                   /note="AYWB506"

FT   CDS             complement(524750..525103)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplR"

FT                   /locus_tag="AYWB_506"

FT                   /product="LSU ribosomal protein L18P"

FT                   /protein_id="ABC65623.1"

FT                   /translation="MITKQSSNALRKKRHLRLRKIVSGTSQRPRLNVFRSNKFLYVQII

FT                   DDTKQTTLCSANSKEANVWGSNIKAAEAVGALIAKKALSQGIKNVVFDRSGYFYHGKIK

FT                   ALADACRKSGLHF"

FT   gene            complement(525113..525709)

FT                   /gene="rplF"

FT                   /locus_tag="AYWB_507"

FT                   /note="AYWB507"

FT   CDS             complement(525113..525709)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplF"

FT                   /locus_tag="AYWB_507"

FT                   /product="LSU ribosomal protein L6P"

FT                   /protein_id="ABC65624.1"

FT                   /translation="MLNQKYLKEIKEKIMSRVGNKAIEVPNAVKVDIKDRNFISVEGPK

FT                   GKLEYQFNHRLIITNENKVITVKRPNDEIFMKKIHGTTRALLSNMVEGVSKGFQKTLKI

FT                   VGLAYRAQIKGKQLILSLGFSHPVSVAIPDNLEVVVNQNTEIVIKGIDKQLVGEFAAKN

FT                   VKLRKPEPYKGKGIRYVGQYVRQKAGKSAKKTRKD"

FT   gene            complement(525714..526106)

FT                   /gene="rpsH"

FT                   /locus_tag="AYWB_508"

FT                   /note="AYWB508"

FT   CDS             complement(525714..526106)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsH"

FT                   /locus_tag="AYWB_508"

FT                   /product="SSU ribosomal protein S8P"

FT                   /protein_id="ABC65625.1"

FT                   /translation="MVMTDPIADMLTRIRNANQMSHLKVLVPASKLKLEILAVLKKEGF

FT                   IKDFYLPQSSREIIISLKYSPNKERVIKGLKRVSKPGLRVYASAEQIPKVLNGLGVALV

FT                   STSKGILTDAQARLSQVGGEVLAYIW"

FT   gene            complement(526128..526397)

FT                   /gene="rpsN"

FT                   /locus_tag="AYWB_509"

FT                   /note="AYWB509"

FT   CDS             complement(526128..526397)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsN"

FT                   /locus_tag="AYWB_509"

FT                   /product="SSU ribosomal protein S14P"

FT                   /protein_id="ABC65626.1"

FT                   /translation="MAKKSKIVKDQKQRELVLKYSKLRLELKKKADYAGLSQIPAKASP

FT                   VRLKNRDSIDGRPRGYIRKFGISRINFRQLAHQGKLPGVRKTSW"

FT   gene            complement(526412..526957)

FT                   /gene="rplE"

FT                   /locus_tag="AYWB_510"

FT                   /note="AYWB510"

FT   CDS             complement(526412..526957)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplE"

FT                   /locus_tag="AYWB_510"

FT                   /product="LSU ribosomal protein L5P"

FT                   /protein_id="ABC65627.1"

FT                   /translation="MSIKKENTLDYSKITATLMKTFNYKSVMQVPKVDKVVINMGVGDA

FT                   IFNVKVLDDVVEELKLLSGQSPVITKAKKAISNFKLREGMPIGAKVTLRGARKEAFLYK

FT                   LTRLVLPRVRDFRGISGKSFDGRGNYALGLKEQIVFPEINIDKVKKIRGMDIIIVTTAK

FT                   NNTQAKKLLELYGMPFKN"

FT   gene            complement(526973..527320)

FT                   /gene="rplX"

FT                   /locus_tag="AYWB_511"

FT                   /note="AYWB511"

FT   CDS             complement(526973..527320)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplX"

FT                   /locus_tag="AYWB_511"

FT                   /product="LSU ribosomal protein L24P"

FT                   /protein_id="ABC65628.1"

FT                   /translation="MRIKVGETVAILAGKDRFVTDESGKKMIKTGKVLKVFAKTQKIIV

FT                   EGVNIKTKHQPPSQNEEKGAIVKQEAPIHVSNVALVDPQTQTSTKVGIRIQSGKKVRYA

FT                   KKSNQTLDEKN"

FT   gene            complement(527334..527696)

FT                   /gene="rplN"

FT                   /locus_tag="AYWB_512"

FT                   /note="AYWB512"

FT   CDS             complement(527334..527696)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplN"

FT                   /locus_tag="AYWB_512"

FT                   /product="LSU ribosomal protein L14P"

FT                   /protein_id="ABC65629.1"

FT                   /translation="MIQRESRLVVADNSGAKEVLVIGILGGTRRSHVNIGDIVVVTVKS

FT                   GSGTVKKHDVLKAVIVRTKKGLRRKNGSYIKFDDNAVVLLKEDLNIIGTRIFGPVVREL

FT                   SDKKFSKIVSLAQLVL"

FT   gene            complement(527709..527972)

FT                   /gene="rpsQ"

FT                   /locus_tag="AYWB_513"

FT                   /note="AYWB513"

FT   CDS             complement(527709..527972)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsQ"

FT                   /locus_tag="AYWB_513"

FT                   /product="SSU ribosomal protein S17P"

FT                   /protein_id="ABC65630.1"

FT                   /translation="MQRNFRKTFVGKVVSDKMDKTITVIVDIYKKDPLYGKRVKQSKKF

FT                   HVHDENQEAKPGDLVNFMETRPLSKTKRFRLFKILYHSKSAN"

FT   gene            complement(527972..528295)

FT                   /gene="rpmC"

FT                   /locus_tag="AYWB_514"

FT                   /note="AYWB514"

FT   CDS             complement(527972..528295)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmC"

FT                   /locus_tag="AYWB_514"

FT                   /product="LSU ribosomal protein L29P"

FT                   /protein_id="ABC65631.1"

FT                   /translation="MKTQEILKLNPEELENKVDKLKQELFDLRFQLALGKLTNTAKIKK

FT                   LKKTIARIKTILTQKNNQAQTDSTPTFVTSTVKPVLTKPTLTSQPTTPDLDDAVETIKE

FT                   EQQ"

FT   gene            complement(528292..528714)

FT                   /gene="rplP"

FT                   /locus_tag="AYWB_515"

FT                   /note="AYWB515"

FT   CDS             complement(528292..528714)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplP"

FT                   /locus_tag="AYWB_515"

FT                   /product="LSU ribosomal protein L16P"

FT                   /protein_id="ABC65632.1"

FT                   /translation="MLMPKRTKYRRPHRVSFEGKSKGKNVIANGNHALVAKEGAFITNK

FT                   QIEAARIAMTRYMKRTGKVWINIFPHLSLTKKPLEVRMGSGKGSPEEWVSVVKTGKVLF

FT                   EVKDTTNSSKVETEALRLASHKLPIKTKIVKKGAEI"

FT   gene            complement(528692..529450)

FT                   /gene="rpsC"

FT                   /locus_tag="AYWB_516"

FT                   /note="AYWB516"

FT   CDS             complement(528692..529450)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsC"

FT                   /locus_tag="AYWB_516"

FT                   /product="SSU ribosomal protein S3P"

FT                   /protein_id="ABC65633.1"

FT                   /translation="MGQKTNPNGLRLGIIRTWESQWCVNDKEIPNLIKEDFLIRKLINN

FT                   FAKKSAISQIDIERLKEKNKNRITISVHTAKPGVIIGKDGDTRNKLVAKLKELTQKDVN

FT                   LNVLEVKNSDKVALLIAQNMAEKLENRMFFRRVQKMAIQKAIKAGAKGVKTLISGRLGG

FT                   AEIARSEGHAEGRVPLHTLRADIDYAAVEAHTTYGVLGIKVWIFHGEVLPGQTILDTRK

FT                   LFASQSSNNPNRRPRNFKGGNNNHVNAKKN"

FT   gene            complement(529434..529823)

FT                   /gene="rplV"

FT                   /locus_tag="AYWB_517"

FT                   /note="AYWB517"

FT   CDS             complement(529434..529823)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplV"

FT                   /locus_tag="AYWB_517"

FT                   /product="LSU ribosomal protein L22P"

FT                   /protein_id="ABC65634.1"

FT                   /translation="METKNAKAIARKVSIAPRKARLVVDLIRGKNIAQAQAILTFTPKV

FT                   AAPVILKLLNSAVSNAVNNLKLNREQLYVKEVFVNEGFRLKRMFPRAKGSGDMIKKRTS

FT                   HITLVITSSTNLQTSKEEEQSGSKN"

FT   gene            complement(529844..530125)

FT                   /gene="rpsS"

FT                   /locus_tag="AYWB_518"

FT                   /note="AYWB518"

FT   CDS             complement(529844..530125)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsS"

FT                   /locus_tag="AYWB_518"

FT                   /product="SSU ribosomal protein S19"

FT                   /protein_id="ABC65635.1"

FT                   /translation="MPRSVKKGPIVASHLLAKIEKQKNLKNKKVIQTWSRSSTITPIFV

FT                   GHKIAVYNGREHIPVYITENMVGHKLGEFSPTRTYRGHNKKDKKMQKK"

FT   gene            complement(530138..530968)

FT                   /gene="rplB"

FT                   /locus_tag="AYWB_519"

FT                   /note="AYWB519"

FT   CDS             complement(530138..530968)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplB"

FT                   /locus_tag="AYWB_519"

FT                   /product="LSU ribosomal protein L2P"

FT                   /protein_id="ABC65636.1"

FT                   /translation="MAIKKYKPTTNGCRNMSVSAFSEITTQTPERSLLVSHKDQAGRNN

FT                   QGKITVRHRGGGVKRKYRLIDFKRNKDNIVGKVATIEYDPNRSANIALIHYVDGEKRYI

FT                   LAPKGLTVGMQIVSGKETDIKVANCLPLMNIPVGTTVHNIELKPGKGGQIARSAGSSCQ

FT                   IISREDKYVLLRLQSGEVRKVLATCRATIGEIGNESYKLINYGKAGKKRFLGIRPTVRG

FT                   SAMNPNDHPHGGGEGRAPIGRKSPMTPWGKKARGVKTRDRKKASNALIIRRRKK"

FT   gene            complement(531026..531316)

FT                   /gene="rplW"

FT                   /locus_tag="AYWB_520"

FT                   /note="AYWB520"

FT   CDS             complement(531026..531316)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplW"

FT                   /locus_tag="AYWB_520"

FT                   /product="LSU ribosomal protein L23P"

FT                   /protein_id="ABC65637.1"

FT                   /translation="MNKYYDLVKAPIITELTNKLIERQNKYTFKVAKTANKVEIKKALE

FT                   SIFQVKVLSVNTRNVLPQFKRKGKFEGYTSGYKKAICKLAPGQKIKILANE"

FT   gene            complement(531316..531939)

FT                   /gene="rplD"

FT                   /locus_tag="AYWB_521"

FT                   /note="AYWB521"

FT   CDS             complement(531316..531939)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplD"

FT                   /locus_tag="AYWB_521"

FT                   /product="LSU ribosomal protein L1E"

FT                   /protein_id="ABC65638.1"

FT                   /translation="MPKINILNQQGDLVSEKVLATTVFDIKPNQQVLYDVVNAQRAAMR

FT                   QGTHATKTRALVAGGGKKPWRQKGTGRARHGSIRSPLWRGGGVTFGPSPRNYSVKVNQK

FT                   VRILALKSALSLQVQNNQLVVLDNINLATHKTKDFQQMLQKLNITSKSLIVVTQMTEQL

FT                   ALASRNLSYITLETASHASVYQILNCKQLVLTADAVNYFEEVLK"

FT   gene            complement(531926..532591)

FT                   /gene="rplC"

FT                   /locus_tag="AYWB_522"

FT                   /note="AYWB522"

FT   CDS             complement(531926..532591)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplC"

FT                   /locus_tag="AYWB_522"

FT                   /product="LSU ribosomal protein L3P"

FT                   /protein_id="ABC65639.1"

FT                   /translation="MAQGILGKKIGMTQVFNEQGELVPVTIVDVAANVVLQQKNVDQDG

FT                   YQATQIGFCDKREKNTSKPMLGHFKKATTAPKRFIKEINFSSDVNSNLANLVVGALITN

FT                   DLFQVGDLVDVTGTSKGKGFAGSIKRHNQSRGPESHGSRYHRRPGSMGPIKGKLKGKKL

FT                   PGHMGYETVTIQNLAILSIDTEKNLFLIKGNVPGPNKGFVMIKSAVKKLTKEQTHAKN"

FT   gene            complement(532573..532728)

FT                   /locus_tag="AYWB_523"

FT                   /note="AYWB523"

FT   CDS             complement(532573..532728)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_523"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65640.1"

FT                   /translation="MNKYLFFKNHFIWLNHNYNCNQLFKITLKNFLQTLKLKLKKERGR

FT                   TWLKES"

FT   gene            complement(532772..533089)

FT                   /gene="rpsJ"

FT                   /locus_tag="AYWB_524"

FT                   /note="AYWB524"

FT   CDS             complement(532772..533089)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsJ"

FT                   /locus_tag="AYWB_524"

FT                   /product="SSU ribosomal protein S10P"

FT                   /protein_id="ABC65641.1"

FT                   /translation="MNKKEKEIIKIILRAYDHHLIDQAAKKIIDIVSKTGVNIEGPIPL

FT                   PTRKEVFTVLRSPFVNKDSREQFERRTHKRLIQIINPNKKTIESLMHISLPTAIDILLK

FT                   K"

FT   gene            complement(534166..534372)

FT                   /gene="rpmF"

FT                   /locus_tag="AYWB_525"

FT                   /note="AYWB525"

FT   CDS             complement(534166..534372)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmF"

FT                   /locus_tag="AYWB_525"

FT                   /product="LSU ribosomal protein L32P"

FT                   /protein_id="ABC65642.1"

FT                   /translation="MAVPFRRTGKTAKRKRRTHYKLSNPALVLCKETNAFTLSHRVTKN

FT                   SGYYKGKLILENKPSKAQKTTDN"

FT   gene            536352..539438

FT                   /locus_tag="AYWB_526"

FT                   /note="AYWB526"

FT   CDS             536352..539438

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_526"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65643.1"

FT                   /translation="MSSYYNRFLALFLKSNKKLSNEFFSPFLSQLTNNITKLKNTQEKK

FT                   TTPKIITNKQNQQLNQRLQTLNNKHNTQTKQIQEKYNHILLNIYEQIEKLQTNKKTILQ

FT                   KYKSQQEKIQTLLNQELIYQKNKNNDKNLQLKEILQKELQEITKKNNQKETTLITNLNN

FT                   KNNNINNLLIQIEKDKQKLELKKKKLNQESKQNFYTTDFNLNQKNTNLLKQLETTLNLQ

FT                   EKDKQKAINILEQIKTTKEQTYQKNITKTHKLYQNKLSINDKKLDIIKEAYQQERTLIQ

FT                   EKMKAFFLQIRPFPFINIPILFNYQIETSKKALFYNQKKNCLSYQNQKSLWSQQYHFIN

FT                   LLHQKAINMWHLEHYKQNKYKHIYQQTLEKIYHLIHQKTNYLFFQKINGIKEQIKTVLN

FT                   LHLQETAIFDNQKDYQETFFAYQKTLLALQRKQNNYQIDYYYHFFEKKQEFELKTKSIA

FT                   LQLKLEKTKIQHYYLEQITTLKKEINNFQTQLTLNKIFQKDDFLTFKLTQEKEKYLFLQ

FT                   DVTLMQKDIYLLLQTQNIELLQTLNILLNNYPYWQKESTLLEQTLQQTQLQINTFASNY

FT                   QNKTCIIKQTILDQIKTIIENNLFTIIQKQFNQTIYLLQKKHQLNQTNLQNEIDLNEQI

FT                   IAFYDKQLTFLNQKINTEKNKGIQGFFHKYKQKGTDLYPLLYKIKTHKEYYEKNIKKLT

FT                   QKKDKATKKHKHILEKTTIKHQKKINKTKLKITKLLNLWHYLKPVSKNIAITPLINFKI

FT                   SNKSFFNACQKTITNVIKDILFYNDYQKNIYQCLNNLLQEKIKKEQSLIQTTINTTNTI

FT                   KHLNKVFYSQNELIKNFIHTSLEKKFKQNQISLLQEITKTIKSKEKSLTQTTNLMKEKL

FT                   GLLNENLNDALINLNLSWQQTQKELRQKLSNLKKEALLNFEKKDKLFFENKKIAIKQKN

FT                   NQIFKHFIKQKEKISQSFTQKRKSNHKKITKIGKQIQKTKKKLITKIKLTNFKTKIKTI

FT                   FLKCSFFWQKQKGKFKIKHQQKQITKQIQKTIELDKQIS"

FT   gene            539641..540657

FT                   /gene="dppF"

FT                   /locus_tag="AYWB_527"

FT                   /note="AYWB527"

FT   CDS             539641..540657

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dppF"

FT                   /locus_tag="AYWB_527"

FT                   /product="dipeptide transport ATP-binding protein DppF"

FT                   /protein_id="ABC65644.1"

FT                   /translation="MTSSNQVLIEIKNLSKNFSIKKNFLKPDTLLKANQNINLSIFKGE

FT                   TLSVVGGSGSGKSTLGQVLLQLIKPTSGNVFYYKETTKKAKEFKEKKTKDIEKIDLTTL

FT                   SNKEKRFLRKDLQIIFQDPFSSLNTHLKISDIIGEGLLIHKMIKGKEDPKYQKMILDIM

FT                   KKCGIDNYLYDCYPHQLSGGQRQRISIARALIIKPKFVVCDEIVSALDVSIQSQILNLL

FT                   NDLKKDYQITFLFITHDLGVARFLSDRICVMHLGKVIEIAPSESIFKNPYHPYTKQIIN

FT                   AIPKLKTQNKVLEEIPITYETKKFRFLFQTQKKDLDWHQVAPNHFISCTLKNKATKM"

FT   gene            540669..541472

FT                   /gene="dppD"

FT                   /locus_tag="AYWB_528"

FT                   /note="AYWB528"

FT   CDS             540669..541472

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dppD"

FT                   /locus_tag="AYWB_528"

FT                   /product="dipeptide transport ATP-binding protein DppD"

FT                   /protein_id="ABC65645.1"

FT                   /translation="MSLLKVINLHTYFETKKGLIKAVCGVSFEVQKGKTLGIVGESGSG

FT                   KSQTAISILKLFEKNQKIYQGEITFENRIISQFSEKEMQKIRGNEIAMIFQDAISSLNP

FT                   VFKIKNQIIEVLMLHKKLDYDQAYKKTLDILEKVQIPNAQRVMNSYPHQLSGGMCQRIM

FT                   IAMALVCKPKLLIADEATTALDVIVQKEILNLIACLQQEQNTSVLFITHDLGVVSQVAD

FT                   DIIVMYRGKIVESAKTSQILKNPQHTYTKSLLNNFLKTGLGYHNF"

FT   gene            541595..543136

FT                   /gene="dppA"

FT                   /locus_tag="AYWB_529"

FT                   /note="AYWB529"

FT   CDS             541595..543136

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dppA"

FT                   /locus_tag="AYWB_529"

FT                   /product="ABC-type dipeptide-binding protein, solute

FT                   binding protein"

FT                   /protein_id="ABC65646.1"

FT                   /translation="MIKKQNIKLLILGFIAIFIIVIFTYHLVKDSIENKDNTTIKIASN

FT                   TDINGLDPTKKEFSQTAIGNRFFRCIHDNLLSVKIDEQNNEKIITKLVDKCEKKGKEIT

FT                   FTLRNNAYFHNGEKVTFEDIEFSINRGKENKNDMYSFVENIQKIDNIQFKITLKNDVVF

FT                   WDFYFTHFIRILNKKAVEKNPNESLKIGTGPYKLKEWVPNDFILLERFDKYYNGETSNN

FT                   APEKILIKIIPDPDTVLQEIEQGNIDATFNYPFERITDLESQKLSNIKIIEGEGISAQY

FT                   CYINKQSTTLEVRKAITKALDISKYIKDLQLKANPLESYIPNGLIGYDKNLKHNPTNVE

FT                   EAKEIIKTLPIENKTLKLGIAQSKPLDLTKKIVEGLREVGFTVELEQMEFNALIEKSIN

FT                   TNDLNILFMGENYDLEYGHKVLCDYFIQGKGYNFCHVDEKDENKIKKNLEAGLKAKDSK

FT                   TFEKSVQDVNKYIHDQFYIIPLYSSKNFTITTSKIQKGLKTNKFGHFDITQIKKI"

FT   gene            543186..544133

FT                   /gene="dppB"

FT                   /locus_tag="AYWB_530"

FT                   /note="AYWB530"

FT   CDS             543186..544133

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dppB"

FT                   /locus_tag="AYWB_530"

FT                   /product="ABC-type dipeptide transport system, permease

FT                   protein DppB"

FT                   /protein_id="ABC65647.1"

FT                   /translation="MRFILIKYICKKIFYAFTIFIAVIIISFFVITLIPGDPISAMFEQ

FT                   QKPSPEEIKRITQDLDLNQMFPQYIKKIFSKFDFGKSYHKNQIPALELFWESFTKTFQL

FT                   AFFSCLIGSLLGILLGNLSAFFDNTKKSTLLEFYAILMISTPAFIIGYLLRVYLATNRG

FT                   IPIFAISGWNNLRCKVLPILTLSLVISGSVLKTTKTKIKECLAQPYIKTAYAKGLSKKN

FT                   IIFKHALKNALIPIVAHIGLLFSFLIGGSIITEKIFNIRAVGTLMLESFENRNYPVLRC

FT                   CIILLALFIAIFNLCLDLVYFWLNPKISKGDKNQ"

FT   gene            544149..545018

FT                   /gene="dppC"

FT                   /locus_tag="AYWB_531"

FT                   /note="AYWB531"

FT   CDS             544149..545018

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dppC"

FT                   /locus_tag="AYWB_531"

FT                   /product="ABC-type dipeptide transport system, permease

FT                   protein DppC"

FT                   /protein_id="ABC65648.1"

FT                   /translation="MNINKKISIFFSIKNQITKFLQNKNIIIGCSFLTILVLTILIISY

FT                   LPYDYKPFNSQNQKPLQQISWNHLMGTDSTGYDLFSLILEGAKITLQISFFAVMISAFV

FT                   GGFLGILSGYFRGMFDGIINFICDILVVFPDFILAILIMCFFKKGILALIIVLSISHIP

FT                   TFIRSIRTNTMQIKAKSFIQASKALGATHMHIISKHILSHILAPFITRIILSMSSIILA

FT                   ISALGMVGLGLDPNVPEWGRILFESKSHFRFHPHLFFGPFVVILLTSLSFNLIGKGLIQ

FT                   LFNPKEKH"

FT   gene            545087..546583

FT                   /locus_tag="AYWB_532"

FT                   /note="AYWB532"

FT   CDS             545087..546583

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_532"

FT                   /product="Zn-dependent carboxypeptidase"

FT                   /EC_number="3.4.17.19"

FT                   /protein_id="ABC65649.1"

FT                   /translation="MSINYQKLEQRFEKIGRLKNIINILRWDMACNIKKGSQESRTFEI

FT                   IDLTRIIKKLLISQETKNWVSQAQQEQETLNSWQQANLREITSKIQSEEIIPEELKNNL

FT                   ILATTKSELMWRQAKKNNDYNSFKPYFQKVLNYTKEIANLRSQKLGVSLYDALIYQYDY

FT                   EMTATKNKQIFNVIKEKLPPLMKKILQKQEQEKHLYKDIAMPLEKQKKLNQIIMPKIGF

FT                   DCNYGRLDESIHPFCGGTPYDVRLTSNYNTNNFLDSFLATIHEVGHGLYAQNLPQQYKN

FT                   QPVGAPRSFSFDESQSLLMEKQVAKSQEFLTYLVDILKTEVNFYNPSLTPQNLFKQANQ

FT                   VKPDFVRIYADEVTYPFHVILRFEIEELLISNQLSLNDLPHFWDCKMKEYLGITPPNVG

FT                   LGCLQDIHWPQGSFGYFPSYLNGAILASMIMKKIKQANLNIKESFKTGKFETLNQYLNK

FT                   NIRNWGSFYTNQEFVFKATGMPQINPETFLQYLENKYLNN"

FT   gene            complement(546645..549503)

FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_533"

FT                   /note="AYWB533"

FT   CDS             complement(546645..549503)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mgtA"

FT                   /locus_tag="AYWB_533"

FT                   /product="cation transport ATPase"

FT                   /EC_number="3.6.3.-"

FT                   /protein_id="ABC65650.1"

FT                   /translation="MKPNFIIYAKQIKIFTFCFAQNIFLYLLLNKGILMKHSFSQKNPE

FT                   QLQALLQTKITKGLTDKEALQRLQINGKNQIQSLTKPTFWHQFQQQFKDFLVIVLLLAA

FT                   TINFAIGILQGNKEELLEGFFILIIVLLNAFLSIYYETQSQKALANVSEKTSLNAKVIR

FT                   DSKHLLIPMQNLVIGDIVILETGDIIPADMILLETFNLYVDESLFTGESQAVLKSAYVC

FT                   FKNEVLTNQNMAFMNTVILKGRAKGVVCASGMQTEIGKITQFITQPQQEKTPLEQNIAK

FT                   LTKKLTLTIGIIIFLNGLWTIFKNIYNSTFSSHILKHTFLDAIALAVAAIPESLLIIMT

FT                   LILALGMKKLALKKAIVKNLKTLETLGDVNVICTDKTGTLTQNNMTVKKIIVCNSLEKI

FT                   IPFCVEDINAPKPFNLEKLLLFGILCNDALISVTKITKDTTSNNLEIIADPTEKAFINL

FT                   ALFYQYDAFALKKQYPRFAEIAFDSQRKLMTTFHHKDGLIYAITKGAPEVLLQKCSQVQ

FT                   YQEQIIEKDSKITNTLEKQISQLSEQSLRVLGVAYRAFSIELETNLKKNPNIFEQDLIF

FT                   LGAVAMEDPIRKEVLQAIFKCNQARITPIMITGDHLKTAFVIAKKLNILSQPQDLAITG

FT                   DELTQMPEEEFLKKLLQIKVYARTNPHHKLKIVQAWQKKGFVAAMTGDGINDALSIKQA

FT                   NVGIAMGISGTDVCKMASDMILTDDNFATITNALEEGRNIFNNIKKSLVFLLSCNVGEI

FT                   ILILLGNFLGIFFFGCDFKILTALQILWINLVTDSLPAMALGIEPQEKNFMSPKTYNPK

FT                   VSLLNKKTYQKIILEGFLIGLLAFVASLIGYHNHDSDKIRYAQTFAFMVLAFSQLIHVW

FT                   NLRSFCTSVFKLKINSFLIKAFAISVFLQLIIIFVPFLRVLFQLISLTTKDFVIILLLS

FT                   LIPLLFVEIKKRFFHFKCNKCR"

FT   gene            complement(549556..550374)

FT                   /locus_tag="AYWB_534"

FT                   /note="AYWB534"

FT   CDS             complement(549556..550374)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_534"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65651.1"

FT                   /translation="MKNGIENIAKFPPTKKKKQYGQEFKKILLLSLSLIIYVLVSVWAF

FT                   DCTRDGGYKTDLFPTGVIGLGDVIGKLLHKAGKIETHNIIVIAGTFYFVINVFFLFFIS

FT                   RRYLGKYFTITTAFATVLLFVSVFFIENQVKQGFLFHTERFFGIFKTESDFLSDITRVF

FT                   FAGILIGIFNGIPVRIGASTGGLDIVAKYLSVYKKKDISFVVEMFGYIIMIFGALGVFI

FT                   IGYFYKETGFKELITQMSLSLFYTVLRIKLSSLFMGLITFVPKKETKLNC"

FT   gene            complement(550382..553093)

FT                   /gene="ileS"

FT                   /locus_tag="AYWB_535"

FT                   /note="AYWB535"

FT   CDS             complement(550382..553093)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ileS"

FT                   /locus_tag="AYWB_535"

FT                   /product="isoleucyl-tRNA synthetase"

FT                   /EC_number="6.1.1.5"

FT                   /protein_id="ABC65652.1"

FT                   /translation="MTINYKTTLLMPKTDFPMKGNLGKNEINIQKNWQTLDLYQKKLQQ

FT                   NQDNASFILHDGPPYANGNIHMGHALNKILKDFIIRFRSMQGFYTPFIPGWDTHGLPIE

FT                   AAVLKKTSKKAFTRKSFLDKCQEFALENVNNQKKQFQRLGILGDWQNPYLTLDKTFVAD

FT                   QVRIFGKMVAKGLIFKALKPIHWSPTLESALAEAELEYHNHQSPSVYVAFNMKKLDIFD

FT                   NVALVIWTTTPWTLPANVAIAVHPEKEYQLIEVLQKRYLVGTKNIPFLQKVFVWNPENI

FT                   KFISTFEGKTLEHLTYHNHLASKPGKIILSQHVLDEEGTGLVHIAPGHGLDDFLVGQKY

FT                   NLDVVCSIDKKGMMTDVSQYQGLFYTKANEAIISDLEKNHSLLKADVISHSYPHDWRTK

FT                   KPVISLALPQWFVSIKKIKSLLLEEAQKVKWIPRWGGLKMTNMITNREDWNISRQRTWG

FT                   IPIPIFYTETQQPILDLKLINHVADLFEQHGMYIWYEWDVKKLLPENYTHPQSPKNLFT

FT                   KELDIMDVWFDSGTSYSVLKKRNQVLQSDVYFEGSDQYRGWFNSSLIISVATQNQAPYK

FT                   TVITHGFVFDGEGKKMSKSLGNVIDPLTVAEQKGADIIRLWVANINYNLDVRINSSILK

FT                   QVEDLYRKIRNTFRFMLGNLDNFKKDTNYIAFEQRTFIHQAMMLDFEEVLKNVLHSYDT

FT                   YNFEGVLRHLFPFITNKISAFYLDFAKDILYIEKEDYKERKMIQSTIYDLLLSLLQVLT

FT                   PIIPHTTSEVYGFFPFAAEKDIYLEKMPQPKTRPTSHLLLEYHKFLILRKNVLQHLEKA

FT                   RQSGLINSSLQAHITLSLTQEEMHALDVLQIKDQLHQLFIVSKVTLQLKDTFDVKVAKA

FT                   SGYACKRCWNVVINNPLNPLCTRCQNILKQKK"

FT   gene            complement(553182..554273)

FT                   /locus_tag="AYWB_536"

FT                   /note="AYWB536"

FT   CDS             complement(553182..554273)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_536"

FT                   /product="GTP-binding protein"

FT                   /protein_id="ABC65653.1"

FT                   /translation="MKVGIIGLPNVGKSTLFNALTKMQVLEANYPFATIEPNVGIVEVS

FT                   DSRLQTLSQIFQSQKTISAFIEFKDIAGLVSGASKGEGLGNQFLSHIRNVDAICHVVKC

FT                   FEDPNIAHVKETNNPVEEIDIIQTELALADLEQIEKRLLKLGKQKNKLNKELLQEKALI

FT                   TKIKTHLTTQDLKKLVFSDEELKLVKTFNLLYLKPSLYLANIKEHDLLSLDSNVFYQQV

FT                   LAYATKESKKVIPLCVQLEKEISSLDFAEKQLFLKDYGLLESGLTKLIQESYDLLDLQT

FT                   YFTAGPKEVRAWSFKKGLKAPECARIIHTDLQKGFIKAEVVSYFDLLETKTFQKSKEKG

FT                   KVRIEGKEYIVKDGDIITFRFNI"

FT   gene            complement(554442..555362)

FT                   /locus_tag="AYWB_537"

FT                   /note="AYWB537"

FT   CDS             complement(554442..555362)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_537"

FT                   /product="GTPase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65654.1"

FT                   /translation="MEKALVLRFLAGVYYIKDLETQIILEAKKRGKLKTLVIKTTQKEN

FT                   SSASDFIIKVGDIVLYELSCDTYLIQSILPRKNELKRPNVANIDQVLLVFSLVKPNFQF

FT                   LLLDKFLLILEQQKLDVVLVFSKIDLLEPENFKTMQQQLSYYQKFQHFYYINSKQKIGI

FT                   DALKHIFANQITVLAGQTGVGKSTLLKVLIPDAQLKTQEISESLGRGKHTTKNAQLYDF

FT                   NGGFIVDTPGFSKLDLTTFSPRTLKNFYPDFLEHVCDCFFGESCFHLQEEKCGVKKALE

FT                   NGQILPSRYQNYVIFCEEIKNQPKY"

FT   gene            complement(555854..557143)

FT                   /gene="glyA"

FT                   /locus_tag="AYWB_538"

FT                   /note="AYWB538"

FT   CDS             complement(555854..557143)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="glyA"

FT                   /locus_tag="AYWB_538"

FT                   /product="serine hydroxymethyltransferase"

FT                   /EC_number="2.1.2.1"

FT                   /protein_id="ABC65655.1"

FT                   /translation="MPKNTKRKRLCPKMNQKLGLKDQDQEIFDLIEQEKARQKENILLI

FT                   ASENFVSQAVLDAQGSILTNKYAEGYPQARYYNGCKNVDQIEKIAIQRATKLFGAKYAN

FT                   VQPHSGSQANMGVFQALLKPGDKILGLSLMDGGHLTHGHKLSFSGGFYEAHFYNVNPQT

FT                   EMLDYDEIRKVALAVKPKLIIAGYSAYSKTINFKKFRQIADEVNAYLIADIAHIAGLVA

FT                   CGLHPCPFEANADVVTSTMHKTLRGPRGGLILTNKEELFKKINRGIFPGIQGGPCIHTI

FT                   AAKAVAFQEAMMPSFKEYQKQVIKNANTFAKAFQQKGYRIVSGSTDNHLFLIDVKHKNT

FT                   EFTGAKIANMLEKINIVVNKNTIPFDQEKPFVTSGIRIGTPAMTTVGFRENDFVAVADL

FT                   MDKAINHLDDESYLSQIKQQVLALLSKFNK"

FT   gene            complement(557194..558240)

FT                   /gene="cbiQ"

FT                   /locus_tag="AYWB_539"

FT                   /note="AYWB539"

FT   CDS             complement(557194..558240)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbiQ"

FT                   /locus_tag="AYWB_539"

FT                   /product="ABC-type cobalt transport protein CbiQ"

FT                   /protein_id="ABC65656.1"

FT                   /translation="MMKNNDFTNNNLSRAPLSRCFLYQLHPSIKILAFMLLLVFILKLP

FT                   INVDHIAQKQAFIFANPKYITLFYLFFMLALMSLCFFFGVTWSYFWQRIKHLRFVFVIS

FT                   LLINLVPLETVSCDAFMQASIPILSYTINSFWLFVICILLYNFTKKYTPFKLSYLLFLF

FT                   FCVFVIPSYFPSNIQNILGCEPKKYILQTTSFLRICFIMTRLFLIVMLFFLFNKITSFI

FT                   EIQDGLDIILSPLKKLKISTETFTLMLSLIFMANSFLLQETNKILKAQTARGMDLHKKN

FT                   IFKRINHLLALLVPIFVLVFKRSLVLSNAMEVRGYVLGAARTKMITYRLKIIDFITIST

FT                   IFALLFIK"

FT   gene            complement(558250..559110)

FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_540"

FT                   /note="AYWB540"

FT   CDS             complement(558250..559110)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_540"

FT                   /product="cobalt transport ATP-binding protein cbiO"

FT                   /protein_id="ABC65657.1"

FT                   /translation="MAIQFEKVSFYYNKKIQPTQTKAAALSDINLKINSQNEFIALVGK

FT                   TGSGKSTLVQLMNALLTTNIGKVTAYGTTITSKTKKELLVPLRQKLGLVFQFPEYQLFE

FT                   TTVLKDVMFGAEVFLNNKQQAQKQALKTLEQINIPPALHQKSPFQISDGQQRKVAIAGI

FT                   LAMQPDILILDEPTRGLDLESSSDIMEFLQILHQTFHKTIIIITHDMNLVAQYAKRVLV

FT                   LSQGKLLFDGTKENFFEHSHFEQFNLDIPDTFKILKHLNQTLGIPFKAHYCFITLAQYL

FT                   KEFYC"

FT   gene            complement(559086..559955)

FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_541"

FT                   /note="AYWB541"

FT   CDS             complement(559086..559955)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbiO"

FT                   /locus_tag="AYWB_541"

FT                   /product="cobalt transport ATP-binding protein cbiO"

FT                   /protein_id="ABC65658.1"

FT                   /translation="MPLHNYQTFKQRKKKFKVMISIQNLTFYYGCNPILKDINLTIQNN

FT                   SWVSIVGHNGSGKSTLAKILLGLLAFNKGQIVIDNIVLNEKNLPILRPKIGIVFQNPDY

FT                   QFTGLTVREDIAFGLENYNVCREEIIAKVLKYAKMVKIDDLLDKNVNQLSGGQKQRVTI

FT                   ASILAMEPEIIIFDEATSFLDPQGALEVQKIIQTIKNKILITITHDLDFASKSDEIIVL

FT                   YQGKLITQRPPKNLLQDPLFLQQYKLTPPLSLQLYYEILKDSTTKKIKNNQMLENLKDI

FT                   LWQYNLKK"

FT   gene            complement(560086..561789)

FT                   /gene="oepF"

FT                   /locus_tag="AYWB_542"

FT                   /note="AYWB542"

FT   CDS             complement(560086..561789)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="oepF"

FT                   /locus_tag="AYWB_542"

FT                   /product="oligoendopeptidase F"

FT                   /EC_number="3.4.24.-"

FT                   /protein_id="ABC65659.1"

FT                   /translation="MKFQDFEYQRVDINQTKQTILYMIESFLDVSLPEQIKIINRLNSL

FT                   MDDINSMFTLAEIRHSLDVKDTFYQEEKHFCDQNAPLITELQHQFSQTMIKSKYYDALV

FT                   QEFGSLLFDQTKLFLKTFDPKIIPYLKEENALTTKYQKLISDFSVSFEGKIYNLSQMSP

FT                   FLESSQRQTRKNAQLAVSHFFAKNEKEYDLIYDHLVKTRTKMAQILGYSNFVALGYDLL

FT                   GRTDYDANQIADYRTNILKHVLPFYTMTQKRKSKHLGIAKLESYDKSFNFVSGNPKPQG

FT                   GVVFQLSQTQKMYHAMSLQTKIFFDFLLEKNLLDLDSKPNKTGGGYCTYLPKYNAPFVF

FT                   ANFNGTSHDVEVLTHEIGHAFQVYQSRHLIPEYRWPTLEAAEISSMGMEFLAYPWVKDF

FT                   FAQDVDKYQFLHLYQSLNFLLYGALVDHFQHEVYQNPQMTVAQRKECWRNLEKEYLLLE

FT                   TYEGDPFLEKGTFWFRQSHIFSTPFYYIDYTLAQICALEIWLLSQQDYSHTWQKYLKLC

FT                   QLGGSQTFLNLLKTTGLTNPFEPNHLKNIVSFVTCYLQKIDDTKFNYSIL"

FT   gene            complement(561887..562546)

FT                   /locus_tag="AYWB_543"

FT                   /note="AYWB543"

FT   CDS             complement(561887..562546)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_543"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65660.1"

FT                   /translation="MNNNFNRNQKLLRQIILTSYLTSLSIILTKVFYTFGNQTTTFTTI

FT                   PGLKIFRIHTDFLVYVRFLPLIVMSFYVPWYLSCIGASLAEAIGFYLMPKTQSFGFEPF

FT                   ANLSCVICFALLTGLLLQKKDYFLKFYLVITLVSGLYQVCNWFNVLKYRLKIDLFKKTT

FT                   WQVKTPMKTILIEMLKVDLFIRLSLVFVTSFFVVILLKELFKRLQFLADTYEFDKK"

FT   gene            complement(562639..563319)

FT                   /locus_tag="AYWB_544"

FT                   /note="AYWB544"

FT   CDS             complement(562639..563319)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_544"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65661.1"

FT                   /translation="MLKTNNKATKVFFSPLQKHIIASTLLGLTIVLEFAYDKLGIAKMG

FT                   ANIGSFIKVSLLPLILIGFLLGKKHSFLFCSLYALFHLFKAIFLSESNNILAYMQDQKM

FT                   PPLQQIAVLLLDYLLVDLSYSLSFVFYTPNLKYFDNYKRILLNLLIVFTFVFAFKCLAS

FT                   YFIWLPLITNKQNYFPFLAPLNYNPIIWCLCYNLIPVFNTFSFIFIFLFFLNPRIKTYL

FT                   NYYR"

FT   gene            complement(563607..564614)

FT                   /gene="gapA"

FT                   /locus_tag="AYWB_545"

FT                   /note="AYWB545"

FT   CDS             complement(563607..564614)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gapA"

FT                   /locus_tag="AYWB_545"

FT                   /product="glyceraldehyde-3-phosphate dehydrogenase"

FT                   /EC_number="1.2.1.12"

FT                   /protein_id="ABC65662.1"

FT                   /translation="MKVKVAINGFGRIGKLAFRLVFGNPKFEVVAINDLATLETISYLL

FT                   KYDSIQKPYKLDAVSFEDNYLVVEGQKIPVFREKNPQCLPWKKLGVDIVLECTGFFTSK

FT                   EKASFHLEAGAKKVLISAPAIGDVKTVVYNVNDQILTKEDAIVSGASCTTNCLAPVVKV

FT                   LNDNFGINQAFMTTVHSYTSDQSLIDQNHPKGIWTRRGRAAAFNMVPSSTGAAKAISLV

FT                   IPELKGKLDGTAIRVPTITGSLVDITAELIQETTPETINAAFKKAANETLAYITDPIVS

FT                   SDVIGTSYGSLYDSHTLQVLKEKPKFIKLISWYDNEMSYVSQLVRLLHKVATLV"

FT   gene            complement(564752..565948)

FT                   /gene="pgk"

FT                   /locus_tag="AYWB_546"

FT                   /note="AYWB546"

FT   CDS             complement(564752..565948)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pgk"

FT                   /locus_tag="AYWB_546"

FT                   /product="phosphoglycerate kinase"

FT                   /EC_number="2.7.2.3"

FT                   /protein_id="ABC65663.1"

FT                   /translation="MTKSLTNMNITNKKVLLRADLNVPLENGVITDDNRIKAILPTLQY

FT                   LVKQKTKVIIFSHLGRVKTEADKVHFSLQVVAEKIAFHLQQKVKFVPETQGKILNQAVC

FT                   KMLPGDVLVVQNTRFEDVPFKKESKNDPELGKYWASLGDIFVNDAFGTCHRTHASNVGI

FT                   ATYIKEKCFGFLVEKEISFLKKIVQTPQRPLVAVLGGSKVSDKIGVIRSLLQKVDVLLI

FT                   GGGMSYTCLKAKGFNIGTSLLEADKIPLVKELLASPEVKKIVLPKDFVCGKEFSPTTQV

FT                   AVYSYDNIPDDVMGLDIGPKTIELFTTHLQTAQTVVWNGPVGVFEFEQFSKGTKALAQT

FT                   ISNLSPNKTTIIGGGDSAASVFKYGLDQNFSHISTGGGAFLEFLEGKPMPGLSCIEKL"

FT   gene            complement(566659..567525)

FT                   /gene="fba"

FT                   /locus_tag="AYWB_547"

FT                   /note="AYWB547"

FT   CDS             complement(566659..567525)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="fba"

FT                   /locus_tag="AYWB_547"

FT                   /product="fructose bisphosphate aldolase"

FT                   /EC_number="4.1.2.13"

FT                   /protein_id="ABC65664.1"

FT                   /translation="MLTSDKNVLLKAHQQEYAIAQVNINNLEWTKAALQTAEELKSPVI

FT                   LGVSEGAAKYMGGLKTVVAMVRELDAFYNVSVPVILHLDHGSYEAAKQAMEAGFTSVMF

FT                   DGSHYDFAQNLSKTKEITEICHQKGLLIEAEVGGIGGEEDGIIGKGEIADPQECKQIAD

FT                   LGVDMLAAGIGNVHGKYPDNWTGLDFSVFATIRALTKKQMPLVLHGGTGIPEDMIKKAI

FT                   SLGVAKINVNTEFQLVFARATRQYIEEKKDLTDKGFDPRKLLNPGFLAIKELMRHKLAL

FT                   FGSINKA"

FT   gene            complement(567788..568585)

FT                   /locus_tag="AYWB_548"

FT                   /note="AYWB548"

FT   CDS             complement(567788..568585)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_548"

FT                   /product="putative hydrolase of the HAD superfamily"

FT                   /protein_id="ABC65665.1"

FT                   /translation="MKQKKESLFIFDIDGTLLSSKYKKIFPQTIKAIQTLSQNPDNVLA

FT                   VATGRNIKRIDVLGDLLPYFKHFVFFNGGLTKYFDKVIDDRPFKKEVVKELIEKAHQAN

FT                   IHIGLTGMTQEIVPSPQDLIPPSLGELYCTNKKSVVDPEFHLHNNVYQVWLFEPNKEKL

FT                   QNFLKDLKDLQKYYWRTNGGVDLVPQSVNKTCGIKKLKELYCNHQLVCVGDGYNDVEML

FT                   KLADLGIGLENTNCQEIKDNCNLLAPHIDDDKFYDFLKLHHLV"

FT   gene            complement(568722..569546)

FT                   /gene="tpiA"

FT                   /locus_tag="AYWB_549"

FT                   /note="AYWB549"

FT   CDS             complement(568722..569546)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tpiA"

FT                   /locus_tag="AYWB_549"

FT                   /product="triosephophate isomerase"

FT                   /EC_number="5.3.1.1"

FT                   /protein_id="ABC65666.1"

FT                   /translation="MNYKPRTKVIAGNWKMHKCKDEALEFIQKVSLQVPDQTQVQTLIF

FT                   PQLTLLDPLVQLQGANLQVGAQNMFYETEGAFTGEVSPQNLLSLGVKHVLLGHSERRTL

FT                   FGETDQTVNLKLLSALKHKLVPTVCVGESLLTKENNQTQMFLDQQLTNIFAGVPEEALK

FT                   NMIIAYEPVWAIGTGKSANPQDANKTIEQIREKVTALYSFQASCAIRIIYGGSLSVANI

FT                   KSILEQPAIDGILAGKASLQTEDFLFFAQIASKQVLVSTKDIFQKNDCPFCY"

FT   gene            complement(569807..570718)

FT                   /gene="cdsA"

FT                   /locus_tag="AYWB_550"

FT                   /note="AYWB550"

FT   CDS             complement(569807..570718)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cdsA"

FT                   /locus_tag="AYWB_550"

FT                   /product="phosphatidate cytidylyltransferase"

FT                   /EC_number="2.7.7.41"

FT                   /protein_id="ABC65667.1"

FT                   /translation="MEVYMIKKRIITGGTLVLFSFFFYYCAPLEIKFLVFASLVIKAVQ

FT                   EMFFILNHPKDTQKQTFIKFGLVATSTLLFFTGVCLILYQNICQNNKLRNDFLLPFKSF

FT                   LSYLKQPLFNYYFFLLLFLPFLLVLIMLVFLPFLQTKDVSKTFLITFYIGFLMACLFSL

FT                   FFLHWHYFFLFVLSVMFTDSFAFLARFPCFCPFLGTSSLAPHLSPKKTQKGAILGTFGS

FT                   TITVLIVFLFLKCDSCIRFSIYTFLISIISQISDLLASKFKRDYGIKDFGSFLPGHGGF

FT                   LDRFDSWLLSSFFALILFNLPF"

FT   gene            complement(570779..571333)

FT                   /gene="frr"

FT                   /locus_tag="AYWB_551"

FT                   /note="AYWB551"

FT   CDS             complement(570779..571333)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="frr"

FT                   /locus_tag="AYWB_551"

FT                   /product="ribosome recycling factor"

FT                   /protein_id="ABC65668.1"

FT                   /translation="MQQFAKDILASLEIKMTQAQELMLKNFCDIRTGTANPNILDKITV

FT                   NYYGATTFLKTLASISVSEGNQINIKPYDSNLIPNIKKVLLASNLGITPQTDGVVVRLV

FT                   FPKPTEERRKALMKEVEQLSEKTKVAIRNVRREGNDKIKKVELTKDLETFYLNQIQTLT

FT                   DKNIKLIDKQTATKNIELSKA"

FT   gene            complement(571336..572061)

FT                   /gene="pyrH"

FT                   /locus_tag="AYWB_552"

FT                   /note="AYWB552"

FT   CDS             complement(571336..572061)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pyrH"

FT                   /locus_tag="AYWB_552"

FT                   /product="uridylate kinase"

FT                   /EC_number="2.7.4.-"

FT                   /protein_id="ABC65669.1"

FT                   /translation="MWMHKKILLKLSGESLKGDSSYGIDPRTIKKIAWEIKEIKDLGVK

FT                   IAIIVGAGNLWRGRTGEELGMDRSQADYMGMLGTIMNSLALQDALEQTNTITRVMTAFP

FT                   VSSVAEPYIRRKAIRHLEKDRVVILGAGAGSPYFSTDTAAALRAAELNIDVILMAKNNI

FT                   EGVYNKDPKKYQDAVLIKHIKHQQILSQRLAVMDITAASLCLENNIDILVFNMLKKGNI

FT                   KKVVLKEGNIGTVISSKGE"

FT   gene            complement(572152..572976)

FT                   /gene="tsf"

FT                   /locus_tag="AYWB_553"

FT                   /note="AYWB553"

FT   CDS             complement(572152..572976)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tsf"

FT                   /locus_tag="AYWB_553"

FT                   /product="protein translation elongation factor Ts"

FT                   /protein_id="ABC65670.1"

FT                   /translation="MKITAEMIKDLRQKTHAGMNECHKALQQTEGNIEKAIVFLREKGI

FT                   IKAAQKQGRVTSEGITNIVFAGNNAFLYEINSETDFVSKNEHFQQLVKMLGEIILKKQL

FT                   SNVKDLLAFNYQNKTVQELLFEKTSVLGENITLKRVLKVTKKPQESFGIYKHQGGRISV

FT                   LVVLKNDCPSVSEDIAMHIAASKPQFLTPDKVDPTFLAEEKKILHKQAAKELSDKPAQM

FT                   IEKIIENRLGKMLKDMCLSEQPFVKNADQKVKDYLKANNTDVVYYVRWEMGN"

FT   gene            complement(573079..573888)

FT                   /gene="rpsB"

FT                   /locus_tag="AYWB_554"

FT                   /note="AYWB554"

FT   CDS             complement(573079..573888)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsB"

FT                   /locus_tag="AYWB_554"

FT                   /product="SSU ribosomal protein S2P"

FT                   /protein_id="ABC65671.1"

FT                   /translation="MAVVTTKQLLESGVYFGHATRKWNPKMKPYIFTSRNGIHIINLKK

FT                   TSEEIEKAYQELLNIITSGGKALFLGTKKQIQSSIREEAQRSQQYYVDHRWLGGTLTNF

FT                   KTILKRIELLHLLHKQEEEGLWKKLPKKEVVKLKRKRDKLEKFLGGIKDMKNLPQAIFI

FT                   FDPEKESIAVAEARKLGIKVFGIVDTNCDPDLVDYIIPANDDAIRGVKLIIWLMANACV

FT                   QGNGGVAEKAETFDAKNPLKPQNYNTLNKRPYQDSPRKPSYQNQNQR"

FT   gene            complement(574380..574877)

FT                   /gene="dut"

FT                   /locus_tag="AYWB_555"

FT                   /note="AYWB555"

FT   CDS             complement(574380..574877)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dut"

FT                   /locus_tag="AYWB_555"

FT                   /product="deoxyuridine 5'-triphosphate nucleotidohydrolase"

FT                   /EC_number="3.6.1.23"

FT                   /protein_id="ABC65672.1"

FT                   /translation="MKLLTTPKRKPRFNFMNKTNRFFEKVSSYQNQGINLPQRQTKFSA

FT                   GYDFEASQSIEIPPQTVILVPTGIKAYFPCNEVLLIYVRSSLPLKKQLTLANGVGVVDS

FT                   DYYNNLQNEGHIFIALYNFSKSPVQVFKGERIAQGIFQTFFQITQEKENNFYRKGGFGS

FT                   TK"

FT   gene            complement(574992..575630)

FT                   /gene="ung"

FT                   /locus_tag="AYWB_556"

FT                   /note="AYWB556"

FT   CDS             complement(574992..575630)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ung"

FT                   /locus_tag="AYWB_556"

FT                   /product="uracil-DNA glycosylase"

FT                   /EC_number="3.2.2.-"

FT                   /protein_id="ABC65673.1"

FT                   /translation="MWQIINNQKTKPYFKKIFTFLQEEKTNHKIIYPNQEDIFAAFNLT

FT                   PFEKVKVVILGQDPYHRKNQAHGLSFSVKTLQKPPSLSNIFKELKNDLQIAACTNNLTK

FT                   WALEGVLMINAILTVEKDKPLSHHQIGWQEFTKTIFQALQAKPHIVYVLWGKFAQKYEQ

FT                   YICQSRNCIIKSPHPSPFSAHRGFFGSKPFSRTNTYLQTCGIKAVDWNL"

FT   gene            complement(575715..576443)

FT                   /locus_tag="AYWB_557"

FT                   /note="AYWB557"

FT   CDS             complement(575715..576443)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_557"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65674.1"

FT                   /translation="MFKNKTKIQPQSQKTKYFFLIFKKSMIIILDFFLIYLFIASLGNV

FT                   FFPAYSAKYLGIAHFPVASGSMEPFIHGPGDEVFIIGVWDASKLMPVGGKQITKNPITK

FT                   PYKVGINNPKDGDIVIFEHPHYNNPNVSEEERQDAKEKRFIIHRVVSNDPNKKLIGTWG

FT                   DANEPQLPYEKEIPYDKIVGKYIFKHRYIFSFIRNLFDYIRSFFVFLFQRPLYLFLIIV

FT                   YLMIMAYLLYALMKELKAAK"

FT   gene            576722..577429

FT                   /locus_tag="AYWB_558"

FT                   /note="AYWB558"

FT   CDS             576722..577429

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_558"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65675.1"

FT                   /translation="MKITKLRYRFATITTTFVLLLLVVLIFKSFDNIDNISPTKNEPNH

FT                   NVDVIQEKIYNMDGNIDHILDYDSKTNQKIKLTAFNEEEGCVWYIIEYDLQTANKIRQT

FT                   VFGNDGNIINIKEYDPHTQNLIKEISFAEGTSNILYMYECDAKGGNIIKETHHNSQNGK

FT                   IEYILEYDPQTQNKIKHTKYFPNGNIDYINKYDPKTEIRIWCEKYKYQSKNNVKDIYNY

FT                   DPNSGDVIENNDN"

FT   gene            complement(577552..578241)

FT                   /locus_tag="AYWB_559"

FT                   /note="AYWB559"

FT   CDS             complement(577552..578241)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_559"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65676.1"

FT                   /translation="MRFEELATWVSNNHWIWVVGAVLFPVLIFLLVKLVIKTLIFIYVI

FT                   NFRIAAFFSPSKSFKESKNNNNKNEQPQIPNVLINNKDFDSNCLINLKLMEMMDKKDNN

FT                   RSQTDLLELKHKMLETYFNQKIFELEMKQKIKELEEKQEQSKADTIPNNAQTFNSQKNF

FT                   WDKIPETLKQVLEKLNNIEEMQFEILQDYTKKTYYSYDDRVLYVHPEDFLHINKALGHK

FT                   KQQQLKN"

FT   gene            578590..578664

FT                   /locus_tag="AYWB_t27"

FT                   /note="AYWBt27"

FT   tRNA            578590..578664

FT                   /locus_tag="AYWB_t27"

FT                   /product="tRNA-Trp"

FT   gene            578685..578766

FT                   /locus_tag="AYWB_t28"

FT                   /note="AYWBt28"

FT   tRNA            578685..578766

FT                   /locus_tag="AYWB_t28"

FT                   /product="tRNA-Leu"

FT   gene            578817..578891

FT                   /locus_tag="AYWB_t29"

FT                   /note="AYWBt29"

FT   tRNA            578817..578891

FT                   /locus_tag="AYWB_t29"

FT                   /product="tRNA-Gln"

FT   gene            578979..579054

FT                   /locus_tag="AYWB_t30"

FT                   /note="AYWBt30"

FT   tRNA            578979..579054

FT                   /locus_tag="AYWB_t30"

FT                   /product="tRNA-His"

FT   gene            579404..579492

FT                   /locus_tag="AYWB_t31"

FT                   /note="AYWBt31"

FT   tRNA            579404..579492

FT                   /locus_tag="AYWB_t31"

FT                   /product="tRNA-Ser"

FT   gene            complement(579540..580772)

FT                   /gene="ackA"

FT                   /locus_tag="AYWB_560"

FT                   /note="AYWB560"

FT   CDS             complement(579540..580772)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ackA"

FT                   /locus_tag="AYWB_560"

FT                   /product="acetate kinase"

FT                   /EC_number="2.7.2.1"

FT                   /protein_id="ABC65677.1"

FT                   /translation="MKIMSVNSGSSSLKFQLLEMPQQEVIVSVLFERIGSNQAVLTMKT

FT                   KDKKDKQVLEVPNHQTAVELLLDALIQKKVINALEEIEGVGHRVVQGGEIFSDSAVLTE

FT                   KTLAQIESLCDLAPLHNPANIISIKAFQKVLPQTFQVAVFDTTFHQSMPAVNFLYATPY

FT                   YWYQKYQIRKYGAHGTSYKYVTEQMQQILAKDNAKIIICHAGNGVSLCAVDSGKSVDTS

FT                   MGFTPLEGVPMGTRSGNIDPAVVKFISEKENKTVACVIDDLNKKSGYLGVSGISNDTRD

FT                   ILASIKEGNQQAILSHDIQVKRIVDYIASYYVLLKGIDALVFTAGIGENSSFFRSEIIK

FT                   RLSVLGIKLDEEKNKVKGKQELITTPDSTIKAFVIPTNEELAIAQDVLRLKQNKTNQYK

FT                   DDQQECFCFCG"

FT   gene            complement(580878..581717)

FT                   /gene="hlyC"

FT                   /locus_tag="AYWB_561"

FT                   /note="AYWB561"

FT   CDS             complement(580878..581717)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hlyC"

FT                   /locus_tag="AYWB_561"

FT                   /product="hemolysin III"

FT                   /protein_id="ABC65678.1"

FT                   /translation="MNYYFLNVSLFSLFSLFSLFSLFFLIICIISKLFIISLIAAYSKQ

FT                   EGSFILKCSTKPSDKQTLGEEIANAISHGLMIPLGFFILVCFCLKTSSMSNPNGYIVLV

FT                   FSISMIILYLMSTLYHSLSFTKAHNFFQKTDHISIYLLIWGTFTPILLLLPELQKPLFA

FT                   LASVPISKGQFFFVCQCILVFSGIICKVFWMNKGKIIHLIFYALLGWSGLLLVPAMWET

FT                   NIFYFVLLGGVFYSLGIYFYIKDNKKYFHFIWHLFVIAGTCFHAWGIYCLLEILPKN"

FT   gene            581935..582870

FT                   /locus_tag="AYWB_562"

FT                   /note="AYWB562"

FT   CDS             581935..582870

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_562"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65679.1"

FT                   /translation="MKSIQTKYYKYLIIITFIIALMILLSAIIFINQKNKSAPKAKLSQ

FT                   PLPEIKTTHKTNIIEHYLGLNPNLENLKKEFRKINPDWNQEVFAYNYHMLSKNNANQKI

FT                   TDAIQNKIFAIFLNFNDEKITSYQTQNNLLDALKQNQNNKIHIFWKKEKPNPTLILTFQ

FT                   DQLLHNINKWQQTATNIFDKLQTYINDIDQILKKPLTPLEKNKIVIDMNTGKCKITEIK

FT                   DFIKQNLMANSNAKLESDPEQNILIKKLRKQSFNLMELRTKFQTLQKISQKISQNVNIT

FT                   TIFQKDMQELENLIKTTILEIINESDKLNI"

FT   gene            583316..583510

FT                   /locus_tag="AYWB_563"

FT                   /note="AYWB563"

FT   CDS             583316..583510

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_563"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65680.1"

FT                   /translation="MHHLHFGYILNIFNHKKETKFIINHLQNQKTNILSQKLQIQIILY

FT                   FLHLYNINNIINWISLFAI"

FT   gene            583886..584098

FT                   /locus_tag="AYWB_564"

FT                   /note="AYWB564"

FT   CDS             583886..584098

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_564"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65681.1"

FT                   /translation="MQNPFNKWQKTLNKIDIFTQIQIIQDNNAIFCLFLTKILKLPLEK

FT                   INKVIIMEYNSNQKNINSRQRDFFR"

FT   gene            584431..586872

FT                   /gene="priA"

FT                   /locus_tag="AYWB_565"

FT                   /note="AYWB565"

FT   CDS             584431..586872

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="priA"

FT                   /locus_tag="AYWB_565"

FT                   /product="primosomal protein N'"

FT                   /protein_id="ABC65682.1"

FT                   /translation="MIAEIIIDIKTTYQGINKPFDYLVPPHFEKIIQRAMRVVVPFGNA

FT                   NLQRLGYIINLKENSQFNNNLKEIITILDENPYFDQEFFLLSQEMLKTPFIIKALVYKT

FT                   IFPKEFVKSFLKEIKIINKELLPENLKGFFTNKNEIFLNPKNKSQEKLLEHFTKISKKK

FT                   IVIIKDILQLKEKNNEKKICIYHLNPQSSEQKDKKLTPKQKDFIEKLKQLKPLKKLYKT

FT                   HSNEIKHSKQKIEIQEITRKKALELTSNSIIQSLIRKKLILQTEKKISIILNHNFDLLA

FT                   EDKKIILNEEQKQILQKININYHKTYLLHGKTGTGKTEIYLHLITKVLNQNKQVLLLVP

FT                   ELMLIAPLMQRLQAKFTKKNIAILHSYLSPKEHLDQFLKIKEQQAYIVLGTRSAIFAPL

FT                   NNLGIIIIDEEHEEALIEKERATYDARILAQIRAKYHKIPLILGSATPSLESHYQVLQQ

FT                   NYQLLSLTKRVLIDDFPPIELVDMKEELKKGNLEPFSQNLKNALKEVIAKQQQAILFIN

FT                   TKGFAPFVLCRFCGFVPKCHKCNNSLTFYLKQELLKCSHCNYKEQFTKKCRRCSKEQIK

FT                   EVGVGIEYIEAYIKKEFLHARLIKFDSDTITKISQYEKLWNDFNQEKADILLGTQMIAK

FT                   GLDFHKVTLVGILMADSLLKIPSFKGSEKTFQLIIQAAGRCGRKEQGKVIVQSYNVDHF

FT                   AINAAVKYEEKGFLRKLLEERKMSQNPPFGYLSQILISHKDFKKTFNIAYRIKGALANR

FT                   FSQKITVLGPVLSLIPKKNNRYRCLLTLKYNIWPLDLDFILENNIHQDALIVFDRFNNL

FT                   L"

FT   gene            587258..588529

FT                   /gene="tlyC"

FT                   /locus_tag="AYWB_566"

FT                   /note="AYWB566"

FT   CDS             587258..588529

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tlyC"

FT                   /locus_tag="AYWB_566"

FT                   /product="hymolysin-related protein"

FT                   /protein_id="ABC65683.1"

FT                   /translation="MNPIIILIILIALNAFFAACEISFISTNESKIELDIRKGNKNALR

FT                   VKKIKAKPTTFLSVIQIMIHIITFFQGNIVTSYFLREKEGHFSLHKIGIEALIITLSII

FT                   FGELIPKRIAMHAPSKIAYFFSGSISLIAWLITPLVWVLTQVSNLFLIVFGLNPNKNSI

FT                   QISEDELRLMLISSYQKGIIDKDENKMIQNIFEFDHTNIFEVMRHRTEVVAIDVEITKK

FT                   ELIKTIQNEKYTRFPVYENSIDNIIGILHIKDIFNYLMSSNTNKIFDLKKFIRKPYLVQ

FT                   DAQNTREIFREMKKNKTHMAIVIDEYGGTAGIITFEDLIEEILGEISDEYDNEELMIKE

FT                   VAKNEYIVNGFADLEEVAETIKLEFNTEDYDTLSGFLIGKLGRCPNQNDKNTEIIYKNF

FT                   KFKILKHNDKVISQIKISKIDLQK"

FT   gene            complement(588636..589202)

FT                   /gene="pth"

FT                   /locus_tag="AYWB_567"

FT                   /note="AYWB567"

FT   CDS             complement(588636..589202)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pth"

FT                   /locus_tag="AYWB_567"

FT                   /product="peptidyl-tRNA hydrolase"

FT                   /EC_number="3.1.1.29"

FT                   /protein_id="ABC65684.1"

FT                   /translation="MKLIVGLGNPGKKFLNTRHNIGFVVVDSFLSQNKYQTLKEDTNAH

FT                   IYQINFNNHQTLLIKPQTYMNLSGEVVKKIINKYRIKIENILVIVDDIYLDEGKLKLKM

FT                   QGGHGGHNGLRNIIDRLCTKQFKRLKIGVSLDSCMPLDQYLLTPVNASSQKNILKNIDI

FT                   INKIIFNFIQDVDFNILMNGYNSKH"

FT   gene            complement(589318..589485)

FT                   /locus_tag="AYWB_568"

FT                   /note="AYWB568"

FT   CDS             complement(589318..589485)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_568"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65685.1"

FT                   /translation="MLFVSIIYIRDALMKASFFFIAVGILLSSLLKIICAQNTKNKTAF

FT                   LCSIQKEKIM"

FT   gene            complement(589495..589836)

FT                   /gene="rbfA"

FT                   /locus_tag="AYWB_569"

FT                   /note="AYWB569"

FT   CDS             complement(589495..589836)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rbfA"

FT                   /locus_tag="AYWB_569"

FT                   /product="ribosome-binding factor A"

FT                   /protein_id="ABC65686.1"

FT                   /translation="MVTTSERLSSLIQKELVLINDVIQDEQIGYINLTDVKVTKDLSFA

FT                   NVYYTILSDDPAVLKLTEETIEQNKVVIRFELAKKIKNFRKIPDLVFKYDKSLSYGRRI

FT                   ENILKDINK"

FT   gene            complement(589840..591711)

FT                   /gene="infB"

FT                   /locus_tag="AYWB_570"

FT                   /note="AYWB570"

FT   CDS             complement(589840..591711)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="infB"

FT                   /locus_tag="AYWB_570"

FT                   /product="bacterial protein translation initiation factor

FT                   2"

FT                   /protein_id="ABC65687.1"

FT                   /translation="MTLNKKTNNENSSKTTPKLSKKTDFQNDFASKNYVFNPQDKVFQI

FT                   AQVFGITSAVLIKKLLQLGLKADVNQTLEKDIVELLAKEYNIKVIEPQKEQTPPQLQPQ

FT                   KPPLTKSKLQAKPNQKLNLQKTPPIVTIMGHVDHGKTTLLDAIRKTRVVDQEFGGITQH

FT                   IGAYQVEYQGNKITFIDTPGHEAFDKMRARGAKITDICILVVAVDDCVKPQTLEALKHA

FT                   QKAQIPIIVALNKVDKPNNKTQQIMQELSSYDLLPEEWGGTTPYIAISALKREGLEKIL

FT                   EIILLFSEIQNLQTNPDQKAKGTVIEASLDKSLGPVATFIISDGNLKVGDIVVAGTSYG

FT                   KIRSMEDENKKTPTKALPSQPVRVSGLKEVPQAGDIFYAVSNEKQARQIVSEKKTKTKE

FT                   TLAKPPSPLNLEDILQDLETEKPQELNIILKADTQGSLEALQGMIDKIKVSDLKVQLLR

FT                   AAVGTITEKDIAFAKSSDSLLIGFNIKPAFSTLKSAQIQEVKITIHNVIYRIIEDIEQK

FT                   LKSMIKPTFEEVVTGKVEVRKIFNISKVGNIAGCYVTQGIVNNSDFAKVMRNDEVLFKG

FT                   KITSLKHLKDNIKSAKQGHECGILLDGFNDFEINDIIETSKLSKVEE"

FT   gene            complement(591860..592117)

FT                   /locus_tag="AYWB_571"

FT                   /note="AYWB571"

FT   CDS             complement(591860..592117)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_571"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65688.1"

FT                   /translation="MTVLRTCIVSKKIQDIKKMIRINSTKQGKVSVDFNLALQGRGAYL

FT                   TLKPEYVILSQKKKLLDKKLKTQVPEEIYQILLKLIASKT"

FT   gene            complement(592123..593196)

FT                   /gene="nusA"

FT                   /locus_tag="AYWB_572"

FT                   /note="AYWB572"

FT   CDS             complement(592123..593196)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nusA"

FT                   /locus_tag="AYWB_572"

FT                   /product="N utilization substance protein A"

FT                   /protein_id="ABC65689.1"

FT                   /translation="MISKNFFKLLDKIAQESGLDKDQVIDAFAKGLISGCKKNHKVKSC

FT                   KIHLKEDKSEIILYKQFLVADEATISTINLKESTPITLEEAQQIKPHAKIGQVIDIKVD

FT                   PKDFNLYAVKEFKNQFNEELTKKKRENIYNFFKQQEGKLISAKIISENDKFYNLELEKE

FT                   ITTLLPKKEIASNNEMQVGERIQVFLSEVKKTTKWPKIFVSCNHVGLVVKVLEENIPEI

FT                   QEGIVKIAGVARISGERTKIGLFSCDAQIDAIGSCIGERSNRIKNVIKILKGEKIDLFI

FT                   WSDDPQELIANALKPASCLQVVIKDDINKCALAIVPDDQFSLAIGKLGKNVKLAVEVTK

FT                   WNIDIKTLDQAQIEGLI"

FT   gene            complement(593438..595297)

FT                   /locus_tag="AYWB_573"

FT                   /note="AYWB573"

FT   CDS             complement(593438..595297)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_573"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65690.1"

FT                   /translation="MKISKTRFIKFLKVLKYLNFKFLYQNKSQFLLDFSNELKDLIKEE

FT                   TYAKKLAFLQENLSEQEEYQAFLNQKHLAIMQPYYKQLELLVSSYLEKHFPGEVIFSLE

FT                   THQQKKFQMNKQGYQFYCFLDGYQEDQTTIRIFETKTTTSKKFLKLQFVNDNKEKMPFF

FT                   HYTNPNTLSPFFKVSNQGNLSYQKKMQTFFNPESEEGKYIYDLTYQRWVIENNLTEAQK

FT                   KKKIEYYLVVLNSDYVLDDKRSCNKSLDPSLLTFIDLTLITQQVTQILENDANLLISYL

FT                   SSKTSKPKSTFASYLLPEKILHFYENIPSKDSIFTYFYNHLGFFDSQKKQKYEIQQLIL

FT                   QQYYHVFDIPFAWLNRFDNKVQQKVTQKKIPYYCFDKIKAGLQTLKYPLYYLDFEAFPS

FT                   PFPRFKGEKPYTQSLFQFSLHIEKAPGLCDKDKNHVSFLAPNHSDHRKTLLEKLTNAIL

FT                   DDGGSIIVYHKAFEKTRLQELSLLFPEYSFQIQNLIARIFDLKDILKGSKTFYQNLGFD

FT                   SEQAAGINFYHPHLQGSFSIKKITPLFCNLNYQNLVIQNGIEAFLTYIQLPQMSPLKFQ

FT                   AQFQALEQYCKQDTWVMVKILKGLIGKTKKTNFLYLTPKDIVQ"

FT   gene            complement(595412..595870)

FT                   /gene="smpB"

FT                   /locus_tag="AYWB_574"

FT                   /note="AYWB574"

FT   CDS             complement(595412..595870)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="smpB"

FT                   /locus_tag="AYWB_574"

FT                   /product="tmRNA-binding protein"

FT                   /protein_id="ABC65691.1"

FT                   /translation="MKTIITNKKAFYDYSLEKKKYQAGIKLLGSEVKSIRIGKINLLNS

FT                   YIHIKNEEVFIVNMTILKYPFSCCLVYDENRTKKLLLQKYEIIQIQKKIKTEKLSVIPL

FT                   KVYFNKNLVKLEIALAKGKKKHDKRNALKDFNAKLRIQKTLKNFNKKQ"

FT   gene            complement(596109..596663)

FT                   /gene="ppa"

FT                   /locus_tag="AYWB_575"

FT                   /note="AYWB575"

FT   CDS             complement(596109..596663)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ppa"

FT                   /locus_tag="AYWB_575"

FT                   /product="Inorganic pyrophosphatase"

FT                   /EC_number="3.6.1.1"

FT                   /protein_id="ABC65692.1"

FT                   /translation="MNILHDINPERITKEEFIVVIEISQGSKKKYEIDKETGLLLLDRF

FT                   LTTAFRYPINYGFVPLTHCEDNDPLDVLVLSQEILDPMTLVKCRPLGVIKMIDNNELDE

FT                   KVIAVPVFDKHFSHLQDLKDMPLPMIAEIKHFFENYKTLEKKKVVIEAIQDKQSAFSAI

FT                   ETSLLTYQKVIKPSLKKEKKQ"

FT   gene            complement(596732..597436)

FT                   /gene="spoU"

FT                   /locus_tag="AYWB_576"

FT                   /note="AYWB576"

FT   CDS             complement(596732..597436)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="spoU"

FT                   /locus_tag="AYWB_576"

FT                   /product="23S rRNA methyltransferase"

FT                   /EC_number="2.1.1.-"

FT                   /protein_id="ABC65693.1"

FT                   /translation="MITSKQNSTFKKLKKLQLKKYRDLYQQFLVYGDHLIEQAQKNNAV

FT                   VAIFTSNEEKPGTFIESSLMKELSQTKTVFDQMALCKPISENNLLSDKILVLDDIQDPA

FT                   NLGVLMRSASAFGFNQVFASFHSADFYHEKTIRSSQGALFSLSLKRGSTKSFLEEVKEQ

FT                   NYSIFSAFPQKSNITIKDAKKHPKKVLVLGNEGQGISSETEGLSDYFVNIFTQNVESLN

FT                   VAVAGSILMYLL"

FT   gene            complement(597515..598819)

FT                   /gene="thiI"

FT                   /locus_tag="AYWB_577"

FT                   /note="AYWB577"

FT   CDS             complement(597515..598819)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="thiI"

FT                   /locus_tag="AYWB_577"

FT                   /product="thiamine biosynthesis protein ThiI"

FT                   /protein_id="ABC65694.1"

FT                   /translation="MRNFMYQKKILIRFGELFLKRKNKKAFINTLRQLLQNKIKDLCNV

FT                   QMYFKHDYAYLEYIYDVNLEKEILKRLSYVSGISSFVVVSQASRQLDDIVQKTCSLLQE

FT                   KITKNTSFKIETTRKDKSFPLKSLEITQQIAPLILNQFEGKLIVDVKNPQVILHVIIRK

FT                   ENTYLYLKSDETQALGGFPASSGGRGTVLMSGGIDSPVAAYLAMRKGITVELLHFESSP

FT                   LTPLESIQKVIDLAKVLSRYAFGNQIKLHLVPFRYFQEKITKTVLDSYIINIMRRMMYR

FT                   LASQFACQKNHLCLINGESVGQVASQTLESMQTITQVTNMTILRPLVTMDKNEIIKIAK

FT                   QIDTFDISIRAFHDCCTLYLPQNPATKPTILKTKREEQKIDYFALLNDALKNTITLNIN

FT                   QHLQFKICDYGFFDVKEAIKHFCEQNPEQTIVSQY"

FT   gene            complement(600089..601729)

FT                   /gene="udk"

FT                   /locus_tag="AYWB_578"

FT                   /note="AYWB578"

FT   CDS             complement(600089..601729)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="udk"

FT                   /locus_tag="AYWB_578"

FT                   /product="uridine kinase"

FT                   /EC_number="2.7.1.48"

FT                   /protein_id="ABC65695.1"

FT                   /translation="MLKVYYNQTILNVPLNTSLETLKNQLNLKNVYAAKVNNKLKELTF

FT                   KLQDPTNQIAFLGAWHAEAVNIYEASLRYLVAMASYKLFENISLHFTYYSSSSILASFP

FT                   KEITFLPEMFQQIKEEMLLLVYQKLDITKKKLPLVKALQIYQSLGFGDKISLLKQKNPS

FT                   FVTLYFCQNYCNYMYQGLVPNTSYLDKYNLFYHKNGFVIQFVTPFSDEKIPLFQQEPLF

FT                   EQMLTQSLAFKKTIQIQNVSQINQFAQTAQSQFNLINLAEINHQNQLQQLSTQIAKRVS

FT                   NLKIINISGPSSSGKTTFAKRLQLQLQALGIFTFIVAMDNYYLPLKDIPKEKDGTSFDF

FT                   ESIDALNIPLFNQNIYDLLTCKKTTIPQFDFVTRSHTQKDIQTHNHIILVEGMHAINPK

FT                   LTPFIPRLQKFQIYISPQHQLSLDLHNPLHLTDVRFLRRAIRDYISRNTNILRTFEFWD

FT                   SVRKGEFRWIYPIQKEADFVFNSELIYEFNVLKPYLIPFLLQIPETSKYFDKAQYFLNL

FT                   LSFFKSFDSNLVFHESLLKEFIGGSPFYF"

FT   gene            complement(601919..603235)

FT                   /gene="cysS"

FT                   /locus_tag="AYWB_579"

FT                   /note="AYWB579"

FT   CDS             complement(601919..603235)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cysS"

FT                   /locus_tag="AYWB_579"

FT                   /product="cysteinyl-tRNA synthetase"

FT                   /EC_number="6.1.1.16"

FT                   /protein_id="ABC65696.1"

FT                   /translation="MLQIYNSLTRKKEFFKPDHPPQINIYVCGPTVYNHLHLGNTRPLI

FT                   FFDTVKRYLEMLKFKVYYVVNITDIDDKIIETSLKNQVLEKDLANKYIKSFNNLLETLN

FT                   IQTINFKPQATQYINSMILYIQTLLDQGFAYFTDQGIYFRVSKITDYGKLKKQDLSQLK

FT                   QNVRKQLDPQKEFPGDFILWKKTSQGITYPSPWFAGRPGWHTECATMIEQLFKLPLDIH

FT                   GGGTDLKFPHHENEIAQTHAHSHQKLANFFMHVERLDYQNQKMSKSLGNIIWCKDLLKQ

FT                   YNPCIIKFLILSTHYRKPINFSYDLMEQTQQKYKKITYFLTKNNFYLKVNHFFCQTLDQ

FT                   DIMQLFHQLMQDDFATHKVIDLMEQIIKRAHQTQILDKLSQFQNSLLLILNTLVIAIPF

FT                   NKPTKKDLQTYFLWQDARKCRDFIQADILRKQLLDKGFI"

FT   gene            complement(603337..604686)

FT                   /gene="glnS"

FT                   /locus_tag="AYWB_580"

FT                   /note="AYWB580"

FT   CDS             complement(603337..604686)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="glnS"

FT                   /locus_tag="AYWB_580"

FT                   /product="glutamyl-tRNA synthetase"

FT                   /EC_number="6.1.1.17"

FT                   /protein_id="ABC65697.1"

FT                   /translation="MKKIKVRYAPSPTGFLHIGNARTALFNYLFAKHNQGEFIIRIEDT

FT                   DFSRNVKGGEASQLKNLRWLGIDWSEGPDIQGPFGPYRQSERLAIYQKYAQKLLDQGLA

FT                   YKEFQENTTTFAIRFRVPTNQTFSFDDLIRGKLTFQSQEIEDWVIIKSNGYPSYNFAVV

FT                   IDDHLMQISHIFRGEEHITNTPKQIMIYQTFQWHLPQFAHMTLILNDNKKKLSKRDANI

FT                   MQFIEQYEKLGYLPQALFNFLSLLGFSPLSQTEILSPQELINLFDVARLNKAPAMFDTV

FT                   KLDYLNNQHLRKLTPEVIASFIVQKKYLTLTTAPTNDKEWMTKFVSLFQDRMNYIQQIA

FT                   DFYQLFFQTKPSLSQEATIFLQTNPQTTLILKTFYNVFDVIVFKKDVIFNAIKQVANQN

FT                   DFSKKTLFMALRIGTTCKMHGPSIALLLELLGKKQVLKNLSYVLKQAQKF"

FT   gene            complement(604788..605180)

FT                   /gene="rpsI"

FT                   /locus_tag="AYWB_581"

FT                   /note="AYWB581"

FT   CDS             complement(604788..605180)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsI"

FT                   /locus_tag="AYWB_581"

FT                   /product="SSU ribosomal protein S9P"

FT                   /protein_id="ABC65698.1"

FT                   /translation="MKKVNYFGTGRRKSSVARVILTNGTGKITINTRDFEKYLPLPATR

FT                   LEMIQPLELTEKREVFDVSVNVNGGGLSAQAGAIRLGIARALIESIPELRAILKKSGLL

FT                   TRDARCVERKKYGLKKARRAPQFSKR"

FT   gene            complement(605185..605643)

FT                   /gene="rplM"

FT                   /locus_tag="AYWB_582"

FT                   /note="AYWB582"

FT   CDS             complement(605185..605643)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplM"

FT                   /locus_tag="AYWB_582"

FT                   /product="LSU ribosomal protein L13P"

FT                   /protein_id="ABC65699.1"

FT                   /translation="MTEQLQPKNNQKTLMANKKTVKPKWHLVDAKGKILGRLATKVASI

FT                   LKGKHKTHYTPHVDNGDYVIVINAAYINLTGKKWQQKTYYKHSGYPGGLTKVVASEMML

FT                   KFPTRMVEKAILGMVPHTKLGSQIGKKLFVYAEQKHNHQAQQPESLEV"

FT   gene            complement(605875..606102)

FT                   /locus_tag="AYWB_583"

FT                   /note="AYWB583"

FT   CDS             complement(605875..606102)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_583"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65700.1"

FT                   /translation="MPQKNILFNDSPILNLKLQKIPFYLLLNYFFVVYNVVNIFFGPFL

FT                   FLYKKYQNYPRIIYSSLPFFIFLHNLCIIF"

FT   gene            complement(606145..606687)

FT                   /gene="thiJ"

FT                   /locus_tag="AYWB_584"

FT                   /note="AYWB584"

FT   CDS             complement(606145..606687)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="thiJ"

FT                   /locus_tag="AYWB_584"

FT                   /product="4-methyl-5(B-hydroxyethyl)-thiazole monophosphate

FT                   biosynthesis enzyme"

FT                   /protein_id="ABC65701.1"

FT                   /translation="MKGLLVLYDGFEDCEALVTRALLNHASLPLTSATLNPQLEVVSSS

FT                   GLCVKANANLATINPLEYDFLVIPGGPYVAQIIEKETFLLQLIQIFFDANKVIGAICAA

FT                   PMFLGKLDLLKNHPFTCFPSCNNFIEGTYLPDKKAVISDKFVTSRSPITVFDFAFALVE

FT                   VLKGKDFALAFKNSLNV"

FT   gene            complement(606843..607067)

FT                   /gene="rpsO"

FT                   /locus_tag="AYWB_585"

FT                   /note="AYWB585"

FT   CDS             complement(606843..607067)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsO"

FT                   /locus_tag="AYWB_585"

FT                   /product="SSU ribosomal protein S15P"

FT                   /protein_id="ABC65702.1"

FT                   /translation="MALTKEQKQEIIKQNSHFAKDTGSSEVQIAILSAEIKQLSEHLKQ

FT                   HPHDFHSKRGLFMKNSKRRNLVKYLANQN"

FT   gene            complement(607134..607595)

FT                   /locus_tag="AYWB_586"

FT                   /note="AYWB586"

FT   CDS             complement(607134..607595)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_586"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65703.1"

FT                   /translation="MWEIELLLPLINTNRNPFFIFLSYLLFGYFFSSNKAKLRYNTIVD

FT                   NMKLIIAIVSSHDANKVQQSLIENSFFTTRLATKGGFLKEVNATFILGVKEEKVSKALE

FT                   IIKSHSHKKTQMIPNNIINEFSAYNSFPTEVSVGGATIFVLDVDQFLKV"

FT   gene            complement(607555..608256)

FT                   /locus_tag="AYWB_587"

FT                   /note="AYWB587"

FT   CDS             complement(607555..608256)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_587"

FT                   /product="methionine transport ATP-binding protein"

FT                   /protein_id="ABC65704.1"

FT                   /translation="MENNIFIRLWNVLAKNKLVWNGFKETLKITLIGCFIAFFLGLILG

FT                   VLLYLFQIQKNYKIYWILNSLMNFFISTPFLILIVLLLKLVLIPYFRMGYGFGTALFFL

FT                   VLAIVPLFARHCEQVFLTTNPELYQTSFSLGATKFQFVTKFLLVETRSDIILKLASLFI

FT                   TSLAYSSVLQIVGHQGIAAVAIDNGYNGHYDFEPFFTRFDLIIVSVLITFILTQTVYFV

FT                   GNRIAFALNKH"

FT   gene            complement(608269..609315)

FT                   /gene="nlpA"

FT                   /locus_tag="AYWB_588"

FT                   /note="AYWB588"

FT   CDS             complement(608269..609315)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="nlpA"

FT                   /locus_tag="AYWB_588"

FT                   /product="ABC-type methionine transport system, periplasmic

FT                   component"

FT                   /protein_id="ABC65705.1"

FT                   /translation="MFKLSFLSSKTKKNLIFALLTISLLCNLLLGYFLWYNKKTLADNS

FT                   YNQKTHKLKVATALPTIKDFLEAYAKDRLKEYNIDLDVQYLSLGFKQTNELLLNKQVDA

FT                   KLDAHVHHLNVFNKEQSNITDKDKLTFSQVVYLAKFGLFAKPNTFNNLESIQKTTHPSN

FT                   LKILMPQDNFQRSLALCLLQELKIIEEKNPGRTLINEEQFNLKTTDFKSTDLYPYIEYT

FT                   TETDLNKITSRFLAHNDFDLCLNYPTVMGLGINKFISLGIIQKPNKLDDILYSYAISLV

FT                   TTNNNENDWKIKILKDILKEEEAIAYMEANPFATNFYMIPRQEVKQISKNIKYKYLGKT

FT                   GSASSSSN"

FT   gene            complement(609398..610093)

FT                   /gene="metN"

FT                   /locus_tag="AYWB_589"

FT                   /note="AYWB589"

FT   CDS             complement(609398..610093)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="metN"

FT                   /locus_tag="AYWB_589"

FT                   /product="methionine transport ATP-binding protein"

FT                   /protein_id="ABC65706.1"

FT                   /translation="MIKINNLSKTFFLKKEQLPVLQNISLAVFKGEIFGLVGTSGSGKT

FT                   TLLKIMNGFMLPDKNANSSIQKTFSHLESAMIFQNFNLLSNLNVFENVALPLEIRSTPE

FT                   KQITSKVNKMLDFVGLKQFRNIYPKTLSGGQKQRVAIARALVYEPKIIFCDEPTFALDE

FT                   MTSQEILKLLQTTNQKLKTTIVLVSHNVAVIKSLCHRVAILEQGKLAKISTLNHSCKFE

FT                   ATSYQNIFV"

FT   gene            complement(610191..611111)

FT                   /gene="rluA"

FT                   /locus_tag="AYWB_590"

FT                   /note="AYWB590"

FT   CDS             complement(610191..611111)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rluA"

FT                   /locus_tag="AYWB_590"

FT                   /product="ribosomal large subunit pseudouridine synthase D"

FT                   /EC_number="4.2.1.70"

FT                   /protein_id="ABC65707.1"

FT                   /translation="MNEKKEFLISASEAFQRLDHFLSAHINLNKSQCQKLILAQQVLVN

FT                   TKSSKKSYLLKPQDLITVIIPQTHESINLQTPQNLNLDIIYEDPYLAVINKPANLVVHP

FT                   SLSFQKTTLVNGLLHQFNTLSHIDTQRPGIVHRLDKNTTGLLIVAKTNDVSDKLQIAFQ

FT                   QRKITKIYWALIEGFLEDKGIIKLPIGRNNHNRLKMQVMPDGKTAVTHFKTLQRFSHFS

FT                   LMECNLETGRTHQLRAHFSFLKHPIVGDLLYDSSHHITPLGQFLHSKILKFNHPITNQN

FT                   LILEAPLPTNFEKLLKTFTDSNCIF"

FT   gene            complement(611341..613371)

FT                   /gene="ftsH"

FT                   /locus_tag="AYWB_591"

FT                   /note="AYWB591"

FT   CDS             complement(611341..613371)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ftsH"

FT                   /locus_tag="AYWB_591"

FT                   /product="cell division protein ftsH homolog"

FT                   /EC_number="3.4.24.-"

FT                   /protein_id="ABC65708.1"

FT                   /translation="MSFFDKIFKKFHMGVLYFAVILIGATFIYCYFTKHEKKDNNTFDA

FT                   LAQKNEIEKIQYNPIFANSAFCDIVVTTTDGRVIDFFNIPYDKVFEKKPNGKYKYNTYS

FT                   VDPRPWNGYEHVFWVFRQCLTMLFFYCFFLFFADTIKQMGQEILASTSGKKGAKSRKVI

FT                   INHKRFTFSDVAGADEEKEEMSELIDFLKNPRKYAAMGARIPKGVLLYGPPGTGKTLLA

FT                   KAVAGEAGVPFFAASGSDFDEVYVGVGASRVRDLFKEAQLAAPCIVFIDEIEAVARKRG

FT                   SNIGGSNGSEQTLNQLLVEMDGFNQKMGVIVIAATNQPEVLDSAILRPGRFDRHFNITL

FT                   PNVKDREAILKLHASNKKLSEEISLEELAKQTPGFSGAQLEGTLNEAALLAARRNATFI

FT                   NKKDISEALDRILIGPTKKSKKYNDKEKRMVAYHEAGHAVIGIKIPFAQIVQKITIIPR

FT                   GNAGGYNLMLPQEETFFSSKKALLAQITSFLGGRVAEELMFDDVSNGAYNDFKHATQIA

FT                   KLMVTKYGMSDLGPVQYSGNTFQNDFSDPKGLEIDQQIQKIIANCYQQAKQIIQENQDL

FT                   LDTIAKYLLEIETLNKRDIDEIVATGKIAWWEKEKEETNAPTQTTSQMSSNNETTNTDK

FT                   TPLNDELEITTNLDNQESNESNPNNNEKASPEVLSTDSEQT"

FT   gene            complement(613490..614800)

FT                   /gene="mesJ"

FT                   /locus_tag="AYWB_592"

FT                   /note="AYWB592"

FT   CDS             complement(613490..614800)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mesJ"

FT                   /locus_tag="AYWB_592"

FT                   /product="cell cycle protein MesJ"

FT                   /protein_id="ABC65709.1"

FT                   /translation="MENIKLACSLETNQTYIIAVSGGVDSMALLHYLVAQKIKLQVVHF

FT                   NHLTNSNTWKNKELVKNYCLQNSLGFHYFELNCPQKNFQAQARLLRQQKLMQIAAKHRT

FT                   PFILTAHHLDDLAETILQKISRSSTLLGYSGMQIQTSWTDFIFLKPFLYIPKAKIISYA

FT                   AFYKIPFLEDYTNQKLTYQRNQIRHQVIPYLKTQTSFLQNIQKYQQTLLQAYNFIRKQT

FT                   LLFLTKHTNHSCNQPNSIALAPFLNLDLVIQKDIILLLLEQKNITQSFIFIQNIIKGIN

FT                   NPYKPNLSWHLNSDWHLIKDYKHIKLMNPALPLPFALTKPLLCVSTCNLCLVCVCPLIE

FT                   TLNYNSQKVSFPLKVRLRQPKDTLKFSFGTKKLKKFLIEKKVPLTQRNNLWLVVDNLDN

FT                   ILFIPQLYTNLTLGNQFRIYLAFKNFFTSSNCFSQTN"

FT   gene            complement(614810..616540)

FT                   /gene="aspS"

FT                   /locus_tag="AYWB_593"

FT                   /note="AYWB593"

FT   CDS             complement(614810..616540)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="aspS"

FT                   /locus_tag="AYWB_593"

FT                   /product="aspartyl-tRNA synthetase"

FT                   /EC_number="6.1.1.12"

FT                   /protein_id="ABC65710.1"

FT                   /translation="MKTKYSYYNNQLTLIHQGKIVFLKGFIFRKRNLGKTLFFDLRDVS

FT                   GIVQLLVKENNPQYDKIALIKLETVVQIKGQVIERINKNPDLPTGDIEILVSHIEILSE

FT                   AQTLPLNVFQSQESLEETRLKYRYLDLRNPEVKHFLIQRHHITQSIRQTLLKNDFLELE

FT                   TPILSKSTPEGARDYLVPSRIYPGNFYALPQSPQLFKQLYMIAGFERYFQVARCFRDED

FT                   LRSDRQPEFSQIDIETSFLNQDEIMSLTEEIIVDLFANIWKKPLLQPFLRLTYQQAFEL

FT                   YGSDKPDLRNPLKITDFTTFFDTNTYSQNIFAGKIKGFKVSKTAFLTRRKLDEYQLFFS

FT                   KHFNLKLFSFVKKNDKIIGGISQFIQDDSFLKNEEICFVVSGKKDIIHKALGIFRTKLA

FT                   LDLSLVDTTQEALLWIVDFPLFETIQEDLSPPNRLYSLHHPFTAPRDATILKSNPQKAL

FT                   ANAYDLVWNGYEVGGGSLRINNHQTQELIFSLLGFLQEEVQNRFGFLIEALKYGTPPHG

FT                   GIALGLDRLVMLFTKTNNIKDVIAFPKTQSAKDLMLEAPSAVNQEQLNTLKLQLKCNFN

FT                   "

FT   gene            complement(616530..617813)

FT                   /gene="hisS"

FT                   /locus_tag="AYWB_594"

FT                   /note="AYWB594"

FT   CDS             complement(616530..617813)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="hisS"

FT                   /locus_tag="AYWB_594"

FT                   /product="histidyl-tRNA synthetase"

FT                   /EC_number="6.1.1.21"

FT                   /protein_id="ABC65711.1"

FT                   /translation="MFSKIKGTHDLMLDKMVCWQKVENHIRTLFAKYHLQEIRTPIIEY

FT                   RGVFDRAAQHSEMVSKETYTFTDKKGRFITLRPEGTAGVIRSYVENKLDKTSQLHKFFY

FT                   YGPFFRYERPQKGRYRQFHQVGVEILGQSSPFLDVEVIFLAYKTLKSLGICDITVKINS

FT                   LGCKTTYNNYLQVFKNYLQTHYQQLCPLCQERFEKNILRIWDCKNCNNEPFLKQAPRIF

FT                   DHLVEDAKVRFLQVLEGLKQMNVNFELCHDLVRGLDYYTNSVFEIVYNNEQGHQAVLGG

FT                   GGCYDNLVTLFRGSPSPGIGFALGMERLMSILATRSFCNKNILPSLDAFILVSEPQFFY

FT                   QGLELATTLRHQGFSADLNYKFLSFSKSLKQALKKQPLYLLILGPKEFANNQITIKNTY

FT                   TQQQTTILQKDVVSYLQNNKELNYIHEN"

FT   gene            complement(617832..617996)

FT                   /locus_tag="AYWB_595"

FT                   /note="AYWB595"

FT   CDS             complement(617832..617996)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_595"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65712.1"

FT                   /translation="MFVFFVFFKLFFIHLLKLYYQKNLKNIKIPKKLYQNFYPKNNKTI

FT                   QKLKTKPNP"

FT   gene            complement(618093..620330)

FT                   /gene="spoT"

FT                   /locus_tag="AYWB_596"

FT                   /note="AYWB596"

FT   CDS             complement(618093..620330)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="spoT"

FT                   /locus_tag="AYWB_596"

FT                   /product="GTP pyrophosphokinase"

FT                   /EC_number="2.7.6.5"

FT                   /protein_id="ABC65713.1"

FT                   /translation="MILNSDLTLEKDTLYQDLMVVIFKNIQDATILQKITKAYLFAKEK

FT                   HHGQKRFTGEPYIIHPCAVTKILAQLNSEPNTLMAGLLHDVLEDANATMEDLTSLFGED

FT                   VAYLVYQATKLTKIAFHKNQGHADNQQKMFLAMAKDIRVVIVKIADRLHNMQTLNVMTS

FT                   EKQLRIAKETLEIHAPLTHRLGLFEIKSQLEDLSLRYVFPQEYYRVSNLIRLKKQQREE

FT                   SIAKIITNIKSLLDSHQLKNYTIKGRVKNIYSIYKKIVKRKVSFEEIFDLLAIRIIVPT

FT                   VDLCYQCLGIIHGHFSPLPLRFKDYIAVPKPNLYQSLHTTVLTKDGSLFEMQIRTQEMD

FT                   EIAEKGIAAHWAYKENKTYSQEAKQLELAKKLRWYRELVKITIDAKNHPEETPKEFVDA

FT                   IKNDILSDNVYVFTPTQEVFELPKGSTPIDFAFRIHSAVGSKMTAAIINGQIAPIDYQL

FT                   KNGDIISIKTNKNILSVNKDWLRMVKTTHAKRKIKGFLKKDIKENKTEYLAEIQKGKDI

FT                   IEKELTANKIEISLLDNNFVQKHFERYNIQTLNDFYYEIAKKQLNPKSLINKLLVLAKE

FT                   TLSQNILQKQMAKSHVKLKHQSETGVIIEGLSNPKLKLASCCTPVYNDEILGFVTKGRG

FT                   IIVHRKECNNLAQCDEKRLITASWQKDYTIAKYPAWISIIASTKDILVQQIINKINSFN

FT                   LSILEFNVINKQKLETIIKIRILIANTKELNNLITNLYKISQIYKIQRINN"

FT   gene            complement(620396..621532)

FT                   /gene="trmU"

FT                   /locus_tag="AYWB_597"

FT                   /note="AYWB597"

FT   CDS             complement(620396..621532)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="trmU"

FT                   /locus_tag="AYWB_597"

FT                   /product="tRNA (5-methylaminomethyl-2-thioruidylate)

FT                   methyltransferase"

FT                   /EC_number="2.1.1.61"

FT                   /protein_id="ABC65714.1"

FT                   /translation="MTKVVVGLSGGVDSAVAAFLLKKQGYLVEAVFMRNWDSNLNFDIQ

FT                   GNPTLNDICPQELDYKDALKVSEQLGIKLHRVDFIEEYWQKVFMSFIKAFENNLTPNPD

FT                   ILCNNEIKFRAFIEYVTTKLAPRYIAMGHYANIIYETFSEQKLFPQLACAVDQNKDQTY

FT                   FLSQLATKQLQNILFPLGNLTKQEVRQIALENNLINATKKDSTGICFIGERNFFQFLSN

FT                   YLPAQKGDIKTLDGTFLAHHKGVMYYTIGQRKNLGLGDFSSQKPWFVVGKHLQTNTLYV

FT                   EQGNTHPYLYSDKALISDIVWRGKKTNLHLQAKMRYRQPNQDVILTWIDQNTLEIYYPQ

FT                   TIKAVTPGQICAFYNNNICCGAGVIKEVYFQGTKRLYT"

FT   gene            complement(621635..623542)

FT                   /gene="qns"

FT                   /locus_tag="AYWB_598"

FT                   /note="AYWB598"

FT   CDS             complement(621635..623542)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="qns"

FT                   /locus_tag="AYWB_598"

FT                   /product="glutamine-dependent NAD(+) synthetase"

FT                   /EC_number="6.3.5.1"

FT                   /protein_id="ABC65715.1"

FT                   /translation="MYKNGSIKIELASPPLTVGNPLKNAYSMQNVLKKSKASFVLFPEL

FT                   CLSSYTAGDLFFETNFLEQNFQALDWLLKNNSFEGVYILGMPLALHEVLFNVAVIIQKD

FT                   KILGITPKKTIPNYKEFSEKRWFQSGKTCESQYIQILGQTVPFGDVLFINSQFDLIFGV

FT                   EICQDLWTVFSPGDLLSLNGAHLIFNLSASTDHIGKLDLRKNAVLDHSRKQIGGYFYTS

FT                   SGITESTVDNLFSNHKMAALLGEMVSEKDLFNQDVSLVVDVCVDLIKFQRRIDTTYGDQ

FT                   RIGKQHPFLKAYFELKETPHYYFEKPINQTPFIPQSNVASHLKLANEIQVLALKTKLSN

FT                   LNAKIIVEITENIKDLLTLVVAFQSFSLLQKPLEDLIVILNPLLFSNPTHYQLLKDFLQ

FT                   TKGVCHICESGFLNKKDLLAFLGLDKIDATNNTSATNETNKIATLVKNVNNISILSNEL

FT                   ASCTKDLDQVFLKELASQTQKFLLLENNNFSDMALGKNNPRSHYDHIYNVNAGVPNVLV

FT                   KELLLYHLENNHLQIAPSLKKLYQKLAQENINQKLIIEDFILCCHIKKGFTKTKIAWLL

FT                   QIAFDLSQEKSNQLVVSYLKTFYQNQFKRQNVAPGPKVLENSLSPRNEFLLPIYLQRQE

FT                   "

FT   gene            complement(623951..624445)

FT                   /locus_tag="AYWB_599"

FT                   /note="AYWB599"

FT   CDS             complement(623951..624445)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_599"

FT                   /product="immunodominant membrane protein precursor"

FT                   /protein_id="ABC65716.1"

FT                   /translation="MQNQKTQKSLIAKVLVLFAAVSLMFVGVQVFANNVIDLNSATLPS

FT                   GTDKLTFKSDEEAKQIVSIVKALKAAKVDKIYTDVLTDENVDVTVDVADTNAKKVIVKA

FT                   KTTKPDVVTGGVTYTYVVDAGKGVSTTSWYKSWWFLTLVAVTVVAAIGGGVFFVKKNKK

FT                   N"

FT   gene            complement(624603..626213)

FT                   /gene="groEL"

FT                   /locus_tag="AYWB_600"

FT                   /note="AYWB600"

FT   CDS             complement(624603..626213)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="groEL"

FT                   /locus_tag="AYWB_600"

FT                   /product="60 kDa chaperonin GroEL"

FT                   /protein_id="ABC65717.1"

FT                   /translation="MSKKILYGKEARKALLQGVDAIANTVKVTLGPKGRNVILEKAYES

FT                   PAIVNDGVSIAKEIELKNPYQNMGAKLVYEVASKTNDKAGDGTTTATVLAQSMIHRGFD

FT                   AIDAGANPVLVKEGIELASLTVAKKLLAKSKKVDDQEDIQNVASVSSGSQEIGKIIAQA

FT                   MQKVGKDGVINVDESKGFETELEVVEGLQYDKGYASPYFVSDRESMTVHLENALVLVTD

FT                   HKISTVQEIVPILEEVVKASRPLLIVAEAVENEVLGVLVANKLRGTFNVVVTNAPGFGD

FT                   NQKEMLKDIAVLTKANFVFKDLNMKLADLKMDDLGNINKVIIKKDNTTLISNSKSPELE

FT                   KRIQLLKTQIKNSTSDYETKNLQERLAKLSGGVALIKVGAATDTELKDKKLRIEDALNA

FT                   TKAAITEGIVVGGGKALVEVYQELKDTLVSDNKEVQQGIDLVVQSLLVPTYQIAYNAGF

FT                   SGKDVVKQQLLQPSNFGFNAKEGKYVCLLKEGIIDPTKVTRQAVINAASISALMITTEA

FT                   AVVSFKENKDNNFDLGTQE"

FT   gene            complement(626339..626608)

FT                   /gene="groES"

FT                   /locus_tag="AYWB_601"

FT                   /note="AYWB601"

FT   CDS             complement(626339..626608)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="groES"

FT                   /locus_tag="AYWB_601"

FT                   /product="10 kDa chaperonin GroES"

FT                   /protein_id="ABC65718.1"

FT                   /translation="MKQKTIIPLHDNVVLKLKMEETKTASGIILALSEREKSSVGVVVG

FT                   VGSKVEGLKKDDEVVYKSYSGSKVTLGEKDYLIVAVKDILAQIK"

FT   gene            complement(626832..627554)

FT                   /locus_tag="AYWB_602"

FT                   /note="AYWB602"

FT   CDS             complement(626832..627554)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_602"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65719.1"

FT                   /translation="MYSSITQKTKKTLHKYILAAHILALALILFHISKQMGFYDYFRSP

FT                   LTYKAYLNFALVPLFYLGFFFGFKKAYLTLIIYLFCEFVTTLGHFWILADYDIFLLEKI

FT                   NINKVTFFILNYLLKNLMPLLSWSFTGLLYYKDLSHFNINKKNIIRLLIILIIIMLIHT

FT                   CLYTINGYLCYLPSIKYILKDNSHYNIFFANGITSFITIFVLNLETVITCNLLLLVCVI

FT                   YLNPRLKIIYQTYFYDNK"

FT   gene            628409..628597

FT                   /gene="rpmB"

FT                   /locus_tag="AYWB_603"

FT                   /note="AYWB603"

FT   CDS             628409..628597

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmB"

FT                   /locus_tag="AYWB_603"

FT                   /product="LSU ribosomal protein L28P"

FT                   /protein_id="ABC65720.1"

FT                   /translation="MSKCYITGKTTLFGNRRSHAMNATKRIWKANLQNVKIIDENGKIQ

FT                   KVKISARALKKLKLQRA"

FT   gene            628768..629040

FT                   /gene="rpmE"

FT                   /locus_tag="AYWB_604"

FT                   /note="AYWB604"

FT   CDS             628768..629040

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmE"

FT                   /locus_tag="AYWB_604"

FT                   /product="LSU ribosomal protein L31P"

FT                   /protein_id="ABC65721.1"

FT                   /translation="MKANIHPQFKTVEVSCATCGKQHPIGTTVNSIKIETCSNCHTFYT

FT                   GVQTFVVKAGPVDKFNKRYGITQDQKVKKFPSNADNQKEPAEEQE"

FT   gene            629102..629803

FT                   /gene="tdk"

FT                   /locus_tag="AYWB_605"

FT                   /note="AYWB605"

FT   CDS             629102..629803

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="tdk"

FT                   /locus_tag="AYWB_605"

FT                   /product="thymidine kinase"

FT                   /EC_number="2.7.1.21"

FT                   /protein_id="ABC65722.1"

FT                   /translation="MDQLSQQKTKKLNQIILFIKEFKKMTQKEQGQGFIEVICGPMFAG

FT                   KTESLIQRRNKALKLKKKILSFKPRIDDRYSVKEEIVSHNRNNIPAILIDKSKDILTFI

FT                   TPEINVVIIDESQFLDNDIIAIVDYLANCNIEVIISGLELDFCGKPFGPMPYLLAIADT

FT                   VTKLTSICAISGGKANRTQRLIEGKPAQSNEPVVLVGGKEYHEPRCRKHHCLADIDKTK

FT                   VNWKNFANQSK"

FT   gene            629862..630347

FT                   /gene="codA"

FT                   /locus_tag="AYWB_606"

FT                   /note="AYWB606"

FT   CDS             629862..630347

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="codA"

FT                   /locus_tag="AYWB_606"

FT                   /product="cytosine deaminase"

FT                   /EC_number="3.5.4.1"

FT                   /protein_id="ABC65723.1"

FT                   /translation="MENNNQQHIFFMKEALKEAQKAYLKEEVPIGAIAVLNQKIIARAH

FT                   NNRNTKKLFFGHAEFLALIKAGKKINSRFLNDVSLYVTLEPCLMCTGAIIQAGIKNLYY

FT                   GTSIEKSYSFNDMSSIQNMPFMDKLNIQSGLLAQESIQLLKKFFQELRIKKNNLLSK"

FT   gene            630708..631931

FT                   /gene="pcnB"

FT                   /locus_tag="AYWB_607"

FT                   /note="AYWB607"

FT   CDS             630708..631931

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pcnB"

FT                   /locus_tag="AYWB_607"

FT                   /product="poly(A) polymerase"

FT                   /EC_number="2.7.7.19"

FT                   /protein_id="ABC65724.1"

FT                   /translation="MKHSNQIKTAQKIITILKTNGFEAFIVGGTVRDYLLKINANEDID

FT                   ITTNAAPKQIKLLLCPKKTTQIQINYGSLKITFEKYLFEITTYRKEGTYKDYRHPSEIF

FT                   FTKNIHQDLLRRDFTINALLMDETGKIFDFTPEKKGKTDLKKGLIRTIKDPFIRFQEDP

FT                   LRILRAFYFQSKLCFCIEKNTKKAIIQKNHLLAKISSQRIYEHLEKIITHKNWHQTFKT

FT                   MIETKTHLFLPQIYKSILCLGYLNETQLKYIQTHHKLKRRIFWSMSLLLNNQILASFPF

FT                   TKQKKKIYQNIASLSLYLWENITFNLFKHGLKNCLLANQINYLLQKEPYEVAKMQYIYQ

FT                   HLPIKTITELNFSWKEVLKQLPQKPKGTWIKHTQKELITKVLNREIPNIKERLINFVLS

FT                   KNQTLDKE"

FT   gene            632003..633058

FT                   /gene="cbf"

FT                   /locus_tag="AYWB_608"

FT                   /note="AYWB608"

FT   CDS             632003..633058

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="cbf"

FT                   /locus_tag="AYWB_608"

FT                   /product="CMP-binding factor"

FT                   /protein_id="ABC65725.1"

FT                   /translation="MFINVIIQTHYFPLSTYFYQSQSKPIGNKRMKKNQTNNLPKYQKG

FT                   QIYFFTGQVTSINQGLHFYNITLQLQEKNDINIKLEPQTKPPIQGQIYNFKTICLLKNE

FT                   ELILMNQTYNLAYNVLDMQTLYETYLVFYECSPISFAIVQDELESYLNKIKNKVLKQIT

FT                   YNLYCKNKNKFLISKAALKIHHNYYGGLGYHTLTMLKMAESLLKIYPFINSDLLFAGTI

FT                   LHDMGKIKELDLEQKNYTPKGLLLGHLVMGACEVEKEAQLLGLQDKEEVLLLKHILISH

FT                   HGLLEHGAAKRPQIGEALLLWYLDNIDCKLTSLQEFLQKTDAQTFTEPIPVLERKGFYK

FT                   SLDLDQNNDDE"

FT   gene            complement(633238..633399)

FT                   /locus_tag="AYWB_609"

FT                   /note="AYWB609"

FT   CDS             complement(633238..633399)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_609"

FT                   /product="fragment of IscU protein"

FT                   /protein_id="ABC65726.1"

FT                   /translation="MITIKFIDIKYEANICSNCVASVGVMLVYLQHLTKLQVLNKTNHF

FT                   MDMVQNQI"

FT   gene            complement(633608..633772)

FT                   /locus_tag="AYWB_610"

FT                   /note="AYWB610"

FT   CDS             complement(633608..633772)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_610"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65727.1"

FT                   /translation="MFVILTAKTGTETHPKVTILKQVLNDNHYRKVQFLHVGITQDYIM

FT                   VKDQNELRE"

FT   gene            complement(633789..634196)

FT                   /locus_tag="AYWB_611"

FT                   /note="AYWB611"

FT   CDS             complement(633789..634196)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_611"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65728.1"

FT                   /translation="MLFIQFYKQHYKAKTKKELKMEQIIKISSPFQRVFDALVEIKDDF

FT                   LQYNTKLEILIEQEVQPQYQLSCNYDLKQGLIDTNIGNNFYTMQGYNQIYKTTKRRKLC

FT                   LLTMVSSLFYPKYGLYVHEANTLVLGQKIKY"

FT   gene            complement(634811..635332)

FT                   /gene="rve"

FT                   /locus_tag="AYWB_612"

FT                   /note="AYWB612"

FT   CDS             complement(634811..635332)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rve"

FT                   /locus_tag="AYWB_612"

FT                   /product="integrase"

FT                   /protein_id="ABC65729.1"

FT                   /translation="MVDNLINQDFISTKPMKKLFTDITYFKTPQGFLYFSCIIDSFNNQ

FT                   IIASHTSKHQNKELVLNTIQKLPLLKEPCIIHSDQGTVYQSQKVQQTLIKKGFLISMSR

FT                   KATPRDNTVIENFFGQMKTILQHQHPFLFQKSPEKVKKIINYFPKFWNNQWILAKLNYS

FT                   SPSQYCQNFR"

FT   gene            complement(635379..635777)

FT                   /locus_tag="AYWB_613"

FT                   /note="AYWB613"

FT   CDS             complement(635379..635777)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_613"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of Tra5 transposase"

FT                   /protein_id="ABC65730.1"

FT                   /translation="MKKIAKIIEKEKQKNKLLQTLMKKNQKTDKKTVFELVKQFNQKPN

FT                   LTTILKTIKTKRSTYYYWLKVENKIKAKKEKYLLQQNRIKALCLQEKYFCGHRKITDLY

FT                   QKTFNENITKKKIYTIMKENGIFLSFKN"

FT   gene            complement(636305..636871)

FT                   /locus_tag="AYWB_614"

FT                   /note="AYWB614"

FT   CDS             complement(636305..636871)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_614"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65731.1"

FT                   /translation="MKKETNQGIIKGGWETKSTPNDLVQIKNFLQTLKGELLNITIVSH

FT                   SKKKNSYQQTNYRPKNQTLFVDPQILDEMKKYRIEIIKNHSSENDNNLTLTNPITPPKH

FT                   QNNTLKTHFPIFQINYLNEQKDYIKELISKITIDKLETLKLYKLDAKKVDKYNNPIKTN

FT                   YKKRIKCYLLSIGRFKTHQIIFNQK"

FT   gene            complement(637072..637908)

FT                   /locus_tag="AYWB_615"

FT                   /note="AYWB615"

FT   CDS             complement(637072..637908)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_615"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65732.1"

FT                   /translation="MCYNRFIKIKVNENIKKINLQINHYLHLKPFFFSSVVIVFYGFNQ

FT                   TVFQYLAINELFPKRLEIQRNNNIFKDESGYVLGNIKTIEVKNKTFNTCKIPSLSNICN

FT                   YINKRRFEKMKINLTKITYLKDGKTIDWIDEYDKNGKIVKKTLYNFNGTINSITEFSLN

FT                   SIRIKSTHYQKDGKKIKFICEYDSNGKKTKSTYLIPDGKTISAIIEFDKQGQRVKATYY

FT                   PIIGGKGISHIAEYKNNIINKETYYFYDGKTIDWINEYDKNGKIVKKTPIQFQRYN"

FT   gene            complement(638123..639232)

FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_616"

FT                   /note="AYWB616"

FT   CDS             complement(638123..639232)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaG"

FT                   /locus_tag="AYWB_616"

FT                   /product="DNA primase"

FT                   /EC_number="2.7.7.-"

FT                   /protein_id="ABC65733.1"

FT                   /translation="MEIRGIKTFNNALEKINNFMKTQEFKNLIQQQTSTPNISYEPFKY

FT                   QYHHNKINNPIDEKEINATKTQLFKEISPLFNQIRDYYHYLLTTNRNNESHLGLEYLTQ

FT                   KRKLTIETIKEFKLGYAPLSDKPLSFRLLNYCKKQNIDTIKLIEYGFIKDKTNQQNKTY

FT                   YHDTFHGSIIIPIENGYNKTFHFYQNNFREVSYFQPKYKSLNNFSQTPTFHFSYRFFEA

FT                   LPYIKQMKTIIIHEGFFDVISCWQNNIKNVVGLICVTQLLSKSQIEILKKENIKVIIAL

FT                   DNDETGQKRSEALGEQLKEENIIYEIRRILPPYDKTCKDVDDLLRQFGKEAYQKCFLDP

FT                   YITYEEAKNKIIVDLAIYFFGKDKVEIIT"

FT   gene            complement(639554..640969)

FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_617"

FT                   /note="AYWB617"

FT   CDS             complement(639554..640969)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="dnaB"

FT                   /locus_tag="AYWB_617"

FT                   /product="replicative DNA helicase"

FT                   /EC_number="3.6.1.-"

FT                   /protein_id="ABC65734.1"

FT                   /translation="MLTNEQKALKQLINYIEQGQWEKLNLYCQIINPKNLLNPKNTKIF

FT                   TALKYLFLEKQTSHPWDKLTTKPIIIKELLTYLQTHFPQDNFTLDSLNYLNDDFNNQNN

FT                   NHVLDNLKHTYTQEKLFQQLIKIISPTYENQDPYHKNLYYQEIFDKLRNFISLIPHKND

FT                   KTHFTLNQMASLHPEFFDTDNQSKQKIQEEYYRLSETFKGLNQSTKGFKKGQIITIGGY

FT                   TGLGKTTFVYNLLLDIAKTKHKEISHYPHILVFSYEMTLEENLNRLLAHQTQIPLDVIL

FT                   DKNFEDANITPLKYTERMKIAKQFFANINLSFSYDKSKNIDYVIDLVYRFYLEKQAEII

FT                   VIDHLQITKTTNHLENDRLAIDEIMTKLKKLAIELNIVIIILSQFSRDTYSNYQGKSPE

FT                   ITALKGSGGIETNSDIVLMMSEFKPKLSKDKEKPINIYNSTLEELYSDYNDNENQKIIE

FT                   VCIKKIEVVPKKP"

FT   gene            complement(640990..641736)

FT                   /locus_tag="AYWB_618"

FT                   /note="AYWB618"

FT   CDS             complement(640990..641736)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_618"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65735.1"

FT                   /translation="MLRQKLFKDFLKNKKNLEIRNQLIELHLPLVKKLAYHFKYYPKVL

FT                   TKEDLNLHFKNINILNQQSLCVNITKQIIQTSLFNKPFNEYMIKTHKLLNEYLNNKQHN

FT                   SQSQKVIRGKINEYLILLYFQNKGIINLYPQAYLFFSPDIKFDLVLFTETKRIMAFNFK

FT                   TCLRDRYKQVMVEGQQLKKLDTRFEFYLLTNNETETQRLNNKINQGKVQGINQVINLFS

FT                   NSANNLLQNLITAKFIPFSNINIIKK"

FT   gene            complement(642362..643876)

FT                   /gene="phnL"

FT                   /locus_tag="AYWB_619"

FT                   /note="AYWB619"

FT   CDS             complement(642362..643876)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="phnL"

FT                   /locus_tag="AYWB_619"

FT                   /product="ABC-type transport system, ATPase component"

FT                   /protein_id="ABC65736.1"

FT                   /translation="MLKINNLFKKIQNTEVIENVSFQLPQKGLVFITGKSGSGKSTLLN

FT                   LMGALDKPTKGNITVLGRNINEFVSFELDSYRNYFLGFVFQEYNLLDNLTVFENIQMVC

FT                   ELQSKSVDNWGIQQILKQVELDGLETHYPNQLSGGQKQRVSIARALIKNPKMILADEPT

FT                   GNLDEKTGKKIFECLKQISKDTLVVVVSHNTQSAYKYADRIIEFADGKIAKDLTKKANK

FT                   TSTDKPQILQNKTYTQEEVFNLLKQKNNVMELDFTPTLANENYNYQHQAMHFPLVQTHL

FT                   SKQTALLVTRNILKNNKKLAFKIISTSSNGALFLTLSFLMFFNMFLWFCNLGYVTPQSQ

FT                   IKNKTFWWWLLAPLLFHIYFLGISFYQIIIHMRNIITLKNKDIGILKSLGASDQDIRKI

FT                   FHHLNIKLTIIQFLGIPLFFFIFVLLMVISASLQGTLDSFLTFLPKLCSSLKAIVPLYL

FT                   FLANIVLFFVLVFAYPFLLNHVSTKNQLKKVLKKNPLTIILSVPKS"

FT   gene            complement(644022..645191)

FT                   /locus_tag="AYWB_620"

FT                   /note="AYWB620"

FT   CDS             complement(644022..645191)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_620"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65737.1"

FT                   /translation="MKFIGKKILCLALILNLVNFLIFIVFNVCGFSFFKKKNPYFNNNV

FT                   VFAHKEESSNEGNNKDQNDAKDNQLNKPKEEKQEEQKEGWGSWLWNITKTTGSAIYKKL

FT                   PGTKTPENIDTKLLNQIQEEITAIENTKEKIKELTQQEEILKNMLEFDEAYKKAEQKYK

FT                   EVEKNLKENKFQDVSNLLKPSKSWWQSLKSFFPFLDNQTPQPLKEAYKTALDNLQKVQK

FT                   VKEDLDKLQNPEDKQEKQNLWSSIKDKINNFWPYADADVVPESLNIDPQEGIADIRNFL

FT                   NNHKFATKLLGWCLGEKSNDVSLIASNLTRRLAKYVGNEAKKEVTKEFADVKKTFPEKL

FT                   KQGVKDNIFEVITAAVAFTSLVITFLYWFIIKKLKNTKLSKKVALNKTK"

FT   gene            complement(645598..646692)

FT                   /gene="mntB"

FT                   /locus_tag="AYWB_621"

FT                   /note="AYWB621"

FT   CDS             complement(645598..646692)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mntB"

FT                   /locus_tag="AYWB_621"

FT                   /product="ABC-type Mn/Zn transport system, membrane

FT                   protein"

FT                   /protein_id="ABC65738.1"

FT                   /translation="MISFIKNIIGGFELDVFLVILFCSLTLASLGVFLVLKKSSMVVDA

FT                   MSHSVLLGIVVSFLVVKNLNSPLLIMGAALVGVLTAYMVELLGKHSKVTKDASIGIVFT

FT                   FFFSVAIILISLYTRHEHLDTDAVFLGNIELTHIKQLKKIIPLLFFNLLFVFFFYKELK

FT                   IYIFDPNLAVILGFFTTLINYLLMFLVSITAVISFDVVGSIMVISCMIGPAATSLLATK

FT                   NLCNSFLLSLWLSFVNSSLGYYLAIGLNLPVSGLIAFTNLVNFLLFFFLAPKTGIVAKM

FT                   IKNNLQKKEFMIISLLMHLKNHQDQLQKNHFQEIYKDLKWSLSRYNKCLNNAFKKGYIQ

FT                   IKNNQVILNDSGNYILEEKIALWI"

FT   gene            complement(646692..647765)

FT                   /gene="mntB"

FT                   /locus_tag="AYWB_622"

FT                   /note="AYWB622"

FT   CDS             complement(646692..647765)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mntB"

FT                   /locus_tag="AYWB_622"

FT                   /product="ABC-type Mn/Zn transport system, membrane

FT                   protein"

FT                   /protein_id="ABC65739.1"

FT                   /translation="MLNMFVLEFNYTVVKVLLAASFLGFTSGILGVFIILKKQALIGDA

FT                   LSHTTLPGIALVYLFARSTDIWVLWLGAILASFVTLLLMELIKKYSKIKSDTALSLVLA

FT                   SFFGFGNVLIAIAQNTCEDNKIATLEKFILGQIALLTELDMISTGIMALITLVVVVGLW

FT                   KEFKIYIFDDNFAQSVGFNIKIMTFILNLLLIGVVVTSLKIIGIILTSAFLIMPGVIAR

FT                   QFSDRFVTNVFVASVVTFFSSLIGVFISNSIQDMPTGPIIIVITTLFIAVSLLFSPKYG

FT                   VISRYLQKIKYQKKIKKFRQLIHLYYEQEENHTLSLPIIQIETFLWKERYLMLQNQKVQ

FT                   LTPKGIKIVENLIDGIV"

FT   gene            complement(647786..648550)

FT                   /gene="mntA"

FT                   /locus_tag="AYWB_623"

FT                   /note="AYWB623"

FT   CDS             complement(647786..648550)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="mntA"

FT                   /locus_tag="AYWB_623"

FT                   /product="ABC-type Mn/Zn transport system, ATP-binding

FT                   protein"

FT                   /protein_id="ABC65740.1"

FT                   /translation="MKKEIAIKIRDLTVAYHLKPVLWDIDLDIYQSSLTAILGPNGAGK

FT                   STLIKTILELIHKISGEVLFYNQKYGQLRKKVAYVPQRNSVDWDFPTTVFDVVLMGRYG

FT                   HLGWFKKPTAKDKEIVMQSLEKTGMQDLKDCQISELSGGQQQRIFLARALAQQGDIYFM

FT                   DEPFQGVDIQTEKKIIQVLKDLQKENKTIIVVHHDLETVTQYFDHVVLLNVQKIASGTT

FT                   DEVFNKTNLNKTFQNKKLKKDIHNLQTPKKTK"

FT   gene            complement(648572..649714)

FT                   /gene="znuA"

FT                   /locus_tag="AYWB_624"

FT                   /note="AYWB624"

FT   CDS             complement(648572..649714)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="znuA"

FT                   /locus_tag="AYWB_624"

FT                   /product="ABC-type Mn/Zn transport system, periplasmic

FT                   Mn/Zn-binding protein"

FT                   /protein_id="ABC65741.1"

FT                   /translation="MDFFIKHKQKIIIFLLVTITTLILSIPFFSLTKAKNAKTVSKDLQ

FT                   IVTTSTMLKDLVKHLVGDVVEEENKNKYNKIKGIQVDSLMGVGIDPHNYKTKLSDRKKI

FT                   KEADLVVINGLHLEAKMAEAFPLLTNNSFTVVQLDEANTKVINQKGKEDERIKEGDIKR

FT                   DEDTHGPDPHIWFDIDLWIKVLHQLKYKLKTALVKDSRFRQSDIYNLEHNCQTYAHKLK

FT                   LLHKYVGKKFKALKEHFFSQGKTFILVTAHDAFSYLARKYDFELSPIQGISTQTEASIS

FT                   DIEELANKLVNNQVKAIFVESSFPEGTLDSLKESVKSKGHNIKKSDEELYADALGSESE

FT                   EPIEFEDDKDSQGNPTKYKHSTYIGALLHNIHTIEKELKQ"

FT   gene            650893..651843

FT                   /locus_tag="AYWB_625"

FT                   /note="AYWB625"

FT   CDS             650893..651843

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_625"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65742.1"

FT                   /translation="MKTKSKAIMCLFPKYLTLILFIILLGIHFCNRISIYAVKKQQLEN

FT                   IQEEENGIGVVKNTNNTQQKHQIINNQHSKKLKNPKNFEKLFPPEKRIINDFSYYKQNN

FT                   QLTKQDIIIALNGMLKEIKKESNIQIESDDFEIASEQLEEKYESQTQNPEEIQWKGSFQ

FT                   IEDILGNKIEFNFTKKMINLDEIITNNHLGTIQITPNITEEQRKKLICEVIWQKNPQLQ

FT                   NKFLTKDFQFTKNKDGSNNFCRIEYDLANEDKYHEYEGIIDLEINYQQETSTPPTTKTT

FT                   TTNSIMFYKIIIILTGLIVAFLLILIYKIKHQKNK"

FT   gene            complement(653257..654516)

FT                   /gene="obg"

FT                   /locus_tag="AYWB_626"

FT                   /note="AYWB626"

FT   CDS             complement(653257..654516)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="obg"

FT                   /locus_tag="AYWB_626"

FT                   /product="GTP-binding protein"

FT                   /protein_id="ABC65743.1"

FT                   /translation="MHFVDEAFNEVFAGNGGHGIVAFRREKYVAFGGPAGGNGGNGGSV

FT                   IFVGDKGENTLLKLKYQKHLKAPHGINGKNKGQNGANAPHLYVKVPLGTVFYTADNKFL

FT                   GEILYDQQTLVIAKGGKGGKGNKALATFKNQAPSYSEKGDLGESFKIKTELKVLADIGL

FT                   LGFPSVGKSSLISAISKAQPKVASYPFTTIKPHLGVVEVDGFSFVVADLPGLIENAHLG

FT                   CGMGIQFLKHIERCRVLVHILSMESSNPYQDFQTLNQELKQYNPQLLLKKQIIVTNKMD

FT                   LPDSLKKLTLLKQKIKGQPIIPLSLVSFDNLEILKYKMSSFLQNTPLEVNPNNNNDFKL

FT                   YTLTDNLKTISVIKESDSVFVVSGNQVEIFFHRTDFNNEESVKRFNRILKKIGMEEQLQ

FT                   KKGAKPGDQVKICDRLFDFL"

FT   gene            complement(654553..654831)

FT                   /gene="rpmA"

FT                   /locus_tag="AYWB_627"

FT                   /note="AYWB627"

FT   CDS             complement(654553..654831)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmA"

FT                   /locus_tag="AYWB_627"

FT                   /product="LSU ribosomal protein L27P"

FT                   /protein_id="ABC65744.1"

FT                   /translation="MLLQLQIQLFASKKGAGSTRNGRDSHSKRLGAKLSDGQFAKAGAI

FT                   IYRQRGTKIHPGFNVGRGGDDTLFAKMSGIIKFEKKHGRKKVSVYLQ"

FT   gene            complement(654833..655168)

FT                   /locus_tag="AYWB_628"

FT                   /note="AYWB628"

FT   CDS             complement(654833..655168)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_628"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65745.1"

FT                   /translation="MIRYCFYKEQKKITSIQVFGHALYAPKGFDIVCASVSTAIIVTLN

FT                   ALEKLQFQTDITYNLQDKLFELEVKTTQNPTLFILLDNLEYTICNLVKQYPNHFKKISQ

FT                   IQTRKRL"

FT   gene            complement(655174..655509)

FT                   /gene="rplU"

FT                   /locus_tag="AYWB_629"

FT                   /note="AYWB629"

FT   CDS             complement(655174..655509)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplU"

FT                   /locus_tag="AYWB_629"

FT                   /product="LSU ribosomal protein L21P"

FT                   /protein_id="ABC65746.1"

FT                   /translation="MQFLQGGNKMFAIIKTGGKQFRVSEGQEIYVEKLNVEPETTYQFQ

FT                   EVLAVGGSNPVLGVPFVKDAKVTAQVIKHDRAKKIIVFKYKKRKKYRCKQGHRQSYTKL

FT                   LITKITV"

FT   gene            complement(655668..656633)

FT                   /locus_tag="AYWB_630"

FT                   /note="AYWB630"

FT   CDS             complement(655668..656633)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_630"

FT                   /product="rhodanese-related sulfurtransferases"

FT                   /protein_id="ABC65747.1"

FT                   /translation="MHAISIEKRHNYFMTKTSNSSYLVILYYQYVPIKDPQTFRNQHFK

FT                   YCESLGLLGRIIVAQEGINGTLSGPKEQIHKYIDQLKQDVRFCNTVFKIENVDAQVFPR

FT                   LSIKVKPELVNLSLEEKVDLTKDKGAYLAPQEFLQALQEKDVLILDARNDYEYDLGHFR

FT                   NAVNPNIRHFRDLPNWVKQNTHLLKNKKIVTYCTGGVRCEKFSTFLKKEGFVDVYQLEG

FT                   GIISYGKHPETQGVLWDGQMYVFDQRIAVTVNQKEHVIVGKDYFDGTPCERYINCSNPQ

FT                   CNKQILCHEHNEHKYLGACSDKCSAHPQNRYLKKHNNKTS"

FT   gene            complement(656776..657117)

FT                   /locus_tag="AYWB_631"

FT                   /note="AYWB631"

FT   CDS             complement(656776..657117)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_631"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65748.1"

FT                   /translation="MRGNINMQIKNIYLRPHNSQTFPQQIETYIKTNINPYFWGFISDY

FT                   PCYNSETIQTYPCLLCRIKDAPSDLLGVFFDGGTRTASFKGEIKYSLDDLKQMSNGAQN

FT                   MYIFWEEHS"

FT   gene            complement(657292..658566)

FT                   /gene="serS"

FT                   /locus_tag="AYWB_632"

FT                   /note="AYWB632"

FT   CDS             complement(657292..658566)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="serS"

FT                   /locus_tag="AYWB_632"

FT                   /product="seryl-tRNA synthetase"

FT                   /EC_number="6.1.1.11"

FT                   /protein_id="ABC65749.1"

FT                   /translation="MLDLNFVVQNLPSVIAKLEKRQQSFAYLNKLPLLAQQRKSLLLQI

FT                   QNLRSQKNQSAKKVAQKANAKEDIALFLQENNFLRDDLQKLEQKLKLQEQEIFDILSIT

FT                   PNLPHDSLPIGTDDKDNKELYCEGQIRTFPFTPKDHVYLAEKLDILDFKRASKISGSGF

FT                   VVCKGLGARLERALIQFMMDLHSKKGYQEIIPPYIINEKSMFATGQLPKFEDEVYKLYN

FT                   SKNNWYLNPTAEVPTINLHREEIFKPGTLPIKYVSYTTAFRQEAGSAGKDTRGIFRQHQ

FT                   FNKVELIQFCHPQNSYEYLEQMLKDSEEILKLLKLPYRVVLLSTGDLGFSMSKTYDLEV

FT                   FLPSYNCYREIGSISNSCDFQARRANIKMKNPKNNKNEYVHILNGSGLAVGRTVIAILE

FT                   NYQNQDGTITVPEILQSYLGTDIIK"

FT   gene            complement(658980..659240)

FT                   /gene="rpsT"

FT                   /locus_tag="AYWB_633"

FT                   /note="AYWB633"

FT   CDS             complement(658980..659240)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpsT"

FT                   /locus_tag="AYWB_633"

FT                   /product="SSU ribosomal protein S20P"

FT                   /protein_id="ABC65750.1"

FT                   /translation="MANIKQQKKRNKTNEKRRLQNFSFKSSVKTVVKQVKTAVANADKQ

FT                   KALALLSVAYKKFDKGVSKRVYHANFSARNKSDLQKLVNTL"

FT   gene            complement(660096..660824)

FT                   /gene="glnQ"

FT                   /locus_tag="AYWB_634"

FT                   /note="AYWB634"

FT   CDS             complement(660096..660824)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="glnQ"

FT                   /locus_tag="AYWB_634"

FT                   /product="ABC-type glutamine transport system, ATP-binding

FT                   protein glnQ"

FT                   /protein_id="ABC65751.1"

FT                   /translation="MQYLIEVKNLCKKFGDKEILKNVNLKIKKQEIVTIIGFSGSGKST

FT                   LLRCFNLLEEPNSGQILIDNKNILDKGVKLSDLRTKVGMVFQSFNLFEGKTVLENCCLA

FT                   PMKVLKLSKQEAQENALERLKELDLKALANQRVETLSGGQKQRVAIARVLCMKPEVILL

FT                   DEPTSALDPESTLQVLQTLQKLSEKKINLIIVTHEMKFAQKVSDTIYFMEQGKILEKGT

FT                   PKEIFETDKFPKSKAFFEDF"

FT   gene            complement(660826..662622)

FT                   /locus_tag="AYWB_635"

FT                   /note="AYWB635"

FT   CDS             complement(660826..662622)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_635"

FT                   /product="ABC-type amino acid transport system, permease

FT                   and periplasmic component"

FT                   /protein_id="ABC65752.1"

FT                   /translation="MIQRKKKYKIVEYLKYTKYISLFFFMIFWGWLHFSVGLFQRVNNS

FT                   KKYLRVAVVADAAPNSLTIKSDKDTSKNHRTIQGEYISGFDIDLIDKIVKALPKEEKYE

FT                   GCKFSLFDFDGMFAAVQNGSVDVAISSISITNKRKENFDFSIAYTLDNTGFLVRSDDER

FT                   FRNLPLEVNYEDIKGKLQDTKDKIQFLTLTGSVADKVIENIRSDLGNLSHITKLNPIDD

FT                   AVMCVKSVEDQSSDIFVTDSYITKYYASQNDKLKHISIISYDNRFTVSPMGLGIAVKKG

FT                   NTKLVTQINNAFKEVLKEKGLVLEGDGLNVEGIIELTKKLKNEQSKPTDKQGPINKIQK

FT                   LKDKISKFKEITNKWLEKSLKELSQQQGLKWYQKVSLALSEYSTPLKTTLLLALDGVIV

FT                   GFILAIVLTGIKSIKPNYQTQKPFILGLIQSFLYLLDAILYIFKSIPVAAQIIIVHFGW

FT                   RAYNPELNPMYSGVIVLLLNSAVSITSILLQNIKFLDKGQEEAALALGMTQRQTFFFVI

FT                   LPQTLKRSLPFVVQQFIVNIKDSACFGGLVGLLDVAWKAKTQIVQTGSIAIPYAITACI

FT                   YLLLITIANLFVKYLEKQKKGV"

FT   gene            665002..665757

FT                   /locus_tag="AYWB_636"

FT                   /note="AYWB636"

FT   CDS             665002..665757

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_636"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65753.1"

FT                   /translation="MTKSNSHKSKIIFIISGLVISIAVIFILFIFMLSLNQQNQTEEEI

FT                   VQPQHRVELQKHLKRDNDIIPKNKNEVVRTKSTKNIVYKLDGKTKKYIEEYDPKTNALI

FT                   KIIYFNFNGEQISKIQDLDPQGNLIKQTVYHENSPNIYNIQYYEPQTKNYFKIEYFEVD

FT                   GKTISSTAEYNPQKNNNLLKQTFYFSDGKIRAIYIFDPITQNLIKTTFYQPDGRTIHYI

FT                   NEFNAITRKRIKQTNYKLDGTIDTIKNFN"

FT   gene            complement(666519..666719)

FT                   /locus_tag="AYWB_637"

FT                   /note="AYWB637"

FT   CDS             complement(666519..666719)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_637"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65754.1"

FT                   /translation="MALFPYDIIKEIELSSFPMVNFNFSNIFEWNIKKIINGRNIKIPH

FT                   NLTLLFKSYMTPNQVKNSNYF"

FT   gene            complement(666695..667123)

FT                   /locus_tag="AYWB_638"

FT                   /note="AYWB638"

FT   CDS             complement(666695..667123)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_638"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65755.1"

FT                   /translation="MKKVILKYLKIIMRKRMLNVLKIALLWANAYASVMNKNNIKHYKH

FT                   LNPISQNVQIFRPSKTNLLFEKIEISKCKFFYKGTFDKKNYVNKVVSYVSKYVSKNDKQ

FT                   IESNSNKGIDFYSRHLFGFSRTCFSCPKESFWHYFLMI"

FT   gene            complement(667038..667196)

FT                   /locus_tag="AYWB_639"

FT                   /note="AYWB639"

FT   CDS             complement(667038..667196)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_639"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65756.1"

FT                   /translation="MGLKNRPIKGNKSIFYDDYLMHKIDEKGNIKIPQNYYEKKNVKCV

FT                   KNCFALG"

FT   gene            668615..668893

FT                   /locus_tag="AYWB_640"

FT                   /note="AYWB640"

FT   CDS             668615..668893

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_640"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65757.1"

FT                   /translation="MFKFKNNLLLLNIFLFILLGLFLITNNHQVMATPYNVPLKTIYQI

FT                   QNNHIKENKNKPIKISYYINDKKLSLEDMAKKINIINNLNKKPISRL"

FT   gene            669210..669383

FT                   /locus_tag="AYWB_641"

FT                   /note="AYWB641"

FT   CDS             669210..669383

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_641"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of replicative DNA helicase"

FT                   /protein_id="ABC65758.1"

FT                   /translation="MVFSYEMTLEENLNRLLSHQTQIPLNVILDKKLEDLSITQNTYKE

FT                   RIKTTKQFFLPT"

FT   gene            complement(669938..670243)

FT                   /locus_tag="AYWB_642"

FT                   /note="AYWB642"

FT   CDS             complement(669938..670243)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_642"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65759.1"

FT                   /translation="MALFPYDIIKEIELSSFPMVNFDFSNIFEWNIKQIINGINIKIPH

FT                   NLTLLFKSYMTPNQTQNSNYFSLNLSSIQPKNYFLNKDFKKYFKLQKLKLKLKKDY"

FT   gene            complement(670547..670747)

FT                   /locus_tag="AYWB_643"

FT                   /note="AYWB643"

FT   CDS             complement(670547..670747)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_643"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of UvrD helicase"

FT                   /protein_id="ABC65760.1"

FT                   /translation="MDILVICVLIKIMLWGLKNRPIKGNKSIFYDDYLMHKIDEKGNIK

FT                   IPQNYYEKKNVKCVKNCFALG"

FT   gene            complement(672223..672384)

FT                   /locus_tag="AYWB_644"

FT                   /note="AYWB644"

FT   CDS             complement(672223..672384)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_644"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65761.1"

FT                   /translation="MVKKQKTKKEKTKIIDYLALKKLVGFFYIKKIIFQLVMDKLQFFI

FT                   KEFLKSQH"

FT   gene            672951..673757

FT                   /locus_tag="AYWB_645"

FT                   /note="AYWB645"

FT   CDS             672951..673757

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_645"

FT                   /product="hypothetical protein"

FT                   /protein_id="ABC65762.1"

FT                   /translation="MKLDIKKNYFFNKKYFKFTFVFVLFVLLFNKFNQNHIFAMINKDI

FT                   ASSSTSNRIHSNQSKKISLTSSSKSFETLEGLSHKKSNPQNLSFYDIVKNIKLDLNKNY

FT                   HLGVFSLEEIKDQFSDILINFYPSFKFYGSFPTTEGSQNFFKIYEQQSHPQSFYISLKD

FT                   FEEIFEEGGGGVIYNKLRLKQNEIQKRTIYSFFYDTESHNYIGSDEHTRWNSDNVLDFI

FT                   VDIEITKSPISNAIPINLLFKTFSYTSDNLFFDIGFGIDNVSFIKK"

FT   gene            675944..676531

FT                   /gene="pduL"

FT                   /locus_tag="AYWB_646"

FT                   /note="AYWB646"

FT   CDS             675944..676531

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="pduL"

FT                   /locus_tag="AYWB_646"

FT                   /product="propanediol utilisation protein PduL"

FT                   /protein_id="ABC65763.1"

FT                   /translation="MEENMYHIPIGISGRHAHLSQETIDILFGQKNYQLTFFKPLKQTG

FT                   QFAAQEKIDVMSPSGKILPQVRILGPTRIFDQVEISQSDALRHSFTAPVRSSGDIKGSG

FT                   KATLIGPKGQVDIEEGVIIANRHIHLSTQDAKNFDITDKQMVSIEIEGTKPGILKQVLC

FT                   RVHPDFKLECHLDTDDGSAFLLKNGDTVKLLK"

FT   gene            676844..678097

FT                   /locus_tag="AYWB_647"

FT                   /note="AYWB647"

FT   CDS             676844..678097

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_647"

FT                   /product="HD superfamily phosphohydrolase"

FT                   /protein_id="ABC65764.1"

FT                   /translation="MQTTNPSFKKFLRSEVFRDPIYGYIYLEYELIEKLIDTSVFQRLR

FT                   RIKQLNGANIVFHGAEHSRFTHSLGVYELARRFLKITNIKKHFSEKQKLILLVSSLLHD

FT                   IGHGAYSHSFETLFDVNHETQSARIIKNNKEIRTLLDPISPDFKNDVASVIEKTKKFPL

FT                   IEQILTSQIDIDRLDYLERDSYFTGATYGHIDLERLMRSMIIEPHPSKNNEKCIAFRQS

FT                   GVFAIENFLINRYHMFWQVYYHPKVRAYNTILEKICKRLFDLLQNKYPIDPYIQPFYNF

FT                   VNNQTELDKYLAIDDYYMNGLILHLKNSNDTILKNLCNDFLNRRIWHILDDNKQNQEQI

FT                   AHIKQQYHSQNTDYIKYYTSSNAAFQNAYSESKPKFETKILIKSQGELKSLKEESPIIK

FT                   SLIKSSPKQDNKFFYRPL"

FT   gene            678197..679003

FT                   /gene="ksgA"

FT                   /locus_tag="AYWB_648"

FT                   /note="AYWB648"

FT   CDS             678197..679003

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ksgA"

FT                   /locus_tag="AYWB_648"

FT                   /product="dimethyladenosine transferase"

FT                   /EC_number="2.1.1.-"

FT                   /protein_id="ABC65765.1"

FT                   /translation="MHHTNKKKYGQNFLTDVNLLNKIVTKASITDKNVLEIGPGKGALT

FT                   KIIVPQAKNVLAYEIDATLKPFLNFENHNNVNIIYDDFLKRDLLKDFDHYFSPNSQLSL

FT                   IGNLPYYITSPILFKIIDTPQINDATIMIQKEVGMRLLAQPNNKNYNALSVIIQFLFSI

FT                   EKIQEVKRHMFFPTPKVDSIVIKLTKNNNILPTFLKQFIKFVKNSFKQKRKTLLNNLSC

FT                   QFLLSKETIIPFFLQHHIPLQIRAEQVTLETFQKLTVKWFIFLNMS"

FT   gene            679266..679565

FT                   /gene="spoVG"

FT                   /locus_tag="AYWB_649"

FT                   /note="AYWB649"

FT   CDS             679266..679565

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="spoVG"

FT                   /locus_tag="AYWB_649"

FT                   /product="stage V sporulation protein G"

FT                   /protein_id="ABC65766.1"

FT                   /translation="MKVTDVKVRKINGESRLRGVSSITFENQFVVNDIRIIEGERGIFI

FT                   AMPSRKTSKGNFRDIAHPINSETRQIIENCIKTKYQDLLDNPPQEEDFSQNSEN"

FT   gene            679761..681761

FT                   /gene="zntA"

FT                   /locus_tag="AYWB_650"

FT                   /note="AYWB650"

FT   CDS             679761..681761

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="zntA"

FT                   /locus_tag="AYWB_650"

FT                   /product="cation uptake P-type ATPase"

FT                   /EC_number="3.6.3.-"

FT                   /protein_id="ABC65767.1"

FT                   /translation="MSCCSNYSFIHNHKHNDKKKLICFVIGTFLYSLFAIYLHYYKNTN

FT                   TLVLVFVSLALLFLIGYHVILEGFIETWQDTCKFKKFTPNIHILMTLAALGALYLQNYN

FT                   DGILLIVIFSGASFLEEYVESKSQKEIKNLLKLQVAEARLQKEDGSTEIIPSKILKIND

FT                   LVLILPGDQIPTDGVIVSGNPNINEAHITGEGIPCDKQRGDFVYGSTINGNSHFVMRVT

FT                   ATNEKTVFAQIVRLVSQTQNNISKTATLIKKIEPIYVKTVMAIVVVVLGLAGILHFAGQ

FT                   SNSNFQFITWLQKTMIFLTVSSPCALAAADIPSTLTAISNLTKKGILFKKGRSLEKIAD

FT                   IKVFACDKTGTLTEGKPQVTDVYVAPEINEEKYNKYLNILLGMEQKSNHPLALAIKNHF

FT                   HHKSYLQMEINNSVGIGLEAFFQNNHYKIAKANDFTKTPISESLQAQTQKFLSEGKTIV

FT                   YFSCNNHIVMALALLDKLRPQAYNLMQYFNNKNIYTAVITGDTHQSACILQKKLHLNAA

FT                   WGNILPAYKLEKIQELQKEKGTTVMVGDGVNDAPALKAADVGIAMQNGTDVAMDVADAV

FT                   LMQNDLSKIIYTHQVAVKLRKIIWQNIIFAMAVVCILNLCNLFGYMNLPWAVTCHEGST

FT                   ILVIFNGLRLLQNPKNPKPEDKKTNKKKINK"

FT   gene            complement(681922..683382)

FT                   /gene="norM"

FT                   /locus_tag="AYWB_651"

FT                   /note="AYWB651"

FT   CDS             complement(681922..683382)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="norM"

FT                   /locus_tag="AYWB_651"

FT                   /product="Na+-driven multidrug efflux pump"

FT                   /protein_id="ABC65768.1"

FT                   /translation="MVKTKAITQILINEKRNRKFLLEGNLWKVIFYFTFPIIIYWIFQN

FT                   ASDAIDLFILKRNQISDNQLTFVSRVHIFKGILIPFGISIATGGVILVGRAYGQNNVNK

FT                   MHLYLAKTFVLSILTGFILVFLCIFVFKSFIATNILKISQNAIENNEGIKYYNLIILSL

FT                   VCIIINTVFLSLERAKGNNKIALFLNILNASIKIIFSFVLFHYWNSSMVSLALVTLISN

FT                   GIVTLFALWFLFFDSKNPFRIILSKISFDKEFLKKLFKLAIPVCASISIYSVGKLIVSI

FT                   IVKECYGDPQGISSSQIGANLALAVTINNVFYNALNSFSDSQNAIISQNLGHNNLNRVF

FT                   EAFKKIIFCMFVLALIGSLINIFGYKLILPLFHGSPWEKISSLEQDAFRTLLFFETTSL

FT                   WLSCGSIIMFNFLLAFKRVGPSVYLNFLRTLIRVFFIVLFSKYFLNQGVMGVGLSIFLS

FT                   NFICFIITSLIFSTFYLKLKRDKTFEQD"

FT   gene            complement(683547..684155)

FT                   /locus_tag="AYWB_652"

FT                   /note="AYWB652"

FT   CDS             complement(683547..684155)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_652"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of

FT                   S-adenosyl-methyltransferase mraW"

FT                   /protein_id="ABC65769.1"

FT                   /translation="MGLSSCQIDNPQRGFSYLHNTPLDMRMNINQTITAQYILNNYSFA

FT                   QLKNIFKLYGEVKNASLVVSEIIKQRPLQTSYDLVSITDRFCNLQKGHSAKKIFQALRI

FT                   EVNQELESLKQALEQSLDLLKPNARIVVISFHSLEDRIIKHFFKKHSTFVLPKKLPIAI

FT                   IPQTPLSIITKKAFLPSEEEMQNNSRSISAKLRVAVKNV"

FT   gene            complement(684207..684458)

FT                   /locus_tag="AYWB_653"

FT                   /note="AYWB653"

FT   CDS             complement(684207..684458)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_653"

FT                   /product="conserved hypothetical protein"

FT                   /note="similar to a fragment of

FT                   S-adenosyl-methyltransferase mraW"

FT                   /protein_id="ABC65770.1"

FT                   /translation="MNKQNFHHISVLKKEAIDFLKIKPEGIYVDATLGQCGHTIEIANL

FT                   LQQGFLYSFDQDVEACTNAKKTLSPHLPIEIIHSIFRI"

FT   gene            complement(684624..684869)

FT                   /gene="rpoZ"

FT                   /locus_tag="AYWB_654"

FT                   /note="AYWB654"

FT   CDS             complement(684624..684869)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpoZ"

FT                   /locus_tag="AYWB_654"

FT                   /product="DNA-directed RNA polymerase omega chain"

FT                   /EC_number="2.7.7.6"

FT                   /protein_id="ABC65771.1"

FT                   /translation="MFMQNNSKPNKKKYNKEGLIYPSIDKLLDKINSKYKLVHIASKTA

FT                   HVIEAQKKELPELLCNKVVGKALEEIINDKVKFAFK"

FT   gene            complement(684853..685488)

FT                   /gene="gmk"

FT                   /locus_tag="AYWB_655"

FT                   /note="AYWB655"

FT   CDS             complement(684853..685488)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="gmk"

FT                   /locus_tag="AYWB_655"

FT                   /product="guanylate kinase"

FT                   /EC_number="2.7.4.8"

FT                   /protein_id="ABC65772.1"

FT                   /translation="MKLNKKGLLIILSGPSGVGKATVRKALFEMTNHNFVYSVSATTRK

FT                   PRPGEQDGKDYHFLTKEEFEKGIENNCFLEWAKFIDHYYGTPKKQIQDFLKQGKEVFLE

FT                   IEVEGATHLRKKRMPNTVFIFLVPPKKKDLYDRLKKRGTEQEINIVQRIAKANNEFRLA

FT                   HKYDYIVVNDEVANAADRIIAIIRAEHAKTKRSIRNYLKILEDNVYAE"

FT   gene            complement(685641..688106)

FT                   /gene="leuS"

FT                   /locus_tag="AYWB_656"

FT                   /note="AYWB656"

FT   CDS             complement(685641..688106)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="leuS"

FT                   /locus_tag="AYWB_656"

FT                   /product="leucyl-tRNA synthetase"

FT                   /EC_number="6.1.1.4"

FT                   /protein_id="ABC65773.1"

FT                   /translation="MTKLIYDFKQIEHKWQLYWQQNNVFKTQDNFSKKKFYCLDMFPYP

FT                   SSEGLHVGHIEGYTASDIMSRFKRMQGFNVLHPFGWDSFGLPAEQYALQTGKNPRNFTY

FT                   ENINNFKKQIQSIGKSVDWDRELATSDPYFYAWTQWIFKKLYEKGLAVLKNIEVNFCPN

FT                   LGTALANEEVISNEKGMFSERGNHPVVKKKMKQWVLKITQYADRLLDDLNLVNWPLNVK

FT                   EMQANWIGKNQGAIVSFPVFDQKMTLKTFTNRPDTLFGVTFLVIAPEHELALQLTKTEH

FT                   QQAVNNYLELTKQKKDLERDINKDKTGVFTGSFAINPCNNTKIPIWIADYVLPHYGTGA

FT                   LMSVPCHDQRDFEFAQKHGLKMIQVINPPSSDFAMPTTNQTQPPLTEAYTGEGIHINSD

FT                   FLNGLNNEQAKTKMLQFLEKKNHGYPHYTYKLRDWVFSRQRYWAEPFPIYYDDSNNEIY

FT                   TDSDTNLPIELPVLEQIKPSGTGESPISKAHFWLYFEKDGKKYRRDCNTMPQLAGSSWY

FT                   YIGYILKNHLGLIPLNTAKAKELLDYYLPVDLYIGGTEHAVGHLLYARFWHKFLYDLGL

FT                   VSTKEPFQKLVNQGIILGHDHTKMSKSKGNGVSASLMLARYGADVLRIYIMFMGPLEDI

FT                   KNWCEKGFKGIQRFLNRVYQMFSFSMPNDFETSLNAIYHQTIFQTTQDYEKLKFNKVIS

FT                   QLMIFVNQVYKHQKIGKKQAQIFLQLLNPIAPHLTEEINQTILKNKTQLVALTWPFYDK

FT                   NHLEQLQVKIIVQVNSKLRAVLELPFNLSSEQIKIRALQDSKVNKFVCHKKIQNMIYIP

FT                   NKLLNIIVN"

FT   gene            complement(688200..688430)

FT                   /gene="acpP"

FT                   /locus_tag="AYWB_657"

FT                   /note="AYWB657"

FT   CDS             complement(688200..688430)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="acpP"

FT                   /locus_tag="AYWB_657"

FT                   /product="acyl carrier protein"

FT                   /protein_id="ABC65774.1"

FT                   /translation="MIFEKIKDLIATQLSLDTSTITLDTRFKEDLGLDSLDALELVMEA

FT                   EKTFQINISDATLQNFKTVQDIVFYITKNTS"

FT   gene            complement(688668..689738)

FT                   /gene="ysdC"

FT                   /locus_tag="AYWB_658"

FT                   /note="AYWB658"

FT   CDS             complement(688668..689738)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="ysdC"

FT                   /locus_tag="AYWB_658"

FT                   /product="endo-1,4-beta-glucanase"

FT                   /EC_number="3.2.1.4"

FT                   /protein_id="ABC65775.1"

FT                   /translation="MRMKMSDLVSLLKNLTMLNGIPGQEKAVANYVVNKIQNQVDSIQY

FT                   DNLGSVIACKGKTGPRIMFAAHLDEIGLIVKQITPEGFIKFQTLGGWFSQVMLAQVWQI

FT                   HTDKGILKAVTGCKPPHAMSFQDRNQVINTSSMYLDIGVANKEEALKLGVRVGDMVTPY

FT                   IEFSTLGNSDYLLAKALDNRVGVAIVMQVLQNVNPTTHQFFGVFTTQEEVGLRGAQTSA

FT                   HKVHPQIAIAVDTGIGNDVPGGEKEGHTLGKGPQVLVYDGGLVAHKGLRNFVLKIATEN

FT                   NIPVQEISGIGGRTDAATMHLVREGAASLSFCVPVRYIHSHTSVVHKQDIINTIKLLTL

FT                   LANQLDEKKINEILFQ"

FT   gene            complement(689719..690348)

FT                   /locus_tag="AYWB_659"

FT                   /note="AYWB659"

FT   CDS             complement(689719..690348)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_659"

FT                   /product="conserved hypothetical protein"

FT                   /protein_id="ABC65776.1"

FT                   /translation="MNQIKQKRLQGFYSLLLATFFLLVAVCCFFDQTFKLGSLKFQLGL

FT                   FFLGVLLSLFTYLVVFKKYKETFSKLRFFFALEVFVFVFVIVTSFFLPGLGLLNIDDFK

FT                   TKNPLVGKLLTFNCCLSLIFIFHSFINLNINYFKKQNFSFFILYLLMFGFGCFGLGSNL

FT                   FENLKNIILKLFAVLSLVHSIYLTFTGIKQFQIASLHAPKNENENE"

FT   gene            complement(690487..691170)

FT                   /gene="rplT"

FT                   /locus_tag="AYWB_660"

FT                   /note="AYWB660"

FT   CDS             complement(690487..691170)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rplT"

FT                   /locus_tag="AYWB_660"

FT                   /product="LSU ribosomal protein L20P"

FT                   /protein_id="ABC65777.1"

FT                   /translation="MAKISFTPARHRRRKKVLKMAKGYFGSKSTLYKTAHEQVMRSLQY

FT                   AYRDRKQRKRDFRKLWISRINAGAMLCGMQYSRLMHGLALAKVDVNRKVLSDLAHLQPE

FT                   TFAQYVQLAKETLVQFQQTFKKKENQSTKLQEVQSNQLAQTEEKTSLQLEKVLSNELSE

FT                   EKSDYALETQPQITQIKAKKPSLDLSKMLLPELKKLAKEHKVPNFNKLKKTEIVSALKK

FT                   ALAKK"

FT   gene            complement(691185..691391)

FT                   /gene="rpmI"

FT                   /locus_tag="AYWB_661"

FT                   /note="AYWB661"

FT   CDS             complement(691185..691391)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="rpmI"

FT                   /locus_tag="AYWB_661"

FT                   /product="LSU ribosomal protein L35P"

FT                   /protein_id="ABC65778.1"

FT                   /translation="MIKVIKKKSHSGLKKRIKITKKKKLLRGHAYKNHLAASKTTKQNR

FT                   QLRGVTCVKLCDYNRIKTLIRGL"

FT   gene            complement(691506..691853)

FT                   /gene="infC"

FT                   /locus_tag="AYWB_662"

FT                   /note="AYWB662"

FT   CDS             complement(691506..691853)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="infC"

FT                   /locus_tag="AYWB_662"

FT                   /product="bacterial protein translation initiation factor

FT                   3"

FT                   /protein_id="ABC65779.1"

FT                   /translation="MVARLMNYQKHRYNQQKKLRETKKKTQISVLKEIRLNPTIDKNDL

FT                   NTKIKQAQKFLKQGDKVKVSMRFRGRMINNFQLGETVFKQVMQDLKNLSQIETPLKLQG

FT                   NQLTAVLSPLK"

FT   gene            complement(693661..695586)

FT                   /gene="thrS"

FT                   /locus_tag="AYWB_663"

FT                   /note="AYWB663"

FT   CDS             complement(693661..695586)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="thrS"

FT                   /locus_tag="AYWB_663"

FT                   /product="threonyl-tRNA synthetase"

FT                   /EC_number="6.1.1.3"

FT                   /protein_id="ABC65780.1"

FT                   /translation="MIKISFFDNQIQEFISGTTPLAIWKEHLSEHFKKPVAALFNNQPI

FT                   ELDFPLKKNGNLEILTESDPKSLEVLNHSTAHLMAQAVARLYPDALFTVGPAIKEGFYY

FT                   DIDFQKHTISEKDFLTIEKVMHQISLENHKITREEISFEKAKKLFAYNPYKQVLLEKFR

FT                   DQTISIYRQGEFFDLCRGVHVIKTNLIKHFKILKISGAYFQGDAKNKTLTRIYGTSFFK

FT                   KQALADYLQLLEERKERDHKKINKELDLFMFNKEVGLGLPFWLPKGATVRRIVERYIVD

FT                   KELSYDYHHVYTPIMANTELYRISGHLDHYASNMFPIMSLENGEKLVLRPMNCPHHMMI

FT                   YKKNPHSYKELPLRIAELGMMHRFEKSGAVSGLQRVREMTLNDAHIFARPDQIKEEIKK

FT                   IINLILEVYCDFNIKNYELRLSYRNPNNTEKYFNDDQMWYNAEKTLKETIKELGLPFKE

FT                   AIGEAAFYGPKLDVQVFNALGNEETLSTVQLDFLLPQKFDLTFIGEDNKHHRPVVIHRA

FT                   VVSTMERFLAHLVEETKGVFPLWLAPVQVLLIPVSAPLHFEFSQKIKETLQLQNFRVEI

FT                   NSKDNTLGYKIREAQKLKIPYQVVIGDHEMINNLITFRKYGSHLQTTIKVDEFVSLLKD

FT                   KVLQKK"

FT   gene            complement(695821..696759)

FT                   /locus_tag="AYWB_664"

FT                   /note="AYWB664"

FT   CDS             complement(695821..696759)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_664"

FT                   /product="exopolyphosphatase-related protein"

FT                   /protein_id="ABC65781.1"

FT                   /translation="MKFIETQIKAFDTIVIHGHKNPDGDCYGSQLGLKNMIQNTFPHKN

FT                   VYVVGQTKDHLTFLGQMDVITDETYQNSLVIVVDCGNTQSISDQRFKLGKVVIRIDHHI

FT                   LIENYGNYQWVDDSFGSCSEMVYLLKEKLNLNLTFKGALAIYVGLITDTGNFRYHRVSS

FT                   QTLRIASELLNYGIDVALVEQNINKVTLNFLKYQGYICQNIVACDGFAYVYVNQQIIEQ

FT                   FNINLEEVFLSINILSNIKNFPFYALFFEHHDSKIQVRICSNGPQIYHIVQKYGCKGHL

FT                   RACSMFLPSEKEILPFVSTIKKEIAPFFKTT"

FT   gene            complement(696828..698210)

FT                   /gene="thdF"

FT                   /locus_tag="AYWB_665"

FT                   /note="AYWB665"

FT   CDS             complement(696828..698210)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="thdF"

FT                   /locus_tag="AYWB_665"

FT                   /product="tRNA modification GTPase"

FT                   /protein_id="ABC65782.1"

FT                   /translation="MFFDTIAAISTPLGTGGVSVIRVSGNNSITEINKIFKGKNLIKAK

FT                   THTITHGFILNKDQTILDEVLISVFKTPNSFTGENVVEINAHGGILITQMVLERILSLD

FT                   IRLAFPGEFSQRAYLNGKMDLIQAESIMDLIHATNENAIKIANSGLQKYTSQLVTSLRD

FT                   QILNLIAQIEVNIDYPEYDDIPQITQQKIALEVQSLIKQLENILSHSHKNRYLKEGIKT

FT                   LIIGRPNVGKSSLLNAFLNENKAIVSDISGTTRDFVEAYFNCRGFTLHLIDTAGIRKTD

FT                   DPIEKIGILRTEKMLLQAELILLVLDQSNYLQEEDIQLLQLTQNYPRIIIGNKVDLKSD

FT                   KLISSLCDYSSQLTPQEIISVSSLDKTGFFELQQTILKKFQLNDIKPKDFNYFSNARHI

FT                   NQIQIALRSFQDLQQALLQSMPIDIYSIDLTKAYQALGQIIGENQENSLIKELFSKFCL

FT                   GK"

FT   gene            complement(698374..699324)

FT                   /locus_tag="AYWB_666"

FT                   /note="AYWB666"

FT   CDS             complement(698374..699324)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /locus_tag="AYWB_666"

FT                   /product="exopolyphosphatase-related protein"

FT                   /protein_id="ABC65783.1"

FT                   /translation="MKIIYNKIKAFETIIIHGHTNPDGDCYGAQLGLKDAITATFPQKK

FT                   VYVVGQQNPSLSFVGVMDEVCDSLYQNALAIVVDCGQENKISDQRFKLAKDTIRIDHHL

FT                   LIDNYCNYQWVDANYSSCSQMIFEFKEKCNMKLTSKGALAIYVGMVTDTGNFCFDRVDQ

FT                   KTLKAASSLLAFDLYVSQIFFHLNKETLALFQYKAYIYQNVVTSQGFVYVFISQETLKK

FT                   FNLHIDVAASLVNILGNLENHPIWAFFLEQPDLTIRARIRSRGPEINSIARQFKGGGHL

FT                   RACGATLKNNQEMNLFIAKIKDSIKAFETKSQNQN"

FT   gene            complement(699359..700999)

FT                   /gene="malE"

FT                   /locus_tag="AYWB_667"

FT                   /note="AYWB667"

FT   CDS             complement(699359..700999)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="malE"

FT                   /locus_tag="AYWB_667"

FT                   /product="putative maltose/maltodextrin-binding protein

FT                   MalE"

FT                   /protein_id="ABC65784.1"

FT                   /translation="MVSKDKLKIIHFFTFLFVILASIVLFPKIDSNALRNNHEQELKEM

FT                   LTKYKDKDSEAWKKFLAKPIEIVFWHRLDPEKEKEKPKTVLEEIIENFRKDYPNIKVKT

FT                   EYKPSWSGIVKNINVALPANNEPHLIVSYADHLVNYYESGKLVPLDGFKEHTNSKIKLE

FT                   PCPETNPPTEKKTYFYPNFEDEAQLPLGDEKEPGKWYSLPFSKSIELMYYNQDYFKHLK

FT                   ETIKKEQKNEIDSDFKSYFENYESNFEGKLKDGITWEKMENLCKVIKQVDPEKIPISYD

FT                   SESNLFIVSSEQRGIEYTTSPTKKDSSSHEVGVRFNNPDAKTMIKDFKKFYDKKYLITR

FT                   KLSGESYTTHLFMNQKILMDISSSNGFEYISKAPFKVGVTSVPYWKKGKQGLDSGKRKV

FT                   LQQGSNINLFYKKDKDEVLASWLFLKYLTSKKTNEKLIKKISQFPTHPCYEKSVKPEKI

FT                   NFENSSKNKDSKNSELNKDIFEFMKEEREKDKDSSKKGNPIYFFSPTFRKSQISRIVVE

FT                   KLVIDCFLDKDLDKNIDKLFNEAQQKAES"

FT   gene            complement(700983..701864)

FT                   /gene="malG"

FT                   /locus_tag="AYWB_668"

FT                   /note="AYWB668"

FT   CDS             complement(700983..701864)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="malG"

FT                   /locus_tag="AYWB_668"

FT                   /product="ABC-type maltose transport system, permease

FT                   protein MalG"

FT                   /protein_id="ABC65785.1"

FT                   /translation="MSNNKKKLIFAKLKKHLPKVCATFIKYFFLSLFALFLAIPFYWML

FT                   NLALQDNPAYPSFFPKDLTWNNFSFLFTRYSLFSTFLKTLVVVFFSTVLGIFVSVITAF

FT                   ALSILEFKTKKIILGVFLITTMITTESMFLTNYQTVARLGFVDSGQGTRVFGGIYLAMI

FT                   LPFLINVFHIFLLMQNIKKIPKELYLSAKVDGSSDWIFLYKILTPLLRDNIINIIIFRA

FT                   VAAWNAYLWPELVGGKLLTNMIRNIFDSEKNQHLVNQQMAATVLMTLPLVLLFVFCKRY

FT                   VLEGKLNSGIKG"

FT   gene            complement(701891..702832)

FT                   /gene="malF"

FT                   /locus_tag="AYWB_669"

FT                   /note="AYWB669"

FT   CDS             complement(701891..702832)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="malF"

FT                   /locus_tag="AYWB_669"

FT                   /product="maltose transport system permease protein MalF"

FT                   /protein_id="ABC65786.1"

FT                   /translation="MSLLKKLFHHNSTKYSKHNHWYYLAPALILMVLFNFYPLVKTLFI

FT                   SLDSRYNKFADTFSYSFNFSNYTTTFCDPDFRTTLFNTFLLVFTAVPISIFLSLMIALA

FT                   LKSVYNHFLKNIFQTIFFLPYLTNPVIMGMVFAVIFYHNSFGIQVRPEGFFNSFFGIQK

FT                   DWINIAAPYSHKMFVLIFYVVWKSLPFQILIFSAGLKNISKDYYDAARIDGATKITIFR

FT                   KITLPLLTPTIFYQLIITIIQVFKEYESVIGVFGSSDTTKVNTVVGYIYQQLEGTLMDS

FT                   YSRGAAATVILLLISILFTAINFFFFEKKLNK"

FT   gene            complement(702833..703948)

FT                   /gene="malK"

FT                   /locus_tag="AYWB_670"

FT                   /note="AYWB670"

FT   CDS             complement(702833..703948)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="malK"

FT                   /locus_tag="AYWB_670"

FT                   /product="ABC-type maltose/maltodextrin transport system,

FT                   ATP-binding protein MalK"

FT                   /protein_id="ABC65787.1"

FT                   /translation="MQKMGIKLEQVSKIFIEKKTKKETYAVKKIDINIPKGKLVSLLGP

FT                   SGCGKSTTLYMIAGLHPISSGKIFFSNKDVTNLPIEKRSIGLVFQNYALYPHMTVRQNI

FT                   SFPLENLKFSRDIIVPKVEEIAKLVGIADHLDKKPQQLSGGQQQRVAIARALVKEPQVL

FT                   LLDEPLSNLDAGLRLKTREEIRRIQRKTGITAIFVTHDQEEAMSISDEICLMNKGQIQQ

FT                   KGAPQEVYANPNNLFVAKFLGNPLISIFEGKITFGKVTIGDSLLFDFSSNKTLKNLKQE

FT                   IYVAIRPESYWFDTNGNFEIEPLFLENVGRNLMMLARHPQAVKNTFRLVFDEKSKDIIF

FT                   PQGFVAKKKIRFQIKENKCFLFDKKTENRIF"

FT   gene            complement(704185..705696)

FT                   /gene="asnS"

FT                   /locus_tag="AYWB_671"

FT                   /note="AYWB671"

FT   CDS             complement(704185..705696)

FT                   /codon_start=1

FT                   /transl_table=11
FT                   /gene="asnS"

FT                   /locus_tag="AYWB_671"

FT                   /product="aspartyl/asparaginyl-tRNA synthetase"

FT                   /protein_id="ABC65788.1"

FT                   /translation="MKISIKDIFQKPELFYQKKILLNGWVRNCRYQKKLIFIDLNDGTF

FT                   LENLQIVCKEIKNIETADINEFQENQKFNNNNKSSNNINLEKLKEILQIGASLQVEGIL

FT                   KATNNLKTPFEISAQNISLLGTSDFSYPLQPKKHSKVFLRQISHLRVRTKLFGAVFRIR

FT                   NTAFFALHSFFQKKGFFHINTPIITPNDGEGVGELFQITTLNLEVLPQTKNIPNAFKPV

FT                   NENTSKKGIDYKKDFFGKKVFLTVTGQLEAEAMALGLNKVYTFGPTFRSEKSNTTRHAA

FT                   EFWMLEPEMAFCDLSQNLKVAQEMLQFVISKCLEQNYQDIEFLDKTEKNGLIEELQNIA

FT                   EEKEFLTVKYEQALEILQKSNTKFENPLFYGVDLATEHEKYLTEKHFKKPVFIVDWPKE

FT                   IKAFYMKNNPDQKTVAAMDLLFPRVGELIGGSQREENLSVLIEKMNQMKISQKDLEWYL

FT                   DLRRFGGCIHSGFGLGFERLLIFLTGLDNIRDVIAFPRTYHNLVF"

XX

SQ   Sequence 706569 BP; 256532 A; 94295 C; 95675 G; 260067 T; 0 other;

     atgaataatt atattaaaat ttgggatgta attttaaatg aactatcaaa aatttacagt        60

     gatgaagttt ttaaagaaac attttcaaat attaaaaaaa taaaacaaat tgaagaaaaa       120

     attataattt cagtagaaac tgaatttatt aaaaataaaa tatataaaat gtattttgaa       180

     aaaattaaag aaataaataa attaaagttt gaagaaaaaa ttataataga attcgtttca       240

     gaaaataata aaaaaaattg taattttgat aatgaaaaaa aacattttga aaatattaaa       300

     aaagaattaa aaaatgaaac tgaaattttt ttttgcaaaa ttgaaaataa tgatgaattt       360

     aaaaataata aacattttag aaaaaatgaa ataaaacaaa ttgaaaatgg atataatgat       420

     aacataaatg ttgaaattga aaatcgaaaa ataagtttta acaaatacaa ttatggaaat       480

     actaatccaa aatatagttt tgataatttt gttgtgggaa aaagtaataa ttttgccttt       540

     aaaatttcca aaaaaattgc tgaagaaaaa aaggtaacca caaatccact ctacattttt       600

     ggaaaatcag gaattggaaa aactcatcta attcaggcaa taggaaatca tattttgaaa       660

     aacacacatt catccaaaaa agttctatat gtaaaagctg acggttttat tgaagagttt       720

     acaaatcaat taagaaaagc caaaatggaa gattttaacg aaaaataccg tgatattgat       780

     cttttattag ttgatgatat tcaaattatg gcaggcgcta caagaactca aatggagttt       840

     tttaaattat ttgattatct ttatttaaat caaaaacaaa ttgtaataac aagtgataaa       900

     caagcctcag aactaaaaaa tattatgagt agattaactt cgcgttttga agctggtctt       960

     atggtcgata ttcaaagtcc tgattttaat catcgcctca atattttgaa aaagaaaata      1020

     ttagaatttg aaccacaaaa tactttgaaa ataaaaaaag atgtacttga tttgattgct      1080

     tcttcttttg ttaataatgt tcgcgaaatg gaaggagctt tattaagatt attgaattat      1140

     gcccaaactt ttggctatga tattgatatt aatattgcca atgaagcctt agaacttttg      1200

     attaaaagca aaaaaagtgt ttcttatgat gaagatgttt tggaaaaaat taaattagtt      1260

     gttagtaatt ttttcaatat ttcagttcgt gatttaatga gtaaaaaaag acaacaaaaa      1320

     tatacttttc cacgtcatat tgctatttat ttaatcaaag aattaaaaga tattccttat      1380

     aatattgttg gtagtttttt caaaagaaac cattctgcag tttttaaagc ttatcaaaaa      1440

     attaaaaaaa attctcaaag tgattatgaa ttaaaaaaat cattagaact tattttgaaa      1500

     aaaattaatt cttaataaaa tatctatatt tttaaaaaag catcttttaa atatttgaag      1560

     atttttaact tattttattc tgttttttaa aatattaata ataaaaaaat aaaagttaaa      1620

     tgcaaaatat taaaataaat atataaaaca aataataaca aacaatttaa aaaattatta      1680

     caacaaaaag ataaatgagg tttaataaat gtatttagaa attaataaag atattttttt      1740

     ggaacaactt ttaaaaatac aaaaaatttt accccaaaaa actttttttc ctatttttaa      1800

     tgctctcaaa atccaaacac aagaaaataa attaatttta gaagctaata atggtaatat      1860

     tgcaattaaa atagaaatta aagataaaag tttaaaaatt aaaaaacaag gtaaaattgc      1920

     ttgtttagga agatatttta ttgaaataat taaaaaaatt aatgattctt taattaaaat      1980

     tactgtaatg gaaaataatt ttttagtaat taaaactatt ttttgtgaat ataaattaaa      2040

     attaatggat gtttgtaatt ttttagaact tgatttttct ttccaaaaat tagatttttt      2100

     tcaaatcgaa actcattttt ttaaaaatat aattaaagaa gtaaatattt ctacttctaa      2160

     aaatgaaaaa agacctattt taatgggact taacttgatt tatcaaaaca atcttttaaa      2220

     agcttgtgct actgattttt ttcgaatgag tcaaaaaaaa attaatctag atattaaata      2280

     tcacaatttt aatattgtca ttcctaataa aagtttagaa gaattaagca aaatattaga      2340

     acattgccaa agtaaacatt taaaaattta ttctgatgct caaaaaatct ttttagaaat      2400

     tgataattta tggtttcaaa cttcactttt agaagggaat tatccccaaa ttcaagaaat      2460

     taaacttaca aattttcctt tttccattca tttaaataaa gatgatttaa tgaaagcctt      2520

     agaaagagtt tcattgttgt tttacaaaga acaaataaat accaatgtta ttaaatttat      2580

     tttaactgaa cgaaattcaa ttgaaatttc gtcttctagt gaaagtttgg gaactgcttt      2640

     ggaaaaaatt attcctttaa aagttagtgc aaatagtttt caaattgctt ttaatgctaa      2700

     atatttagaa gatgttttaa aagttttatc agttaaagaa gtagtttttt attttgataa      2760

     tcccttaaaa ccatttatta ttactacttt agaaaaagat agttctattc atttgatttt      2820

     gcctattcct ttggagaatg attgatattt tttatatttt atattttttt tacattgcac      2880

     ctaattaagg ttttaacttt tcattatcat ttttttataa gcacaaacat tattgcaaaa      2940

     taaatttaaa ggtaaataac taaaaacttt tttaaaaaaa catttcttgc ttttctgttt      3000

     gtatttgtat ctaaattatt ttttagaaaa ataatatttt gattaattta gaatattttt      3060

     ttactttcat tttttgtttt atgttagaat tttttttatc gaaacaaata aatcacaatt      3120

     aataaatatc aataaatttt tatttcttga taaaaaaata atatctttaa ctaaaaaaac      3180

     ctataaatat tacagttttg tcatctaatt aactaaaaaa aatatttttt tgttataata      3240

     ttaatgtctt ataaattaga aaataaaatg cttattcctt gtctttacaa tttagagata      3300

     aagaccgcgt aggccataag gagagaaaaa atgaaaaaat acgaaataat gtatatttta      3360

     cgccccaatt tagacaacaa atacgttaaa aaaattaatg atactttgca aaatgttttt      3420

     ttacaagccc caaaccaaat tttggaacaa aaagaaatag gattaaaaga cctaacttat      3480

     tttattgata atcataaaaa aggatattac aattggttaa tggtaaaagc agataatgat      3540

     gctgttttag aatttaatcg tattgtcaaa attactgaag aaattattag attcatcgtt      3600

     attaaagata aagaataaga aatttaattc atatgattaa taaagttatt ttgataggtc      3660

     gtattaccaa agacccagaa ttaaaaaaaa ctaatagtgg tacttatgtt gttaaattta      3720

     ctttggcagt taataaaatt gtaagttctt ctagcgaaaa aaaactaatt ttatcaattg      3780

     tactgttttt ggtaaacaag ctgaaaattt gaaaaatata tttctaaagg tgctttaata      3840

     ggtgttgaag gaagtattag agtataaact tgggaaaaag acggtgtaac taattggcaa      3900

     actagtgttt tttgtaacaa tgtccaattc ttagaatcta aaaaaaactt ataacgatta      3960

     tgaataatat tccaattaaa aataattcct aaattaactg atataaaata ataaaaacaa      4020

     taacataacc aaatctaaaa acaaaaataa taaatatttt caatttcaaa aggagttaaa      4080

     aatgaaattt aataacaaaa aaaatacttt taaaaaacgt cgcaaagttt gtttttttac      4140

     tgaaaacaaa gtaactaaaa ttgattttaa agacatagaa cttttacaaa gatttattac      4200

     tgaccgtgga agaattcttt ctagaagagt aacaaatact tctgctagat ggcaacgtca      4260

     attggcaatt gctattaaaa gagctcgcca tatggcttta attcctttta ttcaacaata      4320

     aaaacagggg ttgcatcctg ttttttttat taattacaaa tatttaaaat aaattttatc      4380

     taattattca aatgcaaatg agggcaaaaa aattatgttt tctaaaaata aacataacac      4440

     caaatttatt gtaattgctt gtgtaattgt tgttttgatt ttaattcttt tttgttttga      4500

     tttccaaaat attcaagaaa ttattgaaac aattaatcaa ttaaccaaca atcaaaatcc      4560

     aagcaaaaat actgccagcg aaatgagcgg tatgcgtcgt aaaatcattt ttttcatttt      4620

     taactttttt ggaaaaataa ttttagcatc ctttattatc agttttttgc ttcacattaa      4680

     aaaaaacgcc caaattaaaa gattaaaaaa caaactttct ttatggtcta aattatcttt      4740

     tcacgtaagt caaattggag aagaagtgct caacgaactt cctattggta ttgttttaat      4800

     tgatatttct agtcaagaaa ttcagtggct caatccttat gccagtttta ttttaaaaaa      4860

     tcctgaaatt aattctccct taactcaaat taatgaaaat atggcacaac taataagcac      4920

     ttctgataca attcccaaaa ccatcatcac tttaaaaaac caaaaatttg aatgttttta      4980

     taaaaaagat ttaagtgttt tttatttgtt tgatgctacc gaaaaagaac aaatcaaaca      5040

     tttattttta caaaaaacct tagctattgc tatgattgct tttgataatt tagcagaatc      5100

     cttaattcgt tatgatcttt cagaacaatc tcaaatacaa ggtgaatatt taagtgcttt      5160

     atctgattat attgaacctt atgaaagtta tttaaaacaa ttgatagacg accgtttttt      5220

     gcttcttctt aaccgccaaa atttagataa aatgttagaa aataaattta gcattttaga      5280

     tactatccgc aacatttctc acaaatatca attaaaagtt actctttcta tgggaattgc      5340

     ttgttggaat ttgtcatatg aaaaactcgc tacctacagt caaaatgcaa ttgaattagc      5400

     ccaaaaaagg ggtggtgatc aagtggttgt taatattgaa aatgaaaaaa ttaaatattt      5460

     tggtgctaaa attgcttctt taagcaaaca atccaaagtg catgcccgta ttaatgccca      5520

     aaatttggtc gatattttga aaaaaaatcc tcattgtttt atcatgggac acacccacac      5580

     cgatcttgat gctttgggtt ctgtaattgc tttttacaaa attgcagcca ctatccatcc      5640

     cgaaaacaac aattatatta tccttgatga agaaaaatta gacaaaagcc tcatccccgt      5700

     ttatcatcaa ttaattaaaa ctgagtcaaa aaaaactcta aatattatta caacccaaca      5760

     agcatccaaa atgattaaag acaattcctt aattgcagtt ttggataccc aaactaaaga      5820

     tatgttaaat agtcccgaac ttttatcgct aacgcccaat attgtagttg ttgatcacca      5880

     ccgcgctacc gaagaaatta ttccttctat tttttcttat gtcgaatcat ctgcttcttc      5940

     aactgttgaa ttgcttgttg aagttatggg atttttggaa aaagaagtcc acattactgc      6000

     ttttgaagca agcattatgt atgcaggtat tttaattgat actaacgctt ttatttaccg      6060

     tacaagttct agaacttttg aagtagcttc taaattaaaa gatttaggcg ctgatgcaat      6120

     tgaggttaaa agttggttac gcaaagactt tgataaagtt ttagaaatta ataaactgat      6180

     ttctgaaatg gaaattttta tggatagatt tgctattatt caaagttctg aaatttatga      6240

     aaatcgttct tttttagctc aagtggcaga aagtgttcta aacattcaaa acgttgatgc      6300

     tgcttttatg atagcgaaaa tagcagataa taaaatagca attagtgctc gttcttacaa      6360

     tgaaattaat gttcaaacta tcatggaaca aatggaaggt ggaggacatc ttaatagcgc      6420

     cgctactcaa ttagaaggaa ctaatatcaa aacagttaca gacactttaa aacatttttt      6480

     aaaattagaa tatgaaaaag gtgaaaagaa tatggaaatt attttgttaa ctgatatttc      6540

     taacaaagga aaaaaacacg aaattattaa agttaataat ggttatggca attttttaat      6600

     ccaaaataaa aaagctcttt tagcagacaa agctaattta gctgtaatta aacaaaccca      6660

     aattttagaa caagaacaaa aacgtaatca cgaactttta atgcaaaaat taaaacaaga      6720

     aattgatgac aaaaaaatta ctctagatat tcaattagga cctaaaggaa aaatttatgg      6780

     aaaaattact ctcaaacaaa tttctgaaga atttttaaaa gttcataata tcactcttga      6840

     ccgtaaaaaa atatctttag aaagtgaaat tatcgccatt ggtatttatc ctgttgatgt      6900

     ttttctaact gatcaaatta aggctacttt tttccttaat gtgactgaaa gaaaaagcaa      6960

     atgacaaatt attctaaaaa tactccttca agtcctgaag cagaacgtgc tttgttagga      7020

     gttttacttt taaaccctga aaaaataact tttaccttag atatgattga agaaactgac      7080

     ttttacagcc ctcatcacca acatattttt agagcaatga aaactttgca tgaaactaac      7140

     aaacaaattg attattcttc agtaagtgct attttagata atgaaaaatt attaaaaaaa      7200

     ataggaaata ttgattattt aaaagaatta tctgatttga tgccttctat tcaacatata      7260

     ggaacataca ttgatttaat taaggaaact gctttaaaaa gagaaattat cgaaactgta      7320

     acttcattag cacaaaaagg atacgaaaac attgatgttc aagaatattt ggatttgtcg      7380

     gaagaaaaaa tctttaattt aactaaaaac aaaaaaacca acgaattatt aaaattaaaa      7440

     attttgttaa aagaaattaa agaaaaaaat attcttgcca aaagtcataa agatttagta      7500

     ggtctttcaa ctggatatga aaatctcaat aacattactt taggatttaa acccgaagaa      7560

     tttattattt tagctgctcg tccttctatg gggaaaagta cttttatgct taatttagct      7620

     ctcagaattg ctaaccctaa acacaattct cattcccctc atattgctat ttttagttta      7680

     gaaatgtcaa atgaacaatt agctatgcga atgttaagca cccaatcaaa aatacaacac      7740

     aaaaaaattc aattgggcaa caccaacaga gaagaaaaat ttttgttaga aatatcaatg      7800

     gaaaaaatgc atgatttaaa tatttatttt gatgattcag ctacggtaaa tattttagat      7860

     attaaagcta aatgtcgtaa acttaaaagt caaaacaaac ttgatattat aatgatagac      7920

     tatttgcaac ttatccgtaa aactaacaaa cacaaccgcc aagaagaagt agcagaaatt      7980

     tctcaaaact taaaacaaat agcacgtgaa ttaaaaatcc ctgtcattgc cctttcacaa      8040

     ctatcaaggg atgtagaaaa aagagaagat aaacgtccca ttttggctga tctcagagat      8100

     tcaggatcaa ttgaacaaga cgctgatatt gtaatgtttt tgtaccgtga aggctattat      8160

     gaaaaagaca aaaaacctga ttcttctggg cacactcaag ttattattgc caaaaatcgt      8220

     caaggatcaa ttggcattag agaatttaag cttaattttg attatatgtt tttttcagaa      8280

     atcgaaccta ataaaaacga ataaaaaaag aattttgctt gattaaaata tttttttacc      8340

     ccaattcttt tttttaaaaa agaggtaaat atgcttgaca gattaaaaaa aataaaacaa      8400

     aaatatcaag atttacaaaa acttttgtta aatgaacaaa atataactca aaaaattgac      8460

     atttttaaaa atttatcaaa attagaacca acagtagaac tttttaaccg atacttaaat      8520

     ttagaaaccg aatttattca agttcaaact attttagaaa ccgaacaaga ccaagaatta      8580

     ttacttttag cacgacaaga aaaagatact attttatcaa aaaaaaaaat taccttagaa      8640

     aaattaaaaa ttttgctttt accccaagat ccttttgata aaaaaaatgt tgtcttagaa      8700

     attaaaggtg cagctggtgg caacgaagcg aatctttttg cagctgattt gttacgaacc      8760

     tatgttaaat acgccgaaag caaaaaatgg aaagtcgaaa tcctcaatct aaatccaagt      8820

     atcaaaggcg gtctttcttc cgtagaactt ttaatttctg ggaaaaatat ttattctttt      8880

     ttaaagtatg aatcaggtgt tcaccgagtc caacgtgttc ctactaccga agcccaaggg      8940

     cgaattcata cttctactgc tgttgttttg gtatttcctg aagcagaaga attagaatta      9000

     aaaattgatt ggcatgacat tcgcaccgac acttttaatt ctagcggacc tggcggacaa      9060

     tcagtaaaca ctactaaatc agctgttaga cttactcatg taccttcagg aattagtgtt      9120

     gcttgtcaag aaggcaaaag ccagcacgaa aacaaagaca aagcatttac ccttttaaaa      9180

     acacgcattt ataaccaaat gttaaatatt aaacaagaag aagaaaaaac acacagaaaa      9240

     aaattagtag gaactggcga aagaagcgaa aaaataagaa catataatta cccccaaaat      9300

     cgtataacag atcacagaat tggacttact ttacaaaaat tagatatcat tatggaaggt      9360

     aaactcgatt tagttattga acctttgatt catgaagccc aaaaagaaca acttgcccaa      9420

     agttagtttt tacgaaattt attttacaaa accaaaacct ttcaatttta aaacctgttt      9480

     aagaaaaaaa agataaataa aggaatcacc gtgaaaccaa aagatattat tatttttcca      9540

     actgatacag tttatggtat gggcgctaaa ttatatgata aaaaaggact caactacatt      9600

     tatcaaatta aaaaaagacc cttaaacaaa agtattgttg ttttgtgttc atctttacaa      9660

     caagcaaaaa aattggtcca atttagtcct caaaacctta aattagctct gcatttttgg      9720

     ccagggcctt taacttttgt tctgcctacc acttccaaat atttttctaa aacaaaggaa      9780

     aaaactttag gagtaagaat ccccaaccat cctttaactt tggaaatttt aaaaaaaaat      9840

     ggtcctttaa aaaccacttc tgttaaccaa agcaatcatc ctccactaaa tgattaccaa      9900

     actattttta atatttatca caataaagtg gctttgattt ataaaaacta tcatccaatt      9960

     ttaaaaatat cttccactat tgttgatcta accacttttc aaccagttat tttaaggcaa     10020

     ggaacaatta ctcaagaaga aatttcatca caaatcctaa aatctttatt accatcaaaa     10080

     aattgcaagt tatgtgccta gttttaaaat tacaaaaaaa ccttttgctt acccaataaa     10140

     aaaatttcca aaccaatatc tttatttatg gtaccttctt taattttata ttctaattct     10200

     attaaatcta aaaacagtgt atttaatttt gttgtttcaa tcaattttgc ttcttttatt     10260

     aaaaaaaata cttttccttg tgaaactgcc aaaacttttt gcaattcttc tgggttgttt     10320

     ttttgttgca ataattcttt taccaataac aattctttaa ttttatgagt taatcgattt     10380

     ataacattaa aagcattgat tttttgcatt ttcaaggttt tataaatttg ataagcatca     10440

     atataatttt gttttaaaaa aagattaatt aatccaaaaa tattgtcatt tttcttaaaa     10500

     gcattgattt tttgtaccat ttgccaagtt atatttttat catttgtttg acataatttg     10560

     atttttgtta tttcttgatg caaaaaataa agattatagt tagttttact cgctaattct     10620

     tggatagttt ttgtatcaat tttaaaacca tctttttgaa aaacatccat gatatattta     10680

     aaaaaatctt ttttttctaa actatttgtt gttttacaaa tacaatgttt ttcccaaatt     10740

     ttttgaactt cagatgtttt agttgttttt tctgcaaaaa aatataaatc taaatttttg     10800

     taaggatttt gtaaataaga aattaaaaaa gcaatttctt gagttttttt ttgaaataaa     10860

     atttcactgt gatccaccaa aattactttt ttccatgtgt tttcaattaa agaagtgttt     10920

     tgcagttctt ttttaagttc tgttacaata tctttttgca tacaataata aactacatct     10980

     aatttttttt gtttgcaaac attaattatt ttttttattt ttttttctag aaaaaacctt     11040

     tgttttcccc aaattaaatg tatgttattt gttttttcca aatttaaaac ctcattttgc     11100

     cttttttatt attaattaat aatttgtttt tttaattttt ttgcaaaata tcaattcaac     11160

     attattataa atatcactat ttttatttta tcaaaaaaaa attattacaa aacgatatca     11220

     caaaatataa atcaacaaaa ataataattt gttataataa tatttgtaaa acaccttcaa     11280

     aaatcaccaa tcgcaaacaa ttataggtaa aagcaaaaag aaaaggaaaa actaaaatga     11340

     ttaaaaaatc aacttttgtg agtagtattg tcaattttaa atatattcct ttgaaaaaac     11400

     aacccgaaat tgttttggtg ggcagaagca acgttggcaa aagtactttc atcaatgctt     11460

     taactcaaaa aaaaaaatta gctaaaattt ctaaaactcc tggcaaaaca atcaccctaa     11520

     actactatga cattaatgaa tctttttatt tgatcgatac tcctggctac ggttatgcta     11580

     aaaaaagtaa agaaattaaa aagcagttat taccgatgat tattgctttt ttggaacaaa     11640

     cttctaatct caaagcaatc tttcagctaa ttgattttaa agtaggtgct actcaagaag     11700

     acgacagaat ccatcaagtt cttttgcaag cgggttttga ggtggtcttg ttattcgtta     11760

     aaaaagataa agttaaaaaa agtcttgtac ccaaacaatt aaaaatgctt gttaatcact     11820

     tttcccaaat taaatatttc tttttgattt cgtcaaaaca acaagaaggg ctggaagaat     11880

     taaaactttt tttaagtcaa ttaatggatt caaatgccaa tgattaaaaa aaggatttcc     11940

     ttattttttg tacttttttg ttttttcaac tttttcactt tgcaaaaaaa taaatttttt     12000

     tactccaaac cgcttaaaca ttttcaaaat ttccaaaatc caaaaaactt ttaaaactta     12060

     aaaacttcaa ccataaaaaa agaaaataga aagaagctaa ttttatgcaa tctaaatatg     12120

     attttaaaaa agtagaacat caaagatacc aaaaatggtt agaaaaaaaa tatttttgtt     12180

     ctaatctaaa caccaccaaa aaaactttta ctgttgtaat tccacctcct aatgtaacag     12240

     gaaaacttca tttgggacac gcttggaata acactattca agacattatt ataagattta     12300

     aaaaaatgca aggctttgac gtgctctttt tgcctgggat ggatcatgca ggaattgcca     12360

     ctcaaaataa agttaaagaa caattaaaac aagaaggtct tttgaacaaa actttaaaca     12420

     aagaaatttt tttaaaatac gcatggcagt ggaaagaaaa acatgcccaa aatattaggc     12480

     aacaatggca agttttaggt cttcatctcg attataattt tgaaaaattt actcttgatc     12540

     ctgatttgag tcaaacagtt caagaagttt ttatcaaatt ataccaacaa aaattaattt     12600

     acagagatta taaaattatt aattgggacc ccaaaactaa aacagccctt tctaatgtag     12660

     aagtaaatta ccatgaaacc aaaggaaaat tatattatat taaatatttt ttggttgatt     12720

     ttacaactaa ttccaatttg tctaatggct cttttgcttc ttctttttta gaaattgcaa     12780

     ccactcgccc tgaaaccatg tttgccgacc aagctttaat ggtaaatcct aacgacccta     12840

     gatatcaatc ttttattggc aaaaaagtct ttattcctga tactaacatc caaatttctg     12900

     ttattagtga taattacgta gatattaatt ttggtacggg agttgtaaag gtgacacctg     12960

     gacacgatat taatgatttc gaagtagcta aaagacacca attaaaagtt ttattatgta     13020

     tgaatgaaga tggcactatg aacgatctag ctttgcaata tcaaggatta gaccgttttg     13080

     tctgccgtca aaagttagtg caaactctta aaaaaaaagg atttttcaca aaaaccgaaa     13140

     tccaccttta taaagtagga tattcgagta tttctgattc tatcattgaa ccacgccttt     13200

     ctttacaatg gtttttaaaa accaaagcca tcgcccaaaa tgctttaaaa acaaataaaa     13260

     tcaatttttt tccgcttcgt tttaaaaata tttttaataa ttggctccaa aatatcgaag     13320

     actggtgtat ttcgcgtcaa ttatggtggg gtcatcaaat tcctgcttgg cacaaaggaa     13380

     aagaaattaa ggttcaaata gaaagtcctg gtccagaatg gaaccttgat tgtgatgttt     13440

     tggatacttg gttttcttct gctttgtggc cttttagtac tttgggatgg cctaattgta     13500

     acactccttt atttcaaaac cactttccta ctgatgtttt ggtaacgggc tatgacattt     13560

     taactttttg ggtatcaaaa atggtttttc aaagtatttt attaacccaa aaagaccctt     13620

     ttaaagatgt tttattacat ggtttagtaa gagataacaa aggaaaaaaa atgtctaaat     13680

     caaaaggtaa cggtgttgat cctttagaag ttgttgccaa atatggtact gatgctctta     13740

     gatggttttt aactactaac gctgctcctg gatttgattt attctatgat gagactaaag     13800

     ttgcttcatc ttggaatttc attaataaat tatggaatat tagtcgtttt ataaaattaa     13860

     aaaccaacac cctagacacc gattttgata tcaatctttt gtctttaccc caaaaagctc     13920

     ttttaacaca attgcattta acaactcaaa aagtaacaac tttatatcaa aaatatgaat     13980

     taaaagaaat tggaaaaatt ttatatcact ttgtttggga atattttgct aattggcatt     14040

     tagaatttgc caaacacgat ttagatcaga acaactccaa tttaacaaac ctgtacaaca     14100

     gtcaaaaatt tttagtttat atgataaaat acattttgca acttttacat ccttttatac     14160

     cttttgtaac tgatgttctt tatgaaaatt ttgacaaaaa aactaacatt actcaaacta     14220

     ttttgcaaaa aacttcttat tgtaatttag atgccttaac tgattttgaa aatcttaaaa     14280

     acttaattat taaaacacgt catttaagac aagaatccaa tatcaatttt aaattaaatt     14340

     tagaattaga aattgtatct caatcttcaa cacccctcca agattttgta agtttgcaac     14400

     aagctttaga aaaatttttc aaaacttttc aaattaaaat tactaacaaa gttactaatt     14460

     caaaaaaaac tatttggtta attgaaaaaa atttaagtct ttatattgac cgcaaaactc     14520

     tcgacaaact taatgaaacc aaatttgaaa gtaatttttt acaacaaaaa aatacccttc     14580

     ttaaagaaat taaaagaagt gagaccattt taaacaatcc atccttctta caaaaagctg     14640

     caagttccaa aattgaaatt gaaaaaaaga aatacgaaag ttattgcaag caatataaaa     14700

     aattgttaga aaaaacaaca attaaaaacc gctaaatcca aacaaaaaat aaaaaattta     14760

     aataaaacta taaataaata atttaagttt tgaaattaaa aaaacatcgc aaacaaaatc     14820

     ccaaaaaaac taaccaacta atatttttca aattaaaact acttattaag ggaactaacc     14880

     aatgtcaaaa gacgattcta ttaaaaaaac tgttactata gggctgagca ctactatttt     14940

     ttttgtttta agttgttttg cctctattcc tgtaggtttt aacgtaagta ttgagacttc     15000

     agcagctttt ttagctttca ttgctgttgc ttttggtcct tcggttggtt tttatgtggg     15060

     acttatagga cacatcatta aagatttttt tttgtttgga aatgtttctt ggaattgggt     15120

     tttatgctct gctcttattg gttttattta cgggttacca tataaaataa ttgatcttaa     15180

     atatcaagtg tttactaaga aaaaaattgt ttatttttgg ctttaccagg ttgcttgtaa     15240

     ttttataatt tggggttttt ttgctcctca aagtgattta ttgatttacg ggcaaccacc     15300

     taaactagtt tatttacaaa gctttttgat agtaatttct aatattttag cttatagtgt     15360

     ggtgggaatt aaattaatga ctatatattc ttgtcattac actaaacaag ctactttaat     15420

     gaaaattaat aattcttaaa cattttttaa acatcattaa tcatattcct tttgcttcta     15480

     aaaccacaac aaaatactaa ttcatttatt agattttttc attttataac ttcaaagagg     15540

     aactttatgc caaaaccatt aatcattttt aaagatttta gttttcaata ttatagccaa     15600

     caaactccta ctataaatca aatcaattta actatttatg aaggacaaaa agttttgatt     15660

     gttggcaaaa atggtagcgg taaatctact tttttaaaat gtattaatgg tttgattcct     15720

     catagttatc aaggaaaaat tacaggaact gctattatta aggacaaagt tttgacacaa     15780

     accaatattt ttgatctatc tttggatgtg ggcaccatta tgcaagatac agataaacaa     15840

     tttgtaggtt taacagtagc agaagatata gcttttgcct tggaaaatga cgctttgcct     15900

     caaagtaaaa tatatcaaaa agtaaatatg tgggcacaag atttaggatt gcaatccttt     15960

     ttagattaca aaccacaaga actttccgaa ggtcacaagc aattagcgtc gatggcagga     16020

     gttttaattt ataatccttc tattttgtta tttgacgaat ctctatccaa tcttgatcct     16080

     gtttcaagag ccaaaatgac tgccttaata aaaactattc atcaaaaata ccattcaact     16140

     attttagtta ttgaacatta tttagaagat attttagatg attcttttga taggataata     16200

     gtatttgaag atggaaaaat tatttatgac aattctcccc aaaaattaat tttagaaaat     16260

     gttttaatta aacaaagtat tcaagaacca acttatatta gtgctttgaa aaaggttggt     16320

     gttaatttgg aacaccttcc ccatttatta aatttgcctt atttgaaatt ctcagatttt     16380

     tctcaatatt tttttcatca attaaaaaat ttaaaaaaat gttccatttc tcaaaattct     16440

     ccaactcaat tattaccttc cttttacaaa cattttgcac ctttttcccc aattttacaa     16500

     ttacaaaaca tttcttatca ctatgaaccc agacaaccca atattttaaa taacatttct     16560

     ttggatttat ttccaggaga aatgattagt atttttggta aaaatggtag tggtaaatct     16620

     actttagcca aagttatttg tggtttttgt actcctcaaa caggaactat tttattaaat     16680

     aatcaaaata tttcatgttt atctttacaa caaaaatcag aaaaaattgg ttttgtcatg     16740

     caaaatcccc atcatatgat ttcccaaaaa actgttttta aagaagtagc attggggttt     16800

     ttaagtaaac aactttcatt aactgaaatc aaaaccaaag tgcatgccat tttgaaaact     16860

     tgtaatttag aatattttgt taactggcct atttctgctc ttagtttcgg acaaaaaaaa     16920

     agacttacta ttgcttctat tttagtaatg caacctcaaa ttcttatttt ggatgaacct     16980

     accataggac aagatttaaa acatcgcaca caaattatga cttttttaca aaagttaaat     17040

     aataaaggca ttaccattgt aattattact catgatatgt ctttaatgct taattatact     17100

     caaagaactt tggttttaga acaaggagga attattgcaa acactaatac tttaaaaatt     17160

     tttacagata tttctttaat gcaaaaaact tctctcaacc ctattagttt gattgttctt     17220

     tttaataaat tgccatttac atcagaagaa aaaaatgttt tgttaactca aatgttggct     17280

     tttttaaggg aggattattg ttatggaaaa tagtatgttg caatatttac caggtaatac     17340

     tttcatttat aaaatccaag gagcaactaa gttattgttt ttgatttcgg tttcaattgc     17400

     ttgtatgatg gtctatcatg tgtggttttt attggggctt tcccttttgt ctttgttttt     17460

     tttttggtgt gctaaaatta aatggcagca agtggttttt gtggttaaag gaattttctt     17520

     ttttttgttt gtaaacaata ttattattat tattattttt agaaatcacg gtactcaaat     17580

     atataactcc aaaaccccca ttcctttatt ttataatctt ttaacccaag aacaattgtt     17640

     ttatcaattt aatgttttgt taaagtattg ttgtatcatt cctttgtttt taatctttat     17700

     tataactact aatccaagtc aattagctgc tagtttaaat aaattagggg ttagttataa     17760

     aattagttat gctttttctc ttactattcg ctatattcct gaaattcaaa aagattttaa     17820

     aaatatttat ttcaatcaac aaatacgagg tattaaagtt gttaaaaaaa ctcattttgt     17880

     agctcgcatt attgcagata ttaaaaaaat tgcccttatt attcctcctt tgattttctt     17940

     taatttagat aaaattgatg taattactaa tgctatgcaa ttgaggcgtt ttggtaaata     18000

     taaaacaaga acttggtatt atgaaaaatc ttttagtatt cttgatttgt ttactttttt     18060

     attagggttg gcactccttt tgcttggtgt gtggcttttg tgccgttatg ataggtttta     18120

     ttatcctttt gccaaaaacc ctttttgata atagtattgt aaaaatatca aaattaaaga     18180

     attaaatatt ttttaaaaat attttataat ttatatacaa taatgtattt atctttaaaa     18240

     cttttaatat ctattattat aaaaaccata atgcaaatga aagtccatat taaaaatatt     18300

     gctattttgg cattggtaat gtttatcatt ttatttagta aaaaattatt tttgggaaat     18360

     gtaataaaag gaaattgact cttgtgtagg tgataaatat cttgttgaga gcaaatatta     18420

     attagatttc cttgagaatc aaaagcaaac caattattat aataaaggtt ttcttctgag     18480

     ttaaaataat tttctaaaaa agtactatct attgtaattg attggctgct ttggttatct     18540

     agtaatgcta aatggctttg aaaaatatga ggtgctaatg ctttatcaga aatgttatta     18600

     taattgctaa ttaaatatat tttttctcct aacaaaagtt ttttatcagg agtaaaggca     18660

     caaacaggat aatttgttct agattcaaaa gttatgtagc taaaaggatt attttgggtg     18720

     gctatgtttt gatattttcc tttttcattt tgtaagccaa aaggtgtttg gatagttatt     18780

     ttaacgtttt cattgcaaat attttggaaa gtatctaaga gataagaagt atttaaattt     18840

     attacatttt tttccaaaat gatagtatat ataaaagtat tatcggaatt atttacaact     18900

     ttttggttaa tgataacccc taagttgata ttttgggcat tgtaataatc ttggcataaa     18960

     actatagttt ttaacatatc ttctttaatt atttgttctt tattatcaaa aagattataa     19020

     aaagtatttg gctttatttg gtttttggag gtagttttgg ttgatttgat attggtttct     19080

     aaaatctttt tttgtttttc taaaatgctg tgataagaaa aagtttgttt agtaaatgat     19140

     aaaaacattt tatctatgtc aattttaggt atttgaattg tttcttcata acttttttta     19200
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     tttcgatgca actttctaaa attggcggtg gggtttcgat taacatcact aatttgcgtg     32640

     ctaaaggtga atctatcaaa ggcattaaag gtgtgtgcaa aggtgttgta ggtgtgtgca     32700

     aattattaga ccacagtttc cgttatgccg atcaaatggg acaacgtaca ggcgctggtg     32760

     ctgtttattt gaacgttttt cacgccgata tcattgattt tttaagtacg aaaaaattaa     32820

     gtgctgatga agatgttcgc gtcaaaactt tatctttggg cgttgtagta cctaacaaaa     32880

     tgattgaact tgcccgcaaa aatgaagtta tgtatacctt tttcccgcac actgttttcc     32940

     tagaatacgg taaaaatttt gctgatattg cagttgatat gagctattgg tacgacattt     33000

     taattgtcaa tcccaaagtg caaaaaaaag ccatcaatcc gcgccaactc ttagaactta     33060

     ttgcccaaat gcaaggcgaa tcaggctatc cttatttaat gttttgcgat aacaccaatc     33120

     aagcaaatac ttcagatctg aaagtcaagt tttctaattt atgcactgaa atccttcaac     33180

     ccaccatcac ttcacattac aaagattacc atcaaaccca acaagacgaa attggtatgg     33240

     acgtttcatg caatctagca tcaggacata tggggaacat gattactaac aataccattc     33300

     aagaaactgt ttttatggca atggaagtaa tgaactgtgt ttctgaaaat acaaacatta     33360

     gttatgttcc agctgttgca aaagccaatt ttcttaaccg cagtgtaggt tttggaatca     33420

     tgggtcatca cggcttttta gctcaaaact acattgcttt tggaagtgaa gaaaacaaag     33480

     atttaattga tgtttttttt aacgctatta atttttacag cctccttcat tcttgcaata     33540

     aagcaaaaac cacaggcaaa aagttttatc gttttaaaaa atccaaatac gctgatggta     33600

     gttattttaa caatcgtggt gaaattttac ctaaaactaa caaaatcaaa aaaatgttcc     33660

     aaaatatcac ccttcccacc caaagcgatt ggaaccaact caaacaagat gtcatgaaat     33720

     ttggactcta caattctcat cgtcttgcaa tagctccaaa cggatcaatt ggatatatta     33780

     tgggagcaac tccttccttg actcctgtaa aacaattagt agaggaacgc acctatggta     33840

     actctaaaac ttactgtcca atgcctgcat taaagcaagc ttcctttatg tacaccactg     33900

     cttataaaat aaacaaatac gatctcattg atgttattgc tattgcccaa aagcacgttg     33960

     atcaaggtat ttcttttgaa cttggtatta catctgatat tactacgcgt gaattacaaa     34020

     aatactatct ttacgctcat cacaaaaaga taaaaaccct ttattacaca cgaacccaaa     34080

     agctaaaaat tgatgaatgt gaggcttgtg gtgtttaaaa acaccttata aagctgaata     34140

     aaaaataatt aatggaataa aactttgatt aataaattat atttataatt ctcagtcaag     34200

     tttgactgct tctcgtactt agttttttgt gattttgttt ttttgttaaa ataaggctat     34260

     cacatggata gtcttttttt attcttaaaa ataattattt ttctcttaac tccttttata     34320

     ttaaaataaa tattcctatt attttcccaa aatacaaatc ttacccaaat aaattgttca     34380

     ttatttttca aattataatc ccacaaaata accctttcaa tcttatccca attaatttat     34440

     actaaaaaaa caaaatccca aaaagaaaaa ggagtaaatc aatgaaaacc aaaaaccccc     34500

     aaccccaaac aaattccaaa atccattttc aaggagctaa ctggaatgta ttagaagaca     34560

     aatataccca ttttttttat gaacaaaatt taagtcaatt ttggcgtcct gaagatatta     34620

     gtttgcaagg cgatcttgct gcttggagcg aacttaccat agaagaaaaa actgcttatt     34680

     cacgcaatct tttagttctt acttttttag atacttatca aggtgatttg ggtatgccca     34740

     ttattgctcg ttctttagaa gaacatgaac accaaaaaaa agctaccctt aattttatgg     34800

     gagctatgga aaatgcagta catgctaaaa gttattctaa tatttttatg agctatttaa     34860

     ctaacaaaga aattaatcaa ctttttttgt ggggtaacca acaaaaaagt cttcaaacca     34920

     tgatgcaagt aattgtaaaa gtttatgagg ctttggaaga ccagatttat ttaaaaaaac     34980

     aaacttcctt gcaatttatt gaattggaat ttaaaaaaac tcagtggaaa gctatggcag     35040

     tatcagtttt tttagaaact tggctgtttt acagtggttt ttactatcct ttatattttt     35100

     atggtcaagg gaaattgatg caatcaggag aaattattaa tttaattatt cgtgatgaaa     35160

     gtattcatgg tgtttatgtg gggcgtcttg caactgaact ttatcaactg tttgataaac     35220

     ccaccaaaca aactttaaaa acatggttag atgatttgat gcaacaactc tatcaaacaa     35280

     aaacatcctt agtcaatgcc atttatcata aattaaattt agaagatgat gttaataaat     35340

     ttgtgcgtta taatgccaat aaagctttaa tgaatttggg ttttgatgct ttttttccat     35400

     ccgaaaatgt aaaccctgtt atcattaatg gacttaatac tgagactaaa actatggata     35460

     acttttctat gaaaggaaat ggttatcaaa aaatgcgctc tgaggcgttg caagatgaag     35520

     atttttattt ttaaagccat aatcaataat caataatatt tagttttata ataattcctt     35580

     tattttttat gctaaaataa gtatttttgt tttgcaaact agataattat ttaattaatt     35640

     tatatatttt tataatttta aatcaaatga aaaattgttt tgttaatcat ttataagaat     35700

     taaataattt agatggggcg taaatacaat atgaatatat atatatatat atatatatat     35760

     ataactattg aaattatgat ataattttta ttatttaatt attatttgta ttcctttttt     35820

     tattagaaaa gaaaattgat aatttaaaaa ttacttaccc caataattta aaatataaaa     35880

     tcattataaa aattttagaa tttatattaa tgttttcttt tttatttatt tttaagatat     35940

     ttaaaaatat taaatactcc gattaatttg atttttttag tattatgctt tttttagctt     36000

     tcatccaaga aaaaaagaaa aaacattaat ttaaattcaa atttttgaat gttctagatt     36060

     atttggtagt attttttatt tgttttactc tctttttatt tttttatggt ggttttaagt     36120

     aattaggaat tgagtttaga atatttaata ttgtgtgttt gattctttta ttaattgatt     36180

     atagatgttt taatattttt tctaatatgt tatttaaatt tatttataat aaataaaaag     36240

     aacaaaagaa aaaaattata aggtacataa aaaatgattt tttttagatt ttatatttga     36300

     taatcctgat tattttaata aatttttaag aaaaaatcat aatcataaaa atcaaaaaac     36360

     taataaatta attgaaaaac atatttttgt taaaactaaa aaaactattt tcttatcatt     36420

     tttttcctta atttatttca ttttctgttg ggattatttt tattgatttt taaataaata     36480

     tcatagcgaa ttatattcct ttttacaaac taaaattaca aattaccaag gaattaattt     36540

     tatttatagt agggcttaaa ttaatcatta ttttgatatg ttgtttttat aaactaagtc     36600

     tttatttttg gcatcaattc ttaccaatat ccctttattt gattacttta ttagttatat     36660

     ttttatgcta ttttattttt ctcctttcat taatacattt aatcctatta ttgcctttaa     36720

     tatctttgct aattaatatt ttgattttag tttttattat tagttttatt agtaaaatta     36780

     ttttttttat attattatta tttcttaaat atcttttttc tcattagtaa tttttattat     36840

     acgaatacta agatgaattt atgttttata tcaattagat aattttttaa aaaataaagt     36900

     tattaccaaa gaatgctaat agattttatt taatttttta tggctttata gtgtggaagt     36960

     gttttgtagt attttttaac tttttatata tgttgttatt tatttaggta atttaaaaaa     37020

     atgataaaaa atgaaattga atatttacat taaaataaaa ttaaaagaag tttttatatg     37080

     ggcttttttg gatctttaat taaaccttcc aaaagattta aacttttaat aaatcaacac     37140

     aataaaaaaa taacttatct ttatttgcta atatattttt aggatttttg tattatggta     37200

     taaatttgaa ttttataaga attgttttat ctttaatatt tagtaatttt taccttaatt     37260

     atgggcactt taatgtgggt tataactttg gaaaatttag atcttttttt attaaagaga     37320

     ggattcctaa aaaatatgaa tggataatta taattatttt tcgtttatct aattataaaa     37380

     aaatatagta ttataattgt aatccaacta atactaactt agaaaagtta gttttttaaa     37440

     aataaattca ttttgtaaaa ttgctatttt catttttttg ttcctctttt ttataaacaa     37500

     gatataaaat ttataaagaa aaattacaat taaatatttt ttttagatat tttaatattt     37560

     ttataattaa aaaatgttat aatacaaatg taaaaatccc ttttatttaa agtgttaaaa     37620

     gttggttttt tattggtttt tcttttgact tgaaagtatt tgttttgaaa gtattgtttt     37680

     gcgttttttt aattttttat taaaaaaagg agttttaaaa tgatagaaaa ttataatttt     37740

     acctctaaat ctttggaatt tgctaaaggt tttaaagctt ttattgctcg tggtaatgtt     37800

     attaatttag ctgttgcagt tgtaatagga caactttttg ccaaaattgt aagttctttg     37860

     gtagcagata ttattatgcc tcttttttct ttgttattta attatactgg ggctttaaaa     37920

     gatttgaaat ttacaattaa agctaatact tatctttgtt atggtaattt tttgcaaact     37980

     attttagagt ttttgttgct ttcttttatt atttatacta ttttaacttt aatgtcttgg     38040

     aaaaatcctt tgcaaaagga aaaaaccgat aaaaatatgt tgcttttaca acaaagtctt     38100

     aataaagaaa ttgctttatt agaagaaatt aaaaatattt tgaaatcaaa taagtaattg     38160

     caaattagta ttaacaataa atgttattta gttgttattc aaacaattat aagggactat     38220

     ttttaatagt ctttttttat taagttttat tattttaatt atatttatta ttctttttgc     38280

     ccttattatt gtttggaaag aaattgcaac aaaaaaataa ccatataaac aaaagaattg     38340

     tgagtttaga ctaatgaaaa ttatttggaa atatttattc aaatacaaaa tgttactgtt     38400

     gttaaattta attgctgttt tgtttgtttg ttgtagtgaa ttgggaatcc cttttataat     38460

     tggtaagttt attattgatt ataataaaaa caaacttgat cctttcgcac ttttagggct     38520

     tttaacttta tgtgcttgtt gtggctttat aggaaatcta attcttaatt attgtgcttc     38580

     caaagtatca tccttgcttt ttcaagattt aagtggtgat atttttcaaa aagtacaaac     38640

     tttttcaccc actgagatga aacaattagg gatttcatct atccttaact atactacttt     38700

     ggatgttttt caagtaatga atttcatttc tgttttttac cgtactgctg ttgtttctcc     38760

     tattatgctt gtagttagtg ttattactat tttttatgta gcttcttttt tgcttttagg     38820

     aattcttttt gttgctcctt ttttagtttt aacactattt attattctta aaaaatccta     38880

     tattttatca caacaacaac aaaaaaaatt agatgaatta aatgttatta ctcgtgaaaa     38940

     tttaattggg ataaaatcta ttcgtgcttt tcgtcaaagt caatatgaaa cttctcgttt     39000

     ttctaaagta aatcataaat atagtttttt ttctattaaa ttatttaatt ttatggtttc     39060

     tattgatcct atcttttatt tttttttaaa ttgctctatt ttgattaatg ttggggtagg     39120

     agtgcatttt ttaactcaag acaatcctgg ttttactaca ggcaaacttc tttcatgtat     39180

     tgattatcaa tttcatgttt tatttgctat tttggatttt ttattactct ttatgatgtt     39240

     tcctaaaact ttggtatctg ttagaagaat tgaaaatgtt ttaaatgtta cccccaaaat     39300

     aaaaaatgtt tgcaaacctt taaaaccaca aatgcctttt caaactttgt cttttgaaaa     39360

     tgttactttt acttatcctg atgctacaca acccacgtta gaaaagatta attttagtat     39420

     gaaaaaagga caaattgtag cttttgtagg tgctactggt tcaggaaaat ccaccttaat     39480

     aggtcttatc ccccgccttt atgatgtgtg cgaaggcgct attaaaatta atgatattga     39540

     tattaaagaa tatgatctta attatttgcg taataaaatt agttttattt ctcaaaaaaa     39600

     tgttttattt aaaggaacta ttagaagtaa tttagctttc ggtaaacaaa atcctcaaga     39660

     aaatcaaatg aaagaagcat tgcaacttgc tcaagcttat caaattatac aaaataaaaa     39720

     tcataaattt aatgaaatag taagtgaatt gggtactaat ttttcagggg gacaaaaaca     39780

     aagactttct atggcaagag gatttcttaa aaaacctgat atctatattt ttgatgattc     39840

     tttttcagct cttgattata aaactgaata tgaaattaga aaaacttttt ttgaaatgaa     39900

     aggccaaaac ttagtgttaa ttgttgctca aagacttact tctgttatta atgccgataa     39960

     aattattgtc ttagaagaag gaaaaatgaa agctataggg actcatcaag aattaatgaa     40020

     aaattgtctt ctttatcaag aaattgccaa atcccaaaat ttagaggttg ttttatgaaa     40080

     agaattttga gatatttaaa gccttttaaa aaacaaatta atttaggact tttcttaatt     40140

     tttctagcct ccctttttaa tgtttttttg ttttattttg aaggtagatt tattactgat     40200

     gaaattcaaa aatattataa agatcgtagt tccttttctg ttcctttttt tggcaaaaac     40260

     attatgcatt acattatctt tattttatgt attaatctat ttttatattt gtttgttgtt     40320

     atgtgtcgtg ttttttttaa taaaatgtta atttcatcta ttcatcaagg tatgagagat     40380

     ttgcgccaag atttgcaaaa aaaaaatcat cgtttaccta ttaaatactt tgattctaat     40440

     actttaggaa atattatgag tcggatgaca aatgatattg aagttatttc taatgcctta     40500

     caacaatctt tttctattat gttagcttct tttttaatga ttgtaatgat tatttgtttt     40560

     atgtttgttt tacatctttt tttaggtatt attgtcttta tgatgattcc tttttccttt     40620

     tatgctattt ataaagtttt tgctaaatca cagaaaatct ttattcaaag gtttgatgaa     40680

     tcagggaatt atcatggttt tttacaagaa aaatatactg gatataaaga aattatttta     40740

     tataatcaac aaaatacagt tattgaagag tttagttatc aaagcaagtg tttagaaaag     40800

     ttagttttta aatctaattt tttgtctgga ttaacttcac ccattgtatg tttgtttact     40860

     cattttactt taattgcagt tagtatggtg ggtttttttt tgattgaagg ccataataca     40920

     tctccttttt tagctaaatt aggagtagga gttattggaa taggactttt tagatgtttt     40980

     ttacaatttg tttggcgttt aggcaatccc attattgaaa taggtcatat gtcagtttta     41040

     ttacaatctg ctaatgctgc ttctagaaga gtatttgctt ttttaaatga aattgaagaa     41100

     gctcctgaag tgcttaaacc tcaagttatt gctaatcctc aaggagaagt tgtttttgaa     41160

     aatgtttttt ttggttataa taaaagagat atgttattaa ggaatattaa ttttgttgcc     41220

     aaaccaggac aaaccatagc tattgtgggc cctacaggtt ctggtaaatc tactttaatt     41280

     aatcttttaa tgcgttttta tgatattaat gcagggacta ttaaagttga tggagttgat     41340

     attcgtgaat taaaaaaaga taatttaaga actatttttg gaatggtatt acaagatact     41400

     tggtttttta aagatactat ttggcaaaat attaaatatg gcaaacaaga tgcaactgat     41460

     gaagaagtaa tacaagcagc caaacaagct caagtgaatt attttattaa tactaaacct     41520

     aatggttatc agatgcaaat taatgaagaa gcagataatt tgtctcaagg agaaaaacaa     41580

     ttaattacta ttgcaaggac tattttaagt gatcctaaaa tattaatttt ggatgaggct     41640

     acttctaatg tagatactag aattgaaatt ttgttacaac aagctattca aaagttaatt     41700

     caaaacaaaa ctgcttttgt tattgctcat agattatcta ctattgttaa tgctgataag     41760

     atattagtgc ttaatagagg ggctattatt gaacaaggaa cacatcaaga attattaaat     41820

     tataaaggat tttattataa actatatcaa agccaatttc aaaaataata tataatatta     41880

     atattaaata taaagaccaa atatttatat agttggtctt tcttttctaa aaatattctt     41940

     agaaaagaat tgagcgttaa gacaaaaatt atttaaatat tttttaaaaa aataaaaaga     42000

     atttagaaat tcgtaatcaa ttaattgaac ttcattgatc attagtaaaa aaaatagttt     42060

     aaaattcaaa tattacccta aattgttaac tagagaggtt ttgtaccaag aaggaatctt     42120

     agtattaatc aaatacctca attcacctta aatccaacaa aaaccaccaa atcaaataat     42180

     atcattttta aagaaaaaaa atatgagcct gatagaataa gaaacctcaa cccaaatcga     42240

     ttatggttaa aacaaataaa tcatgaatta ctgcttaaaa aattaaaaac caaattttta     42300

     agttttgtta taaccctaga caacataaaa gaatctcacc aactaacttt tgccgtgttc     42360

     cgttttatta gacaactttt atctttaaaa ttgttcttta aaacttaaaa ttaagtgata     42420

     atttcatatc ttttcaaacc aacaaaaaat ttaaattata taaaaaagtg tctaattttt     42480

     ttataatttg ttagtttcaa aagatatttt tttaaatatt ttaccccttc atatatataa     42540

     ttgcttaaaa aaagttaaaa acactcctac aaaatgaaaa gaaaatattt tttttacgta     42600

     attatattat tttattttaa aaaagggcgc aaaaagtaac ctttttcaag gttaacattt     42660

     aaacaattaa tcaatttttt ttatatcaag ttttgagaat attgaattgg tgaattatag     42720

     tttaatttag ttaatagcca tttttgattc caaaaagcag gaaattgttt aatgatagtt     42780

     tttattttgg ccattgggtt ttggaaataa aaaaggatgg cggtgttcta aaatgctttt     42840

     catttgaccg aaaaagtttt aaatgacagc gttatcacgg gtagtggttt ttctggacat     42900

     gctgattaaa aaacctttaa catgagaagc gacaatttga ttgttaaaag agtcgataat     42960

     acaataaaaa tataaaaaac cttgttgagt tttaaaataa gtgatgcctg tgaagagttt     43020

     ttgcatcggt tcataggttt taaaatcttg gttaattaaa ttaagaacta tttttaattg     43080

     agattttaac tgttggtaat gatatttatt tttttgattc ttaaacgaca acaaatactc     43140

     ttttctttca tgatgtgata aacttttttc ttagtgatgg tttcattaaa atttttttga     43200

     tataaattag tgattttact atggccaaat aaatattcat gaattctgca taaagattca     43260

     atacgttttt gttgtaaaag atatttttct tgttttagtt taattttatg gttaactttt     43320

     aaccaataat aataagtact ccttttagtt tgaatcgttt ttaaaatagt ggttatattt     43380

     aaatcatttt gaaactttcc cactaaatta aatatatttt ttttctatct tttctatttt     43440

     tttaataatt tgttgtaata attttatttt ttgttttaat ttttgcatct taacaccaat     43500

     gtatcttata tttttttcat tatatcaaca attataactc tttaaatgtt ttttaacgcc     43560

     attaaataat ttattaatgt tattttttgt ctaatatatg aatcaccccc cttccatatt     43620

     tttttttatt tataaaacac atacctataa ctggtatggc agttaattta aaaattaaag     43680

     tttatttaat gattgaaata aattaaaaaa ataaaattgt ttttcaaaaa agaagtttta     43740

     ttatatcgat taataataat gatattaaaa atgataattc gataatatca aatatcgagt     43800

     atcattatat atataatgat ataaaatatt cctagttaaa tatgtttgtc tttatataga     43860

     atatttgaag agacaaattg ttaaaaaact gttagtcgtt tggaaatata tttatacata     43920

     ggatgtatct ttttcacccg ataaccttgt tttgttttga ttaagaagaa ttgaatatat     43980

     tttaaatctt cttgacgata ataaacaaca tttaaacctt tcttatagtt tgttttgata     44040

     ggattattat atttatatag tttattgggg tctaattggt ataattttaa gttttctatt     44100

     ttatggatat tgattttgcc aattaattct ttaatgatat ttttagaatc atttttataa     44160

     ttgatttgaa agatatcatg atgggtttta aggggtttta aaattaaagt ttttacttta     44220

     tctttgatag tttggaaatt ttaaaaagag ataacagttt ttgtggggat ttttagtttt     44280

     ttgcctgtct tagggtttct actagtgtag gttttttctt ggttttaaga taaatttacc     44340

     gattttagag gataaaatta cttcttcgtt tgtgatgtaa ttaattcaat taggtcattt     44400

     tcgaatgagt tataaaattc ttctgtttta atgattgagg ttttgttggc ctcaactatt     44460

     tttttaatta attctttctt tgtcattttt gggtttctcc tttttgttgg tttttatttt     44520

     tctccttttg tttttgtttt aataagttaa gaatttaaat gcgaaaaata agtacttttt     44580

     gaaaagtttc aatttgagat tactttcaaa agatgtaatt tacctgaaag aatgttattt     44640

     cacatgatta aaataaaaat aatggtacaa aaagtaccat tataatagaa atagaacctt     44700

     cgcccgagtt ttaaaaaaaa gttaaatggt cttcttttgg tttggaatct aagaaaatga     44760

     cattgtgaat aattattttt gttgaggttt tgttttgtcc ttcgttgtta gtgtattttc     44820

     gacatatatt ttcgaacttt tgtgtaaata tgtactcatg ttttcggctt ggtttctaaa     44880

     aactagacaa ggaatatatt gaactttgtc ctttccttag ttaaccacta attggaaatc     44940

     gattttggga atttgttctt tattactatt gatatattct aggtcatgag aaatattacc     45000

     aattaattaa actttgttta acatttttgg tttctcctta ttttttattc tttgggctta     45060

     tttttctaat tgcatctttt tttagattta tgatttgtga gagtttgaaa tttagttttt     45120

     ggtctatttc ttatttggtg aaagttgggt gttaagattt atttatgttg tctagggtgg     45180

     tgccgaaact ttaaaaaata aataacaccg attttctttt ggcttagttt ggtttttaat     45240

     tttttaagca gtaattcgtg atttgcttgt tttaaacata attgatttgg gttgaggttt     45300

     tttattctat caggctcata tttttttctt taaaaatgat attatttgat ttggtggttt     45360

     ttgttggatt gaaggtgagt ggctttttta ttagttcatt gattgttgat tttatggttc     45420

     ggagttgtgt aaacaatgaa atcataacct aaattttggt aattatttag ggcttgaagt     45480

     aatcctaaga ttacttcttg gtttaaaaaa tggttttaat taaaataaaa aaaccaaatg     45540

     tgttaaaatg gtggtgtatt aaaaaataca aaagaggaaa gaaacctatg atcaaaatta     45600

     aaaaaataat caaatattta tttattattt tagagatgtt tcttttttta ttatcagttg     45660

     gatcgtttta acttaaacag gaatcattaa attgccaaaa gaagaagttc ctattttaaa     45720

     agaaaccaaa gctaatataa aagacgaata ggaagaaact aattataaag taagaactca     45780

     accaataatt aaaattcatt acatatttga tggctttaat ggcatcggtt attatcaaca     45840

     acaaactcaa accaaaaaaa acagttttaa tgatatttta accattcaac acagactcca     45900

     aacccaaagt tggaataaag attgtgatac ttataaccat accactttta acggatttga     45960

     tgttgattct ttcgatgctt aagatgatat ttttatttag ataaatatgt aaaattcgaa     46020

     aaataacaac aatgacgatt aaagactatt gccttggcgg ttgtttcgtt gaaaatgata     46080

     acttcgcatt aacctttttc catctccatt ttaaccctat ccgtcaaatt ttttctcttt     46140

     gccaagataa acataactat gataaaatct aagaagccaa aaaaaataaa agaaccaact     46200

     ctaactggtg ataaaatttt aacaactttc aatattttaa aatgtaaaga aatcaaaatt     46260

     aaaggagatt taattaatgt ttaaaatcaa aaataattta ttaaaatcaa aaatatttgt     46320

     atttatttta ttaggattat ttgtaattat caataatcat caagcaatgg ctgcccctaa     46380

     tgaagagttt gttggcgaca tgagaatagt taatgtaaat ttatcaaata ttgatattct     46440

     taaaaaacat gaaacattta aaaaatattt tgattttaca ctaactggtc ctcgttataa     46500

     tggaaacata gcagaatttg caatgatatg gaaaattaaa aatccgcctc ttaatttatt     46560

     aggtgttttt tttgatgatg gcaccagaga tgatgaagat gataaatata ttttagaaga     46620

     attaaaacaa ataggcaatg gagccaaaaa tatgtatatt ttttggcaat atgaacaaaa     46680

     ataatttttc tgcattaaaa aaggagttaa aataatgttt aaattaaaaa atcaatttaa     46740

     aaaaaaaatt atttttttgt ttgttttctt aggtttatta tttattaata ataaaagtat     46800

     ttatgctttt cctggaatag atttagatgt aagaagacat caattagaag aagaattaaa     46860

     caatttattg ttagaattaa acaatgtttt taataatatg agtttagatt cttcaacgcg     46920

     ttttaacatg atggttgcaa tttcaaacac aatagacaca acaaacaatc aactctcgac     46980

     gataaatcaa caaattatcg aacgtgatcg atgcaaccaa caaagacgaa actaccaaaa     47040

     taaacctaac agtcctagaa gaatttaaat aatttaaagc ataatttttt attttcgaat     47100

     atttttctat ttatagtttt agtaatattc ttaatgacta ataatattta tcaagtaatg     47160

     gcaatgaata atttaaatga tgaaattaat aaactttatt tagaacgaaa tcaattagtg     47220

     atcaaaatta attcgttctt atcaagaccc acaatacaag aacttaatgc aaattatcaa     47280

     aaattaaaaa tattaaacaa aaatatatta atttaaaata taaattaaat gaatttaatt     47340

     aaattcatta atcaaaaacc aagaacctga tgaggttctt ttttttattt aataacatat     47400

     gcaacaatag aaagaaaaaa actattttaa ttaaaaaaat ctttcaatct ttacctatag     47460

     taatctcatc tttttaatca tcactttata attgtttatt atgtcattaa attctatctt     47520

     ttttctgtca aaccaaatat tcactaatat aaaacaagta atagtggttc aattttatca     47580

     aaatttcatc actaagcaac caaatcataa tttggaattt aattaatact tggttaataa     47640

     agataaataa taaccttaat actatcaatc gttatttctt tatttattaa aatcaatggt     47700

     ttaatttatg tttattaata atttatgttt attaataatt tattttatta tttattcctt     47760

     catttattgt atttcattga ttttcttttt aaatgtattt attacctttt ttgtttcttt     47820

     tgttatttag gcaaatatct tttattatta ttaaagaaaa tttttaagaa agaatgatta     47880

     ttattattat gagaatcaaa aagttaaatc aaaggaccaa attatggcat caacacctca     47940

     cttcttgcat gtatatacat ggtggagctg gttctggcaa aactaccatt ttaattgaaa     48000

     aattaagaca aaaagaaaaa acctttaatt ttggtagcta ataatgctac taaaaatatt     48060

     atttatgata aattattttc atcattaaaa gaagattatc cttcttataa tgatgatgaa     48120

     ttagaaaaat atttaaaaga taattatgaa attagaacat ttcatagttt tgcttattct     48180

     tgttatttaa aatataatat ttttaatgaa acagcaaaac aacgaaaatt tattgatgat     48240

     gaaactaaat taaatatttt aaaactgatt ttaaaagaaa atcaggattt aaaattgtat     48300

     tttaaagaac aaagaaaata ttcatttaga aagtttttac aggaattaaa taatttaata     48360

     cgtttaactt ttcaaaaaga aaactgttat tcatctatta aaatttgatg ataaagtttt     48420

     aaaaaaatct tttgaattgt tgttaaattt gtattatgaa aaattaaatt attataattt     48480

     aataaccttt tgatggttta ttaattgaaa ctagtgattt tattgaattt gttgaaagga     48540

     ataatggttt aatttataat cgtcctgttt ttattgatga atttcaagat ttaaattatt     48600

     tttattattt tattataaaa gaacttttat ttaataaacc aaattcttta tattgttttg     48660

     gtgattatac tcaaaatatt tatagttctt ttggttctag tgaacgtatt ttggaacttt     48720

     ttgtaaaaga ttttatacct caaaaacatt tttaaaatgt taattatcgt tctaaagtca     48780

     ttaatatcgt taaagcagct aatgaattaa ttgataataa ggaatattta caattatctt     48840

     ttagtgaaaa aaaatataga gattttataa atttttcttt ttttgataat ttttatcaac     48900

     aagttaatta tttgtgcgaa aaaattaaaa attctttaat ttattctata actgttcttt     48960

     gtcgtagtaa tggtgaatta caaaaactta aagatgagtt tgaaaaaacc aaattccttt     49020

     tactatatct gataataaaa gtaaagaaaa tgaaattgtt ttgtcaacga tacatggata     49080

     taaaggatat gaaaatgaat gtgtttattt aattggttgg caaaatcgaa atgaatcaca     49140

     agataaagtt ttagaaaaaa aattaattta tactgcaata actcgcgcta aacatgatat     49200

     tgaaatttta actttaaatg attcttctat ttttatagat tatttttatt ctttaataaa     49260

     aaaaaaatta atttctgata attttacaaa aggattaaat gataaaattt ttgatttaga     49320

     ttatttaaaa atttgtttac ctaattcaaa agatatagaa atttatgatg aattatctac     49380

     tactattaaa atttataatg aaaaagttaa ccaattagaa aaacaacata aatttaatca     49440

     aattactgaa tcttattata agaaatgtta tttaaaatta tgtgttttat ttaaggaaat     49500

     ttctaaaaat atttataaag tacaaaaaaa gataatggct atgagactcg tttaaaaggg     49560

     tttaattatt atatgtttga acctttggaa cgaattaaat gttataaaaa acatttaaaa     49620

     gaaaaaaaga agaaagaatt ttgtcattaa gtgatgatga tttgaaattg gattattctt     49680

     taaaaaaaca attaaaagaa attaaattgc aagaaattaa accaaaatca aaaattttaa     49740

     ggcattatcg agattcttca caaaatgcta aggataaact tttatataat tttaaagatt     49800

     ctactaaaaa aatatctttt tattactttg acagctcctt atgatgattt acaaagcaaa     49860

     actataaaat atacttatga acctgatatt atggatcagg taaggaaacg ttttattcgt     49920

     ttagtgagaa aaaaatattt attaaattta tttcaacaat gctctcaaaa agatttggtt     49980

     tattccaaaa tgcaagattt tcgttatttt ttggtctttg gaaactacta aattaggagt     50040

     tattcattaa catattattt ttaatattga tgttttaaat tcttttggtg tatattctcg     50100

     ttatttgtgt actgataaag attatgcttt gggtttgaaa aaccgaccta ttaaaggaaa     50160

     taagagtatt ttttatgatg attatttaat gcataaaata gatgaaaaag gtaatattaa     50220

     aataactcaa aattattatg agaaaaagaa tgttaaagtg tcaaaaatta ctttgctttg     50280

     ggctaatgct tatgcatctg ttatgaataa aaataatata aaacattata aacatttaaa     50340

     tccaattagt caaaacgttc aaatttttag accatcaaaa acaaatcttt tatttgaaaa     50400

     aattgaaatt agtaaatgta aagtttttta taaaggcact tttgataaaa aaagattatg     50460

     ttaataaagt tgtttcatat gttagtaaat atgtctctaa aaatgataaa caaattgaat     50520

     caaattctaa taaaggaatt gatttttata gtcgtcattt gtttggattt tctcgtacat     50580

     gtttttcttg tcctcaagaa tcttttttag cattattccc ttatgatata attaaagaaa     50640

     tagaattaag ttcatttcca attgttaatt ttaatttttc taatatattt gaatggaata     50700

     ttaaaaaaat aattaatgga agaaatatta aaattccaca taatttaact ttattgttta     50760

     aatcttatat gactccaaac ccagttcaaa attctaatta ttttagttta aatttatcta     50820

     gtattcaacc aaaaaattat tttcttaata agaattttaa aaaatatttt aaattacaaa     50880

     aacttaaatt aaaacttaaa aaaagattat gaaaaaaaag atattaaaat attaaataaa     50940

     gttgaatgtc aatattggta tagatatctt gaaaataatt atattcaaag ttttcaactt     51000

     tctccttaat tttattaaat tagtttaaat taaatatttt taattaattt tgctgtctaa     51060

     ttattggacg gcttttgttg ttggaaaaaa ataaataaaa ttatttataa attacaaaaa     51120

     cttaaaaaaa aattattaac ctctttttaa aacaaaaaat tagctaaaca tttgactgtt     51180

     tagctaattt ttttagttgt tattaagatt tttctttgag tttttttatt ttatcaataa     51240

     tattgtaatt atttttgctt aaatcaatct tatcaaaaga atcttttata atgttttccg     51300

     aaaataaatt tttttttttt aataaaaaaa taagagcatg aaaaaaacaa taaccatctc     51360

     ctttggtgtc ttcgggtttt tgaataaaaa aatgataatt gttatttttc atttctaaat     51420

     caataggatt attatcaaaa agaaaagaag ataacaaatg tttatcatta attattaaat     51480

     taaatttacg ttttaattgt tggcttaaaa aatcaagagt cccttgaatt aaaggagtgc     51540

     ttgcagtttt taaagaacaa cttaaaacat cattttcaaa aaaagatgaa tcgccattga     51600

     aaataagtaa atattgttct ttaaattgat cactttctaa tccgtttaca aattgattta     51660

     aacctaaata tgctaatttg cgtgttaact gcaaagagtt atttggattt ttaaaacaag     51720

     taaaaggttt ttcatttttt gaatttttgc aaaatatgat aaaaaaacaa aagaccaaca     51780

     aagtaaaaca aataaaaatg ataatatttt tctttattgt ttttttcatt attaatttga     51840

     atataaattc cttatctttt cttaaattat ttattattta aatttttttt tgatataatt     51900

     ttaaagattg taattcatag ttattataac atttatattg caaaaaattt gtcaaaatta     51960

     tatttttttt gtaatttgtt ctttttaaaa aagaataaaa tctttaactt tcatttcagt     52020

     ttgagcagtt ttgccatatg ttctaaaagt aaaatcattt ttttcatttc gttatcacca     52080

     ataactactt aataaggaat ttttaatttt tgagcttctc taattttata tcataaagtt     52140

     gtttcttttg aattaatttc tactctgaaa ccttcagata aaaaaagatc ttttattttt     52200

     tgagtatatt ttctaaattt aaagaataag caaaaggaat taaaattact tttaaaggag     52260

     caagcacatt tcttcaatta aatgagataa aaaacgttcc aaagttgaaa caacagaacg     52320

     atgaatcaca acttggacga caatgtttat tattacagtc aataaaagtt aaattaaatt     52380

     tttgtggtaa taaaaaatct aattgaatag ttgacaaagt ttcttcattt cctaaagcag     52440

     taaacacttg atggtttttt aaaatgtttt tttgcattta atcacatttc atcatctaaa     52500

     aaatattttt ctttatcttt aggatcacaa taacttaaat taattatttt ttaattttaa     52560

     aatcacgata aattcaaaaa ataattaatt taattttaga aatttatcga tagctttttc     52620

     tttaattttt tctacttttt taaagataaa ttaatttttt aagcgatttc ttcgttgata     52680

     taatatcttt gataatcttc gtttatattt tctaaaggaa taccaaaact taaatagata     52740

     attttaaatt cgtttttact tagttttttg cttattaatt ttaataataa ttcatggttt     52800

     gcttgtttta gccataattg atgggttgtg tggtttttta tcgggttcat atttttcttc     52860

     ttaaaaagga agattattag ttttttttgg gttttggggg ttttaaggtg agttgctttt     52920

     tcttattagt tcttttattt ccgattttat ggttggtgtt gtataggtga taaagtcata     52980

     atctaaattt tcgtaattat ttagtgcttt gattaatcct aaaaaccctt cttgatataa     53040

     atcttcttta gttaaaacta gcagataata tttaaattgc ttcactattt ttttaactaa     53100

     tggtaaatga aattcaatta attgatctct tatttctaaa ttctttttat ttttatgaaa     53160

     tgaccttaat tatccccacc aaactcaaat tcccttagat gttattttag ataaaaattt     53220

     ggaagactta agcatcacac cactcaaata caaagaaatg attaaaatag aaaaacaatt     53280

     ttttgtcaac ataaatttat catttagtta tgataaaagc aaaaaaaatt gattatgcaa     53340

     ttaatttagt ttatcacttt aattagaaaa acaagcagaa attatcgtta tttaccacat     53400

     ttaaataact aaaaacacaa acccacttag aaaattaccg tctagccatt gatggaatta     53460

     tgactaaatt aaaaaaacta gccatttaat taaacattgt tattatcatt ttatctcaat     53520

     tttcaagaga tacatacagc aattatcaag gtaaatcaac agaaataaca gctttaaaag     53580

     gaagtggtgg aattgaaact aattcagata tcgtcttaat gatgtctgaa ttcaaaccca     53640

     aactatccaa agaaaaagaa aaacccataa atatatataa ttcaacctta gaagaactat     53700

     attcagacta taatgacaat gaaaatcaaa aaataatcga agtatgtatc aaaaaaaata     53760

     gaagtggtac caaaaaaacc ttaatttatc actttgaaat gaccactcaa accttccaag     53820

     aaatcggtta tgttttacct tatcaaatgg aaacttatta ttaatcaaaa aaactaggag     53880

     ttaaaataaa tgaattttca agaaaaaata aaaaatattc aaatcaactt tcctatgtca     53940

     gttttattaa aaaaattaaa tataatacca ccaaaattca atcccaaata tcgttttcct     54000

     tgtcccattc atcaaggaca aaacccaact tgttgccatt taacttcaga taataaaatt     54060

     cattgttgga aatgttgtaa agattacgat attattgatg tttatatgga aataagagaa     54120

     attaaaacct tcaataacgc tcttgaaaaa atcaataact ttatgaaaac tcaagaattt     54180

     aaaaacttaa tccaacaaca aacttcaacc cctaatattt cttacgaacc ttttaaatat     54240

     caataccacc acaataaaat caacaaccca attgatgaaa aagaaattaa cgctacaaaa     54300

     acacaattat ttaaagaaat atcgccttta ttcaaccaaa ttagagatta ttatcattga     54360

     tttattaacc actaaccgaa ataatgaatc tcacctagga ttagaatatt taacccaaaa     54420

     aaagaaaatt aactatagaa actattaaag aatttaaact aggttatgcc ccattatctg     54480

     ataagccttt atcctttcgt ctattaaatt attgtaaaaa gcaaaatatc gatacaataa     54540

     aattaattga atatggtttt attaaagata aaaccaatca acaaaataaa acatattatc     54600

     acgatacttt tcatggttct atcattatcc ccattgaaaa tggatataat aaaacatttc     54660

     atttttatca aaataacttt cgcgaagttt cttatttcca acctaaatat aaatccctca     54720

     atatttttag tcaaacacct acttttcatt tcagttatcg tttttttgaa gcgttacctt     54780

     atattaaaca aatgaaaacc attattattc atgaaggttt tttcgatgtc attagttgtt     54840

     ggcaaaacaa tattaaaaac gttgtcggtc tcatttgtgt cactcaacta ctttctaaat     54900

     cacaaataga aattctaaaa aaagaaaata tcaaagtaat tattgcctta gataatgatg     54960

     aaacaggtca aaaacgaagt gaagccttag gagaacaact taaagaagaa aatattattt     55020

     acgaaattag acgcatttta ccaccttatg ataaaacttg taaagatgtt gatgatttat     55080

     tgcgataatt cagaaaagaa gcatatcaaa aatgtttttt agacccatac attacttatg     55140

     aagaggccaa aaaaaatcat agtcgattta gctatttatt tttttggaaa agacaaagta     55200

     gaaataattg attaaaatta ttgctttttt taactaatat attaaacctt acatgtataa     55260

     taacattaac atacctccaa acacgcgcat atacccctaa attttgcgat tttatttttc     55320

     acaaattcgg ggatttttat ttttataaca aaaaaccaaa caaaaggaga aaaatatgaa     55380

     aaaagaaaca aatcaaggaa tcattagggg cggttgggaa acaaaatcaa cccccaacga     55440

     cttagttcaa atcaaaaact ttttacaaac attaaaagga gaattattaa atattacaat     55500

     tgtttctcat tctaaaaaga aaaattccta tcaacaaaca aactaccgcc ctaaaaacca     55560

     aactctattt gtagaccctc aaatcttaga tgaaatgaaa aagtatagaa tagaaataat     55620

     caaaaatcac tcttccgaaa acgataataa tctaaccctt accaacccaa taacaccccc     55680

     caaaacacca aaataatacc cttaaaacac atttccctat cttccaaatt aattatctta     55740

     acgaacaaaa agattatatt aaagaattaa taagtaagat aatcatagac aaactagaaa     55800

     ctttaaaatt atataaatta gatgataaaa aagtagataa atataacaat cctataaaaa     55860

     caaattataa aaaaggatta aatgttattt attatcaatc ggaagattta aaacacatca     55920

     aattattttt aaccaaaaat aaacagggct atcgggttaa aaaaatacat cccatgtata     55980

     aatatatatc taaaatcaaa taaaaactta actaacagtt ttataacact ttcaatattt     56040

     aaaattcttt gacaaaacca aacattttta aggagtgata ttttatatat tatatcgata     56100

     atgataatga tactcgatat ttgatattat cgttgtatct tttatctatc attattattt     56160

     ttcgatatat aaataactcc ctatttttcc tttccattat taaaaagagt cgtttaaaat     56220

     tatccaaaca caatacccta acgcgctgaa gcgctaataa caatcataag tacacataaa     56280

     taaaagaaga agaaaaataa aaatccccca gttgcgcgct accccctttt ttaaataaat     56340

     ataatcattc agagttataa tggttatgta tatgatataa aaaaaggaaa caatatttaa     56400

     atcatgaaaa aaatagctaa aataataaga aaaagagaaa caaaaaaata aattattaca     56460

     aactctaatg aaaaaaacca aaaaactgat aaaaaaactg ttttcgaatt agttaaacaa     56520

     tttaatcaaa aactaaattt aacaaccatt ttaaaaacta tcaaaaccaa aagaagcact     56580

     tattattatt ggttgaaagt cgaaaataaa ataaaaacca aaaaagaaaa atacttatta     56640

     caacaaaatc gcattaaagc tttatgttta caagaaaaat atttttgcgg tcatcgtaaa     56700

     atcactgatt tataccaaaa aacttttaac gaaaacatta ccaagaaaaa aatttatact     56760

     attatgaaag aaaacggtat tttttgtcgt ttaagaatta aaaaaaataa atattattat     56820

     aaaaataatt taaaagctaa attaaaagtg gtagacaatt taattaatca agactttata     56880

     tcaactaaac ccatgaaaaa actatttacc gacatcactt attttaaaac cccccaagga     56940

     tttttatatt tttcttgtat tattgattct ttcaacaacc aaattatcgc ttcccacact     57000

     tccaaacatc aaaataaaga attagtttca aacactatta aaaaaattcc caaattaaaa     57060

     taaccttgta ttattcattc cgaccaagga acagtttatc aatcactaaa aattcaacaa     57120

     actttaacga aaaaagtttt tttaatcagt atatcaagaa aagctaattc acgtgataac     57180

     gacgtaattg aaaacttttt aggcaaaata aaaaatatct tacaacatca acatcatttt     57240

     ttatttcaaa aatctcctga aaaaataaaa aaattaatca attatttccc taaattttgg     57300

     aacaatcaat ggattttagc taaattattc atcgccaaat caatattccc caaagtttta     57360

     tataaattat ttttttaatt taattttaat ttttagtctt gaaaaaaaat gctatctttt     57420

     tgtatgcttt tttgaccaaa ataacataat tacgtaaaaa aaataattat aatttaatct     57480

     tatatggggt ggtttaagtt tttttgccta actagatagc gtaaatagaa aaaaatataa     57540

     aaaatatctt ttcaaactaa agaattatca aaaaaatatt tctttagttt gaaaagatat     57600

     gaaattatca acttattttt ttagtctttt ggaagtttag ttagaaggtt tgagagtgct     57660

     gtttttttaa taaaacgact attccagcaa taattgcaac aacaactaat aaaaataccc     57720

     aaactttatt actttttagg ggcattgata atttatatta tttgtctcct ttgggtttaa     57780

     taggaaataa aaaattttct cttactttcg ttttactttt tttgagtaaa aaacgttaaa     57840

     aataatttaa ttatttattt tttttaattt attaaagctt taaaatgatt aaatatttaa     57900

     ataaatatta aaaaagtaaa aaaaatatta attattttat taaataaggt ataaaatata     57960

     gacggatgat tatgttttgt cataatttca agatcaaatc aaccttcaaa aatatataaa     58020

     atacataaag aaatataaaa ggagattttc agttaaatga acatcaaaga aaaagcatta     58080

     gaaatgcatg aaaaaaataa aggtaaagta ggtgtcgtaa gtaaagtaaa agtacaaaac     58140

     ttagatgatt tatcattagt ttatactcca ggagtagcag agccttgttt aaaaattaag     58200

     gaaaatccta gtgatgttta tcgttatact atgaaaggta atatggtagg tgttattaca     58260

     aatgggactg cagttttagg attgggtaat attggtccga aagcttcttt gccagtgatg     58320

     gaaggaaaag ctattttgtt taaggaatta gcagggattg attcttttcc tatttgtatt     58380

     gattctactg attctcaaga aatagtaaat attgtttcta aaatttccac tgtttttgga     58440

     gcaattaatt tagaagatat taagtctccc caatgtattg aaattgaaga tgcacttaaa     58500

     gctaaacttg atattcctgt ttttcatgat gatcaacatg gcactgctat tgtagttgct     58560

     gcaggaattc taaatgcttt aaaagtagtt aaaaaatcta ttgaagatgt tcaagtagtc     58620

     attaatggag caggttctgc agggatggca attgctaaaa tgttgttgtt attaaaagtt     58680

     aacaatgttg ttttagtcga taaaacagga actttatata aaggagtagc taatcttaat     58740

     gagcctcaaa aaaaattagt tgaagtaact aataaatatc aagaaaaagg aactttgaaa     58800

     gaagtactta aagggaaaga tatttttatt ggtgtatctg ctcctggtat tgttacagct     58860

     gaaatggtag ctactatggc aaaagatgca attgtttttg ctctagctaa tccagtacca     58920

     gaaattatgc cagatgaagc taaaaaaggt ggggctagaa ttgttgctac tggtagatct     58980

     gattttccta atcaagtaaa taattgtctt gcttttccag gtgttttccg cgggacttta     59040

     gatgctaaag caactcaaat taccgaagag atgaaaaaag ctgctacata tgctctaaaa     59100

     aatatcatta aagaacaaga tttaaatgaa aataatattt taccaacttc ctttaataaa     59160

     gaagtagtta aacaaattgc tttggcagtt tgtaaagtag ctaaagaaac tggagtagta     59220

     agaaaatgag catagaaaat gaacaaagtt ccccagataa taaagaaaat aataacaata     59280

     ataaagattc taaaaatgtt aatagtgtgt ttgttcctaa aaaaactatt ttaggattta     59340

     gtgtgcctct tttttttttg atgattttag tagtttttgt gcaagttttt gttttgggat     59400

     ttgtgagttt taaaactact aacaaatttg aacctgtatt tcatccatta attacccctt     59460

     tattaatagc tatgcttttg gctgctgttt tacaaaaaat aggtgctaaa acacccctct     59520

     taaaagatat tggagggggt tctattttat gtattttagt gccttctatt ttgtttactt     59580

     atcctttttt taaagatggt tctatttttt tgcaaatgca aaattttatg agaattatta     59640

     tgaaacattt aaatgccgaa tctataacag taaaaattca agaaactaaa tatacttata     59700

     aagcagtagg tttttctaat ttttttgttt ctgctttaat tattggtagt tttttaagta     59760

     tggataaaaa gttattaaaa agttctttta aaaaatttat tcctttaata ttagtatctt     59820

     taattactgg tgctttattt gtgggaactt taggagcttt attacatcct attggagggt     59880

     tagaaaatgc ttctcaaact tctaaagggg cctttttaga tgctgtcttt tatatttttg     59940

     ctcctttagc aagtggtggt atgtcatctg gagttactcc tttaaaaaat gcttatgctg     60000

     ggcagaattt agatttgcaa gaacctttta tgtctcatat gactcctgct ttattagtag     60060

     gaggaatctt tagtattttt gcttctgggc ttattaagaa atttgtgaaa actactaaat     60120

     atagtggtta tggtaaactt gaagttaaag acgttccaaa aaatccaaat aaaaacactt     60180

     ataaactagt tcctgaaaaa ttaagttatc atcaaataac tacaggttta attgctattt     60240

     ttaccttata tttatttagt gttttaataa aagaatcctt aattttatta ttaccaaaca     60300

     ttaaaaaata cctaccagaa tatattgtct ttttagtttt tgtagttgtt ttaatgaaat     60360

     tatttaatgt agtatctgat tattataata gttgtattaa tcaggcttct aaatttgtta     60420

     ctactaattt tacatctgct tttttagtaa ttctaggttc tagcattcca atggaagcga     60480

     tgttaaaaca attaaatttt aaatttgtct tcacatgtat aatgtgtgtt ttattagttg     60540

     ctttagtagc aggatattta ggtaaaaagt taggttatta tccagtagaa tcatcaatta     60600

     ctgcagggct ttgtactaat agtattggtg gagctggtaa tgttgctatt ttatcagctt     60660

     ctgatttaat ggggttaatg ccttttgctc aaatagctac tcgtattggt ggagctttag     60720

     tagtggtagt tgctagtatc tcttatcctt tgttatatta actatatttt atatacataa     60780

     atatgaaaaa tatttatcat aagtatttat gattatttaa aaatattatt ttagtatttt     60840

     attattaggt gatttgattg aaattatttt taccaacgta aaaataacta acatatttat     60900

     atcaaaattc taaaacgttt ttaactatta cggttccctt cgatttgttt atgataatat     60960

     tggggggtgc cgtgatattt ttaaagcaaa acaaactata aaatatatct ttgttaattt     61020

     attcgtatta taaacattta aaaattaagt taaatatgtc ttctttatac aaaccattta     61080

     tttataaatt tagagttttt ataatgtata ttttaattgt aataattact caaaataata     61140

     acaattatat tatgtatata aaaacactta ctaaaaacat ttatcaataa tgttataata     61200

     aaagtatata agagcgtttt ttgaaaatct tattttttcc ttaaccattt attttttcat     61260

     tttttttttt tttgatattc aaagaaatga tttgcctttt ttcaaccata tttaatcaaa     61320

     caaaaatatg atttttttac aaaattacta caggagtaac ttatgtttcc tttgttggct     61380

     aatttaatta ctgtttttag gattgtttta gtatttgtgc ttttgccttt gatgtgtgta     61440

     agtgagcctg aatttgctaa tgttttggct tttcaaatta tttttatagt ggctgctatt     61500

     actgattatt tggatggtta tatagctaaa aaatatcaac aacaaactgt ttttggtaag     61560

     ttttttgatc ctattgctga taaattatta gttattataa cactttttta tatttgtcaa     61620

     tgtcgtttat ctgctacgca aggaaccttt ttattttcag atactcaaat gcctaaaaat     61680

     ttttttactg ctgttattat gattatagtg attagagaat ttttagtaac aggaataaga     61740

     ttggtagctt ccaataaaga aggagttgtt attagtgcat ctttttgggg taaagccaaa     61800

     actgttttta cttttgttgc cataatttgc cttttttttg ggttatatac ttcttctact     61860

     tttgcttgtg atgcagaaaa attgtttgaa tatctaagta atataggtga tatttgcttg     61920

     cttgtttcag ttgttttaac tattgtttct ggatttgatt atttttttaa aaattataaa     61980

     attattcgta aaaacttcgc tcctgagtaa ttaattttgt tatctttttt tgttacttct     62040

     gtttttatta tttttttaaa ttttttcttt taatttttct ttttttgttt tctctctctc     62100

     aatattaaaa aaattgtaat aattatttta tcttactttt ttatctttat tattttgttt     62160

     acaatattta aaaaaacata tttcatcaaa actaaaatac aaaatcaaag gaaaattatt     62220

     tatgcaaaat acacaaaacc aaaaagattt ataagacact attaaggata ttgaaaaaag     62280

     tttggtaaag gtagcattat ggaattcact cccaaactga tctgttacat tttttataaa     62340

     attttaattt ttaaaattgt tctttaagac taaaaaaaat aagttgataa ttttctatct     62400

     tttcaaacta aagaaatatt ttttttgaat taaaaagtgt ctaaattttt tttgataatt     62460

     ctttagtttc aaaagatatt ttttatattt ttttctcttt gcgctatcta gttaggtaaa     62520

     aaaactggaa tcaccccata taagattaaa ttataattat ttttttacat aattatgtta     62580

     ttttggtcaa aaaagcatac aaaaagataa ccttttttca agactaaaca ttaaaattaa     62640

     attaaaaaaa taatttatat aaaactttgg aaatattgat ttggcgatga ataatttaat     62700

     ttagctaaaa tccattgatt gttacaaaat ttaagggaaa aattggtaaa ggaacaagaa     62760

     attattaaaa aatatttaac taataatctt aaaatctata atcatttagt tccttaaatt     62820

     aaaaaaagat ataatataag aaataagcta gcttaaataa gctagcttat tttatattat     62880

     taagttgtta tttttttaat cttttttgtt aagaattaaa tttttgtttt ggaaacgaat     62940

     attagatttg cttttcattt gattccaaaa acgactttct acttcaaaaa tagtttcgtg     63000

     agttaagtgt tttatattgc caatattttt gccataaatt ttgaaatgat cttttaataa     63060

     ttttaataat actggaggat tgatattgtc ttttttacct aaattaataa caacttctat     63120

     aaagttacta ttttttcttt tgtaagagtc gttagaacca taagaaccaa atctagattc     63180

     aaaaccaaaa cgtgatctgg taaaagaatt gttagtatta attcttggag gaatgatttc     63240

     ggtataattt ctttcttttg gtaaaaagtt tttcaataat ccttggataa tttgttcaga     63300

     agaaaaattt tctaataact tttgtgctaa tggatttgga gtagtttctt ccttgttttt     63360

     ttcaataata tttaatattt ttttttctaa atccttggca ttttgtaatt tgatgctttg     63420

     aacagaagga atatctagta aagtgatttt ttcttttaag tagtattcca attttttaag     63480

     ttggcttact tttctgggac taattaaact gtaagctaaa ccttttttac cagctcttcc     63540

     agttcttcct atgcggtgaa cataaacttc gtcttcatgt ggtaagtcat agttaattac     63600

     cattttgatg tcagaaatgt caagacctct tgcagctaca tcagttgcaa ttaagatttt     63660

     gattttgcct ttacgaaaat tattcattac atattgcctt tggttttgtt ttaaatctcc     63720

     gtgaactgca tcagctaaaa agcctttgtc ttgaaggtag gctgtaattt cgtcaacatc     63780

     ttttttagtg tttgcaaata agatagttga ataatccttt tttaagtcta acaaacgtac     63840

     taataattta gctttgtcaa cttcttttac taaaaagtaa ttttgttcga ttgcattaac     63900

     tgcaatgttt ttaacgggaa cttgtaggat tttagtgtct ttttggtatt tgcttgctat     63960

     ttttttaata aatggaggta gagttgctga gaataagaca gtttgtcttt cttctggaat     64020

     cttttttaag attgtttcta aggcttcttg aaatcccatt tttaacattt cgtctgcttc     64080

     gtcaagagtt agaattttta atgctgagag atcgattttg cctctttcta gatggtcaat     64140

     tgcacgtcca ggagtagcaa taattaaatg aggtttagct tctaaagatc taaattgttt     64200

     ggtgtaagat tcaccaccat aaacaacagc gattcttatt tcttgataaa atcttagtaa     64260

     tttttttaat tcttcatata cttgaagagt taattctcta gtagggcata aaattaaact     64320

     ttgggttttt tggatttttg ggttaatttt ttcaataatg ggaataccaa aagcaaaagt     64380

     ttttcctgtt cctgtttgag cttgtccaat tacgtcatgt ccttttataa tttctggaat     64440

     tactaatgcc tgaattggag tagtatcgat aaaattgagt tcttttaaag cttttttagt     64500

     ttgctctaaa ataggtaatt gttcgaataa agtattcata aattcctcat ctttcttttt     64560

     taatttaaaa ttaaattata cagatataaa tataaaatgt ttactaattg aattaaaaca     64620

     ttaaaccctt tattgtttga agttattatt tgtagttgtt gaataatcaa taatcttgaa     64680

     aaaaggaatc atttcaaaaa ctatcaactg tgtatttgat gtcattttta ctttaagtaa     64740

     aaaagttgta agacttaata tttttagtta agaccctaat aaaaagtatt ttggtatttt     64800

     gcttttataa caattatggt tttaataata attttgtatt ttgtgaaata aagttaaata     64860

     atcgttaaaa agtaaaaagt tacactaatt tataatagtt ttttgattta taacatttaa     64920

     taatttttta ctgcatcttt aatattatac tttattatgg ttgtaaatta ataaaaaaaa     64980

     caactatttt tgaattaaaa gtgtctttta ttgcttttat tatgtgtttg tttaaatatg     65040

     agaggtaatt aaataatata aaaaaaagac tctcattgga tgagagcctt tatagatttg     65100

     gattaatttt taatatcgta tatttctttt aaagcatttt cgtaaggttt tatgtctatt     65160

     tgactaaatt tattttgagt ttgtaaattt ttaaataaat cgatgtgttg tttaattgct     65220

     aaagtttgat cagcttctaa ttgttctttt tgttcactta attgttttgt tttttcataa     65280

     atcagatttg tttcatctct tatttttatt ttttcttgtt catttgcttc ttcgtatttt     65340

     tcttctaaag tttttatatc tttatttatg tttttattgt taaatgatat atcatccaat     65400

     tggctattta tttttaaaat atttttgtat gattcttttt cgtttttaga catgaaagac     65460

     atttgttgtt gttggtattg tttgcgtagt tctttttcct ttctttttat acgaaaagtt     65520

     atttgcggtt cttcgagttc attatggata atatatttta gtcttttgtt aaaattttct     65580

     tgtgagattt ctattttatt atttatttca gctttattgt cattttgtgt tgagttttgt     65640

     aataaaatct catcagaaaa gaaatgaaaa attgtaattc caattaaaat taaaaagata     65700

     gttgtaataa ggatatattt tttgttgcgg gtcatttagt ttgctttcta ttgtaaaaag     65760

     ttattgtgtt tatcttttgt ccttaatttt attttatcat ttttttatca ttttaataat     65820

     ttattttttt taaaagtgac tttgttttat ggtttattta aaaaagtttg tatttggaac     65880

     aataaaaaag cgtatattat aaagtttttt gggatgtaaa aagatgagtt aaaatatgag     65940

     attgtcaata atgaaataaa tgtttgatag ttgttaattg agttctttgt tgtatattta     66000

     taacattttt tctttaaatt gttgattata atggattttg tctattatgt gtttttggtt     66060

     tttttggata tttaaataac tattataaat aaaactcaac cctttttgtt aaaaaagcga     66120

     aattgtagta agattactat atttgctttt gcaatctttt caagttttgg tcaataaatc     66180

     attgagtatt tcattagaat gggtaaaata attaaagaaa ttataaatta ttaattatcc     66240

     ataaagcgaa ctaggcggcc agccgaagta tactaagatt aacctattgc ccccccaaaa     66300

     aaattcccct ctgaggattt agggttcttt taaaaataat atatattata caaaacgcct     66360

     ttgctgtgaa ctatcgtcaa agtagtagtt ttgtgtttag ggagaacaaa caatgctaaa     66420

     tttaaatgat ttaaatatga ataaagaata tattagttta tcctttcatg ttcttataaa     66480

     acatttaatt caattaaaag gggcactttt aataaagaat aaattaaaga atttgagaat     66540

     aatttatttt tttgttaaga ctactgattt cgggcaaggt tgtttttcta agtttttttt     66600

     tacacttata tcgtcttata aattctattc aaaaatctcg tttaaaaaaa aattatcaat     66660

     taaaaaacag cttttattca acaataatta caagatttaa atgaatctaa taattggaat     66720

     tatttttttg ataataaata tattttaaat aattttgatt atttctatga attagctaat     66780

     attagttatg aagaaaaaaa ccaagaaaaa atagaattta ttaaattaca tatgagacct     66840

     attccttata aatattattt atttttaaga aataatctaa ggaaatttat aaacttataa     66900

     atttattttt taatgattgc tgaaaataaa gctaaatata attctaataa tggttggttt     66960

     aaaaaagaaa gtaaaaaaaa tatccccaat gtttttaaat tatggtctga tattttacgt     67020

     gataatttac ctaatttaaa actattaaat tctcgttctc aaaatttaca gatattttgt     67080

     taaaggtaaa ttagataata ctaaaaaaat ttaaattaag gaatgtaaac aattagcaac     67140

     tattattaat aaaaatgttg ctgaaattat ttctgaatat gttattaaat atgatgctgg     67200

     tttaaatgaa tgtaaaatta taaaaaaacc attgcattaa aaaaaattat ttaattggaa     67260

     aaaatgtttc aattttctta tagttatcaa aaattaccta ttactaaaaa atatcaaata     67320

     tcttccattt ggccttcatt atggtgatta taaaatgact gggttttatt tatcaaatat     67380

     tttaaaattt ggtaaaaagc atattttgta tgttttatta agaaataaca ttttaagaac     67440

     acttaataaa aaagcagtaa aagttccagg caaagatttt cctgaggata aaaatatcac     67500

     tccttaacca ttatattttg ataaaaacca aaataaatat atgtttgaat atattgtaaa     67560

     taaaggtaaa ttatcatgtt ttttttgttg tacttttttt atgcaaaaaa tttattaaaa     67620

     atttttaact agcaatacat atactaattt atggaataaa ttaaataatt ttttttaatt     67680

     tatctaaatt atcagtttta aaacctttaa ataattattt agaaaagcaa aaaacttaat     67740

     caatatatta atccttattc agcttattct taacaataaa atataacatt ttttctactt     67800

     aatccaattt attttattaa aaaatgaaag ataaaggtat attttaattt taattgtgtt     67860

     tcggaaattc aaaaaaaact catttaaatt ttatttttca attaaatctt tttttaactt     67920

     ttaccctttt ttgataagga tttttcttgt agatttttat ttttttatgt tgtattaaac     67980

     tgaaaaaatg ttataatatt aaaataaata ataaaaatta gatatctcta agaaaaaatt     68040

     actattaaat taaaataatt ttttaatcct ttattttatt ggttattatc agaagttatc     68100

     actcattccc cttttgactt ggctcaattc cttttctctt ttacatttta tttttgagat     68160

     ataaaggtgc atttgccata catttttcta atctacttgg tttttttaca ttttcaaaat     68220

     ctttgtttaa attatacatt gattgtaata tattagccat ttgatttata aaattatctt     68280

     caaaggaata agacaaagct ttttccacag caattttttt catttttttt tatattatta     68340

     ttaattattt aaaatcacat taaaatcaat ataaaataaa taaaaaataa ataaaaatat     68400

     aaaaaaatga aaatataagg ttgacattca acaaaaaaag taatacaata ttattggcaa     68460

     tcgttaatgt gagtgccaag aggtgatgaa tatgctttca gatagaaaaa aattaatcct     68520

     aaaggctgta gttgaaaact attcacaaaa aagacaacca gtaggttcta aaatgcttac     68580

     ctatttacct tatcttaaat ttgcaagtgc tactattcgt tatgatatgg tgcaattaga     68640

     aaaagagggg tttttacaaa aaaatcatac ttctagtggt agagttcctt cttttaaggg     68700

     ttatgtttac tatctaaacc atttattaac gcgtgatcat gatgttgctt gtatgtttga     68760

     aagcattgac aaagtgattc aaaaaaagcg tttttgtaaa gggcaagtaa ttaaagaagc     68820

     tcttaatttg ttaaataatt taactaatta tactactatg gcaattggtt ctgatatttt     68880

     taataatagt aaaattacta aaattgattt tattccttta aatagtgctc aagctgttat     68940

     tttgattatt actgataaag gaaatgtaca acatcaaaat atttctttgg aacaaacaaa     69000

     agaaattagc atttatgacc ttaaagatgt agtgcaagta gtaaatgatt tgttgaaaga     69060

     taagttttta tcagaagcag cccatattat tcaaagtgat ttttttaaaa aaactattgc     69120

     taaatatatt tgttttcaag aacaattaat tgctttgttt atggaagctt ttagtagttt     69180

     tgcctcagag aatctttatt tttcgggggt ttctaaaatg cttgaaaaac ctgaattaaa     69240

     caatcctgaa attattaaaa aatttatggg tcttttagag cgtaaagaat tattaaaaat     69300

     tatgttaaat caagatagtt tgtcttttaa attttctgat ggcttgcaac ttactccttt     69360

     aaaagattgt atgattcttt ctattccttt cgatgtaaat cctaatgaga aaggaagaat     69420

     tgcagttgta ggaccttcgt ggatgaaata tcctaaagtt attcctattt tggaatattt     69480

     ggcagttcat ttatctaaat taaacgatca agaataacaa ataaaagaat aaataattgt     69540

     aaaataaata attataacaa ataataaata ataagtaaat aatttataat ttaattaaat     69600

     aaataaaata accaaacagt ctgccaaaat aattgtaatc aacaaaataa aaacataatt     69660

     atatgaagaa agaaaagagg ttttaagatg tttttagaaa aagaacaaga taacttagat     69720

     aatttaaaaa cacaaacaaa agaattacat aaagattata cagaatgtca aaattgccaa     69780

     aaagaagaaa cccaaacaac aaataaagac aaccaaaagg aagatgaaac ttttaaaaat     69840

     caaccaaaca aaaccaaaca aacaaatact aaacaacaaa aacatctatc aaaagaaagc     69900

     agtcatcaac aaattaccaa attacaaact caaattaaag aattacaaca aaaactttcc     69960

     caacaaaaaa aaacctttga tgaagggttg ttaaaaaatc aagcagaatt cattaacttt     70020

     aagaaaagag ctcaaactca aaaagaaaat gaattaaaat atgcatcaag taattttatt     70080

     aataatttat taatgccatt ggagcaatta gaaaaagtaa ttgatatgcc tacacaaaat     70140

     gaattgttgc aaaaatattt attaggtttt aagttgttac aaaaacaaat aaaaaaagtg     70200

     ttgcaagatg aaggagtaga agaaattgag gctcttaata aaccttttga tcctactttt     70260

     caccacgctt tagaaacagt gtgtgacttt gaaaagcctg ataaaaccaa tttagcagtt     70320

     ttacaaaaag gttatttata taaaaaaaga attttaagac caacattggt taaagtaaat     70380

     gaatggagtg ataaaaatga aaaaaacgaa taaaattata ggtattgatt taggaacaac     70440

     taactcttgt gttgctgtaa tggaaggcgg cgaggcaaaa gttattccta atgctgaagg     70500

     tggaagaaca actccgtctg tagtttcttt taaaggtgat gaaattatgt taggagaaat     70560

     tgccaaacgc caagcaatta ccaatcctaa tactattagt tctatcaaaa gacacatggg     70620

     agaagctaat tatactgtta atgtgagtgg taaaaaatac actccacaag aaattagtgc     70680

     aatgattttg gcaaatttaa aaaaaactgc tgaagattat ttaggagctc aagtaagtga     70740

     ggcagtaatt actgttcctg cttattttaa tgatgctcaa agacaagcta ccaaagatgc     70800

     aggtaaaatt gcaggcttaa atgttaaacg cattattaac gaaccaactg cagctgctct     70860

     ttcttatggc gttgacaaag gtgacaaaga acagaccatt ttagtgtttg acttaggagg     70920

     aggaactttt gatgtttcta ttctaacttt gatggacggt acttttgaag tgctttctac     70980

     ttctggagac aatgctttgg gaggtgatga ttttgacttg cgtatagtag atttcttagt     71040

     gcaagaattc aaaaaagaaa atagtgttga tctttccaaa gataaaatgg caatgcaaag     71100

     attaaaagat gctgctgaaa aagctaaaaa agaattaagt ggtgttgctt cttcacaaat     71160

     ttctttgcct ttcttaacaa tgagcgaagc aggtcccctt catttagaat acaatatgac     71220

     tcgtgctaaa ttcaatgaac ttactaaaga tttaattgat cgttgtttgg ctcctgtaaa     71280

     acgtgcttta agtgatgcca aattagatat taaaaaaatc gatcaagtgc ttttagtggg     71340

     tggttctact cgtattcctg cagttcagga tttagttaaa aatgaattga ataaaactcc     71400

     taataagagc attaatcctg atgaagtagt tgctattgga gctgctattc aaggaggaat     71460

     tctatcagga gaagttaaag atattttatt gttagacgta actccacttt ccttaggaat     71520

     tgaaactttg ggcaatgtct ttactaaatt aattgaaaga aatactacta ttccaacatc     71580

     taaaaaacaa gtcttttcaa ctgccgcaga taatcaacca gcagtagata ttcatgtttt     71640

     acaaggagaa cgccctttag cagctgataa taaaactttg ggaagattcc aattaacaga     71700

     tattccacca gcacctcgtg gaattcctca aattgaagtt acttttgacc tggatgcaaa     71760

     tggaattgta tcagttaaag ccaaggactt aggaactaac aaagaacaaa aaattactat     71820

     ttcaggaagt ggtgccctta aagaagaaga aattcaaaga atgattagag aagctgaaga     71880

     aaatgctgag gcagatcgtt tgaaaaaaga aagtattgat gcgcgtaatg aagcagaaaa     71940

     tatgattttc cacactaaaa aatctttaga agatttaaaa gcagacgtta caccagaaga     72000

     aaaagacaaa gtggagaatc aaattaaaga attagaagaa gctctaaaag gagatgacac     72060

     tgctttaatt aaagaaaaaa ctggaagtct tactaaagaa tctcaaggaa tcgcaatgaa     72120

     agcttatcaa aaagctcaag aaaaaggtgc gcaagaaaac accactgcta aaaatgaaaa     72180

     acctcaagac gaagtagtag acgctgattt tgaagaacaa aaataatcaa taataaaaat     72240

     aataacaaca aaatactaaa aatataacta aacaaaaaca accataaaaa acaaactata     72300

     aagaataatg aaatcaaagg ggcaaaaccc cttagtttta ttattaggag aagttagcta     72360

     caatgacaaa aaaagattat tatcatattt tgggtctaga taaagacgca agtcctgagg     72420

     acatcaaaaa agcttatcgt attcttgcta aaaaatatca tcctgatatt tccaaagaag     72480

     ctaacgccga gagcaaattt aaagaagttc aagaagctta tagtgtttta ggagatgctt     72540

     ctaaaaaaag taattatgat cgttttggtg attcttcaga taacggtttt tctgacttcg     72600

     gtagtggtgg ttttgatggc tttgattctt ttggggattc ttttttcagt tcttttggag     72660

     atatttttgg taatcaacaa actaaaaaac cttcttatga taaaaaagta gagatgacta     72720

     ttggttttat tgattctgtt ttaggggcta acaaaactat tgaaattact gtagaagctg     72780

     attgtagagt ttgtcatggt aaaggagcag tttcccatca agatgttatt gcttgtagac     72840

     gttgtggtgg aactggacaa attattactg agcaaagaac ttttttaggt aatattcgtt     72900

     ctcgtcaagt ttgtcctaat tgtagtggta aaggacaaga aattaaaaat aaatgttatg     72960

     cttgtcacgg acaaaaacgt caaaaagtta agcaatcagc tacctttaat attcctgcag     73020

     ggattcaaga aggaatgtct ttgcaagttc ctggaaaagg aaattttgtt cctttaagta     73080

     ataatcaaaa agcaggagat ttatatatta cttttaaagt gcgccctcat gaatcttttg     73140

     tgagacgtga atatgatatt attttagaaa tctttattac tttgccagaa gctgttttag     73200

     gaactaatat tttgattcct actatttatg gtgaagtagc tttaaaaatc ccttcaggga     73260

     ttcaatcagg aaataaatta agaatgaaaa ataaaggagt tgcacatctt aattcttctt     73320

     atcgtaaagg tgatcagtat gttgttgttc atctcaaaac tcctaaccca ttaagcttag     73380

     aagaaaaaag attatatcaa aaattattag atttgcaaca tcgtagttaa tataattaat     73440

     gatataaata ataaaataat aaggagacca acttaaaagt tggttttttt attaagtggt     73500

     aatattaatg tttaaatttt tagagtttta catagttaat tttaattgta ttatgattaa     73560

     caataaatta atatttttta atataaatgt tgaatgggaa tatagttttt atattatgtt     73620

     ataattaata gtagataaat agttttacta ttttctattt tattaatatt tacaatatta     73680

     aattaactac taattaaata ttttgagtta taacaaaggc ataaattctt ttattatatt     73740

     caagttagag actttaaaac tttaacaaat ctaatttgat aatttaattt aataaagagt     73800

     tgaaataaca tgtttttatt agataatttt aaagaaaaaa ttcaagataa taaaaaatta     73860

     agttcggtta cagtttattg tagagcaact tataaaagag ttattcaaaa aactttatta     73920

     tttatttgtc actttctttt gtgtttgtat ggcatgaatt aggtttttgc caaagtttag     73980

     gtgaaataaa gaaacaatta ttttttaaat atttgtatat gcctacgtat tttttgttct     74040

     tctagtgtat cacgaataac agctcctatt tgccttattt tactttgggg gcatttttag     74100

     gaatgcttat gagttattta gatgttcgtt taaaatatat cacatacatc cgatttgact     74160

     tgtaaattaa taatatataa acatttatga ttaactattt tgttttcgtt tttttttttt     74220

     ttgatgggta attttacaat tactatttta ctttattata aattttttaa aaaaacaatc     74280

     aacaattaat taataaattt gtttttttgt atcttttaat ttttttgtta ttattatttt     74340

     tttatgttgt ttttgttctt tgaatatatt attgaaaagc aagtagataa aaaatatcaa     74400

     aatctaagcc ttttgcttta tatttgttag tttttatcct cttattaaaa ctttatagaa     74460

     ctttttaaaa aggattaata attaatatta tttataaatt tgaaacagaa attaattttt     74520

     aatttctgtt tttttttttt ttgaaaaaat tattatttat aatattgtaa ttagttaatt     74580

     ttaaataaat ttcgctaatt tgagttataa taattttttt ttattatttg cttttgtttt     74640

     tttaatttat ccttaaatat tttatgataa taaaaatcca aaaaactaaa aaaactcatt     74700

     ttagattggt tagcgaagtt ttgccagtca aaaagaaagt attttagtta taataattgg     74760

     gtataagttt tttattttga tacctcaatt actttcaaaa aggagagttt ataaatgttt     74820

     aaatggttga aaagtaaatt ttttaaaagt aaaaataatg ataaatatca actaggtctt     74880

     aaaaaaacca aagctagttt tctagatttt caaactcttt tgaaacaatc taacaatatt     74940

     gaacaatcgc tattacaagc attagaaagt ttgttaattc aagctgattt tggcactaaa     75000

     accatttttt ttttgatgca agctatcaaa gatgaaatta atcaatttca aattaaaaat     75060

     cctcaaaagc ttccttccgt tgttttttct aaaatgtttg atttgtatca aaatatgaaa     75120

     gatatgaaaa atataaaaga cacattagaa agttcgcaag aacaagaaca agaaaaaaaa     75180

     caagcaaaac aaaaccaagg ccccaaccca acaaatccca aagatacttt tacatctcaa     75240

     aataactttc ctcaaatgta tttgtttacg ggagttaatg gagtaggaaa aacaactact     75300

     attggaaaaa tggccgaagc attgaaacaa gaaggcaaaa aagtactttt aattgctgct     75360

     gatacttttc gtgcaggtgc agtagcacaa ctccaaattt gggcaaaaag agtaggtgtt     75420

     gaagtttttt gcaagccctt accagctcat cctgcaagcg ttatttttga aggaatcgaa     75480

     cttgctaaaa gtcaaaatta tgatattatt ttgtgtgata ctgctggaag attacaaaac     75540

     aaaactaatt taatgcaaga attagctaaa atcaatcgtg ttatttacaa acatttgccc     75600

     gcctcaaatt tacaaacttt tttagttttg gatgctacca caggacaaaa tgctcttaat     75660

     caagttgatt tgttcaatca agcaacccca ctttcaggag ccattttaac aaaacttgat     75720

     ggcacttcca aaggagggat tgtttttgca attaagtatt tatacaattt gcccactaaa     75780

     tatattggtg taggcgaaaa agcccaagat ttaattactt ttgatgttaa aaaatatctt     75840

     tttaatttat ttgaaggttt ttttacttct gaagatattt tataattgat aattataaag     75900

     aaaaaacaaa aaaattttat tataaaaaaa aataaacccc acaaaaacaa atttcacaac     75960

     atcacaaagg agataaaaat atgagtatat taggcgaagg cttacaaaaa gttattaata     76020

     aaattagagg aaaaaaaatc ctagaacaac aagacattca aaatattatg caagatatta     76080

     aagtttcttt ggtagaatct gatgttcatt tacaagttat tgataagttt aatgaaatta     76140

     ttgaaaaaaa gactttgaaa caagaagttt taaaaggttt aaataataaa gaacatatta     76200

     ttaaaattgt aaacaaaacc ttaattcaaa ttttgggttc tactcgtgtt gatcttactt     76260

     ttaagcctaa ttgcaatttg aatactttaa tgttaattgg gttgcaagga agtgggaaaa     76320

     cgactactgc aggaaaatta gctctttggt tgcgcaaaaa aaatagtaaa aaagttttgc     76380

     ttgtagcttg tgatatttat cgtccaggag caatagaaca attaaaagtt attggtaaac     76440

     aaattaatat tgatgttttt tctaaacttg atgctgatgt tttagatatt gtagatgcag     76500

     gattaaaaca tgcttcgcaa gaaggatatg atgcagtaat tattgatact gcggggcgcc     76560

     ttgatactga tgagacaatg atgcaagaat tgcaacaaat taaagccaaa gctgatcctt     76620

     cagaaatttt gttagttgtt gattgtcttt caggacaaca atctgctaat actgctcagt     76680

     cgtttcacaa tcaattagga gcaactggag ttattttgac caaaatggat gcagatacta     76740

     aaggaggagc tgctttatca gtaagagcaa tgacagatct gcctttaaaa tttgtttctt     76800

     cttcagagaa aattgatagt ttagagccat ttaatcctga tagaatggca tctcgtcttt     76860

     taggaatggg agatatttta actttaattg aaacatttac tgataaaatt gatcctcatc     76920

     aaagtaaaca aatgatggaa aaattatttg atgatagtta taattattat gattttcaaa     76980

     agcaattaaa aaccttaaaa aaaatgggtt ctttcagtaa attgttaagt tttattcctg     77040

     gattaggttg caagataaaa caactttctg ctaatttagg tgatgatgga tttaataaat     77100

     ttgaagtttt aattcaaagt atgactaaac aagaaaagaa aaatcctcaa ttaattgttt     77160

     tgagcagtag acgtagacaa agaattgcta aaggttctgg taatcaatta agtgatgtca     77220

     ataagctaat taccctttta gaacaacaaa aaaaattagc taagcaaatg caacattttg     77280

     atgatcaaga tcttgataaa ttacaaaatg atccgatgtc tttttttcat gatatgaata     77340

     ataataaata attaaaatta taaaatcttt ttataaacac aataaaataa aaaaccaaac     77400

     aaaatcttgt attctaagaa agtttttcca aactttcttt ttttaatatt acattaatta     77460

     ttttcttttt ttaccttaaa aatagcaaaa tcattattaa cttataatca aatttcggct     77520

     attagctaaa cgataaaata aataggagaa aaaatgaaac atttagtttt agttgatggc     77580

     aattcgcttt tatttcgagc atatcacgca accgcaagca aatataagcc ccttttgcaa     77640

     aataaaaaag ggatctatac taatgctctt ttgtctttta ttagaatgtt tgaaaaaatt     77700

     ttagaagaaa ctaaaggcta tattttagta gcttttgata ctcctaaaac taccaaaaga     77760

     caccaattat acgatgctta caaacaagga agaccagaaa caccttctgc attgattagt     77820

     caaattcctt tgattaaaca atatttagaa ctaattggtg ttaaatatca tgcccaagat     77880

     gaatacgaag ccgatgatat tataggcacc ttagccaaag aagcaagtaa tcaaaacaat     77940

     acagtatcta tttattccag tgattgtgat ttgttgcaat tagtagataa aaaaattact     78000

     gtttgtttgc ttaaaaaagg attgcgtgaa attaaatact acacacctac cactttgctt     78060

     gaagaatacg gtcttaaaga atatcaaatg attgattata aaagtttaat tggcgatcct     78120

     tctgataaca ttaaaggagt gttgggaata ggacccaaaa ctgctcaaaa gttattacaa     78180

     gaatatgata ccctagataa tttgatgcaa aatttagaca acattaaacc tattttaaaa     78240

     accaaaatcc aaaattctca aactgattta gaacttagca aaatacttac cgcaattaac     78300

     cttaaagtgc ctttgccctt tgattgtatg caaacagaaa ttcaaatacg tttagaacaa     78360

     aaccttaaaa atttttatga agaaatggat tttagacgct tagctattac caaatatgca     78420

     agaattgaaa aagaaataaa taccacaaat aaatacaata aggaagcatc acttaaagcc     78480

     aaagaagtgc aagaagcagt caaagatagc aatttagaaa acgataataa tttaaaccaa     78540

     acaaatcaaa tcagacctat cgccaccact aacaacaatg ataataacac tccaaaagtt     78600

     caagaacaag gcgccaaaac accccaaatc aactttcatt atcaaattat caaagaccaa     78660

     aacgctctaa atactttttt ggatcaaatc caaccacacg aaatttgggc ttgttttttt     78720

     gagttggaaa aagaaaatga ctcaaatact tttttgcaag gaattggttt ttccaatggc     78780

     aatgcacatt tttttataga tgccaatttg gcttttgcca ataataactt ttgcaattat     78840

     ctaaaagatg ctaattttta taaaattgtt tttcacaatc aagcaataca atttttttta     78900

     aaaacacaac accaacaatt aaacggagtt atttttgatt taatttgtgc ttcttatctt     78960

     ttatttcctt tgaaaaatct tgaatttagt catattatat caaaaataga tattttaaat     79020

     aacacaaatt atgtaagcca attatctcaa aaaattttaa ttttagagca aaaagtagct     79080

     tttaaatctt ttttattgca cgccattaaa aatagtattt ttcattattt aaaagcccaa     79140

     aaccaattat ttttgtttca agaaatagag cttcctttat cgaatgtttt agctcaatta     79200

     gaatatgaaa ccaatttatt acagcaaaaa caaataatag aagcaaatcc aatagaaaaa     79260

     aatatatatg aaaaaataga aatgcaacaa gaaaaaatac caaaaacaaa tcaaatgcaa     79320

     gaacaagctc aagaaaaaga ttcagatcaa aatcaataca caaatctcaa aaataatcaa     79380

     gaacaagaaa accaaatcaa tcaattaaaa tcattaaaag atgtttttgg gtatcaaaac     79440

     agtttttttt taaatatgac aaaaaataaa aaaacttata attatttaat taatgataat     79500

     tttttttgct tttcgttaaa aattttagct actttaggaa atattcaaaa aattaaaaat     79560

     tatttcaaaa taaaaaaaaa tcatctttta aatgatgaac aaacattaca tttttttgta     79620

     aatgaaccca catcagaaat caaaaaggac tctcaaaatc tttctgaaac aacgaatttt     79680

     tgtttggatt cgtggataaa agaaatactt ctcgaactaa atatttcttc gaattgtgcc     79740

     caagatttta taaatcaata tttaagtttg gatgatgaaa ttataaatta ttatcaaaat     79800

     ttattacaac aaattaaaga aaaaaaatat gcattaacct tattgaaaag aaaagttttt     79860

     tttgggaatc aaaaattaac tccgaatttg gacttagaaa cattatatgt ttttttacaa     79920

     gaaaatattt tagacatgaa aaaaattgcc atattgcaat tattgcgcca tttagaacga     79980

     cacaatgaaa atgccaaaat tacttatttt gccttaaata attatttgca acaacacata     80040

     gatttaattt ctaaacattt gaattatttt tttattttag ataatggtaa tatttaatta     80100

     ggtaaaactt attatttata aatttattta taaaatagaa atgtcaaaca tccaaaaaca     80160

     aatcaaccaa aaaaagataa aaaaaggatt ataaaacatg ccagaattac ctgaagtcca     80220

     aattattgta gattttttaa aaacacaact aatagggaaa aaaattgttg caactaaggt     80280

     attttatgag cctactgtta aaaataccaa agaatttcaa aaaattgaac aaactaccat     80340

     tttggatatt caaagaaaag gtaaattttt attatttttt ttaactcaag aattagtttt     80400

     gataggacat ttgagaatgg aaggaaaatt atttatcaaa ccttgcgatg agcctaaaca     80460

     taagtacgaa catttttcaa ttattttagg agataaaagt tctttaagat attatgattt     80520

     taggaaattt ggtagatttg aagtcaagaa tcagaacatt tttttaaccc aaactacctt     80580

     gcatcaacta gccttagatc cttttgaaat caatccagtt tttttgtatc aaaaaatatt     80640

     aaagaccaaa agtgctttga aaaaagtttt attaaatcaa aaaataattt ctggattggg     80700

     taatatttat gttaatgaag ttttgttttt agtaaaattg caccccgaga ctaaagcttg     80760

     cgaactgtct ttgaaacaag tgcaagaaat tgttacaatt tcccaaaaag tgcttgccaa     80820

     agccattaaa ctgggtggaa ctactgtaag tacttttgaa tctcaaccag gaattatagg     80880

     ctattttcaa aataaattgc aagtacatgg aaaagttaac aaaccttgca taaactgtca     80940

     aactaaaatt attaaaatta aagttggtgg tagaggcact tatctttgtc ctatttgtca     81000

     aaatcataat tccaataaag aattatgatt gatttatttt caactataaa atacatcaat     81060

     attttttaaa aaagaggttt tttatgttta gtcatctaaa tttatttcaa atcaaaaatt     81120

     cagttttttt gtcgtttgaa gaccatcaaa gcctaagttt gctttatcaa ccactaatag     81180

     gaactcatgc gcttggcatt tatcatattt tagcaactct aaaacctaat attttttacc     81240

     aacatcaatt tttatttgat ttgagtgcgg ttgcaaaaaa tgatttttta gaagcacaag     81300

     aaaaattaga agctcttaat ttactccaaa cttttcgcaa tcccaaaact caagaaagaa     81360

     tttattggat taatttgcca tatagatctc aagatttttt taaagatcct ctttttagta     81420

     attttttatt aagcgaagtg ggtgaagtta cttttttgag tttgcataat cattttagta     81480

     aagaaatccc cactcaaaaa aataattggg atgcttttca agatattagt aaaaaatttg     81540

     atgatttatt tcaagttcaa aaaatggatt taccaatttc ttttacttgt cccaacaacc     81600

     aaacaaatca ttctccaaga cagtttttaa ataaagcttt tgattatgaa ttatttttgc     81660

     aaaaactgcc tcaacgtttc aaaaaaccat ctttaatttg caatcaaaca agtgatttta     81720

     ttcaaaaatt aagtctagtt tataatttgg atgaagctac actttcggaa atatatcaaa     81780

     aaactttttc taatcctagt gaaatcgaat tatctaaatt aagcctaggt gttaaaagat     81840

     attatcagat gcatacccaa actcaaaatt tggttttttc gaaaagaaca caagataatg     81900

     aacaagacat gattactttg ctcaaacgta aggattctac tcaaagaatt attataaatc     81960

     attgtcctaa aaatatgcaa gctactgcgg ctgataccgt ttttaatttt atggaaagaa     82020

     ataatttaga acttggatta gtcaatgtgc ttttaactta tattttggaa cgaaaaggct     82080

     ttgtgccctc agtggtttat ttggaaaaaa tcttaaaatc ttggaagcaa aaagggattt     82140

     ttgatactga aacagcatat gatttttata tggaacaaga aaaaaaaccg ccccaaacta     82200

     agtttaggtc taattttaaa aaaccacaaa tttctcctaa atggttagaa gattttaaaa     82260

     agaaacaaca gtcataattt tttttgtttt atttattatt acaaggaata aatccaattt     82320

     gataacattt tacaaaagca aaagaggtga aaaattaatt tatggaattt tcagatatca     82380

     aaataaaaat cagtaaaatg atttcacagt gcgaagaaac caaaaattta gatatttctg     82440

     atgatgatct gccagttatt tataattatt tgctaaccaa agatcaagaa gatgaatatg     82500

     ggaatcgtca agaaatcaaa accaatcctt taagagttgt ttgggtccct actgttaaat     82560

     ctcaagctct ttattttaag gaatattggc aatcaaaaaa tgaattgttt gatagtagca     82620

     ttaattttga tgctcattta gtgaaacaat ttgtagtgga taatgattct aagcaacaag     82680

     ccttaaaaga gatgaaacaa attattaaac attttgaaaa atctacaaaa ggtttttatt     82740

     tgtcaggttc ttttaatgct ggaaaaacta tttttttgaa aaaattagct tatgaattaa     82800

     ttcaaaaaca aatctctgtt atttttcttt ttatgcctga tataattaga aaatttagaa     82860

     attttttgta taataacact ttagaaacaa ggttgcaaca attaaaaaat gttaagtgtt     82920

     tgattttgga tgatctaggt tcagaaaata tgacaccttg gtttcgtgat gaaattttgc     82980

     ttcctttgtt gtatgataga gctgaaaaaa agttgcccct ttttattagt agtaatttgc     83040

     cccccaatga attgcaaaat tatttatttc atttgcatgg agctgaaaat gctaatagtg     83100

     aaattaaggt atacaaaatt attgaaaaaa ttcgtaccct tacccgtttt tatgattttt     83160

     ccgaaaaaca agattcctaa taagacagct ttaacttggt caaggattaa aaatgttctt     83220

     tttgagaaaa acgtaataac acaagtaaat aatttatttt ggtggagatg atgggagtcg     83280

     aacccatgtg caaaatcact ttaatttata tattctacat atttagttta ttttgtggtt     83340

     ttgcaattta tgaaaaaaca aacaaaatcc ataaattact agtctttttg atatttgctt     83400

     aaaagagcaa agacaaactc aaatagcaaa acttacctta tttccttcct taaatcgtaa     83460

     gttaatttaa gtgcgggttc tgcttattta tttaagcaaa agctaattgt gaagaaaaac     83520

     tgtttacaaa attcatttga taaactggag tttgtccagt aaaatctttt gtatttgttg     83580

     cagtttgttt tttatttccg gttattataa cctcgatgtt tttacttgca taaccaagat     83640

     atgctatata aatttcgttg accttggcaa atccaaaaca tccccatatt tttattttag     83700

     tttaaaaaac tttttaatta aaaagttttt ttagatttgt tatttatgtt tttttttgaa     83760

     gtggataata tttttaatta atttatttct tatacccact caaaaattat aaccaattaa     83820

     aatttaaaat tttgtaaaat tgccaaagat aaaatgatat aaaactaaac tcaaatcaaa     83880

     attacaaaaa caaacaaaat cgtccatata taacaaaaaa agggatttgc atctcttcct     83940

     ttgttcgatt attaatgaaa ttattcgtta actacaacaa catctacagc ttgagctccg     84000

     cggtcgcctt ctttaacggt gaattccacc ttgtcgtttt cattaagtgt ttttcttcca     84060

     aagacttcag tttgaataga actgtaatgt acgaaaatat ctttcccatc agctgaaatg     84120

     ataaatccgt agcctttgtc tttagaaaac catctgcatg ttccctgttc ttttttgtct     84180

     tgcattatta ataatactcc ttcttttaaa ttatttcggt ttcataacct attatttatt     84240

     ataactcatt tattttttag agtcaaacat tttttcacac tttttttatt ttttctactt     84300

     ttttgacgtt ttttgataaa attttcattt ttttcgtcaa aaatttgtat ttttatattt     84360

     tttttgatat aataaaatat gttaagccct tatagtttaa cggcagaacg tagcaatggt     84420

     aatgctgaaa tacaagttca attcttgtta agggcaccaa aaacaaattt gagattatgt     84480

     gggtgtcgta tagtggttat tatacgtgct tgccaagcat gagacggggg ttcgattccc     84540

     ctcacccgct ccatacatta tataatttag atgtattata ttggtttatt aaaaaacttt     84600

     tcaatttcgt tttttgccca ataacacagt ttgattgtta aattaatata atctattata     84660

     gatattataa aagcaaactt taattaaagt ttgcttttat ttattttaag tataaaaaaa     84720

     ataattaaaa aaacaatata caaagatatt ttattatatt tatgtatata taggtaagtt     84780

     atgtaatttt aaataacagt aataaaatga tatgaaatat ttataaccat actattttaa     84840

     atggttttaa tgttgctcag tttgacatga aagacggtag ttatttatgg aataatatta     84900

     tgtgtttgaa aaacaacaac acaaaagcca aggtgataac aaattaatac ttaaatacaa     84960

     aggtcctaaa catttcttac aagaagacaa agactactac cttggacgtg ctcgtttggt     85020

     taatacagac tttaaagatt caactaactt ccacctccac ttcaaccctg tccgcaaaac     85080

     tttatctctt taccaagaaa aacacaataa cgataaaacc aaagaagctg aaatgaaaag     85140

     aacaatccta gttgggaata aaaaaaggag ttttaatgaa taatgttaaa attaaaaaaa     85200

     caatttaaca taatttttct ttgtttaata attttttata gtattattat ttatttttaa     85260

     taataatata attatggcga tgggaaataa aaatagtaat aataatgaag tttccaatga     85320

     tgaagaatat gccttatatg tacaagcaga atttgcaata caaaacgaat taacaaactt     85380

     caaattcaat aatgaaaaaa aatcagaact tttgtataaa caaaattgta ttacaaaagc     85440

     aattaaaaaa tataatgaaa gaaaaaataa tcatcaatta tcaatacctc atgataatca     85500

     atcagaaatt tctcaaaata atttgcattc tttaacagaa aatgatgata atttatctgg     85560

     cgttcttcaa tatattgatt taaaaaaaac aattctaata tatattcgat tgataaacca     85620

     gaaagttcta aaaagaacga ttttaaaaat aaaggagtgg taattaatga ttaaattaaa     85680

     aaatcaattt caaataataa gtattttttt atttactttt ataggattat tatttattat     85740

     taataataat agagttatgg cgatgaataa taattcatca tcgaatataa acaatgaaat     85800

     catcaataat atagaagaat ttcaaaactt aatgttatta caaagaaatt cagcacaaca     85860

     aattattaat gctctttcta atcgtgtttc agaaccagaa atattaaatc ttttaaatag     85920

     acataatcaa atacatcaac aaatagtaaa ttatcaacac agattgttaa atattcaaca     85980

     acaaatgata agcaatttag atttaaatgt gtccagaatt caactcgaaa gagaaggttt     86040

     atcattagaa aattcaatga tgatagctat taacaacact ccgttgtatg cttctgaatc     86100

     acaaataaat gtattaagaa acattcaaat aaatattgat cgaaaaaaag cgcaaattca     86160

     aaacataatt caacaaataa tacaacagca aagaaataat aatccgaaca atagaagaag     86220

     acgttaaata atcaaacata aattattaaa atttcaaacc ccctccccca gggtcttttt     86280

     cttttaccca acagaaatag gtagtatcac tggaaatgat aaattcagaa atttagaaca     86340

     attagttcat gataaaatat tcggcacaac tttcacaagc aataaataca ctgaacatgg     86400

     caataaaact gaaccactag cacgcagttt ctttgaaaaa acaactaaat taaacttccc     86460

     tgatacaatc tttacggatg atgaagtcca aatgttttct gcatcacttg atggatataa     86520

     ttctaaaacc aacaccctat ttggaatggt ttcttttccc atcaagaagt tcctattaac     86580

     tattgggccc aagtccaatg caactctatt gtagttaagc taattttgct tactttttag     86640

     tttatttcaa taacacaaat tatcatgtag ttcgcattta ccaatacaat agtttcatta     86700

     ataaaatgat tgcggattgt aaaaaatatt tataattgct acacaaagca aaacaagaat     86760

     tatcacaaac aacttattta aaaaaattaa gcaaattaaa atacaactaa gacctttaaa     86820

     tttgaggtct ttttttatat ccaattttct cgaaaggaaa aaaatatgaa attattaata     86880

     aaaatattat cttggttttt taaatctttg tcattttgta ttcttttttg tattttgtca     86940

     tcgcatattt cttctttatt tttacactta ttttgtacat tttatttttc tcattatata     87000

     tataaaataa tttatttatt ttttacagtt gtttgattaa tgttgatttt tagtatatta     87060

     acaatttaaa aaaattaaaa aaaataaatc ttaattaagg ctctcatcac gagagtcttt     87120

     ttttataccc aaatttttaa aaaggagcat aaaatgaaat taattatctt cgaaggactt     87180

     gacggtagcg gaaaaacaag tctaataaaa agcgttcaac aagaattaca aaaacaaggt     87240

     aatgaagtgg tggctattcg cggattagga agttctacaa tcggaaattc tatacgtgaa     87300

     acgtttttaa cccacaatac tttacataat ttaactagat attttttaag ttttgccaac     87360

     atgattcaaa accaagaaga aagtatcaaa ccccacttac aaactaataa aataatttta     87420

     gttaaacgtt ggttaggttc taattttgcc tatcgtgtat atccttcaaa aattgacaaa     87480

     aattatcaca tttttaacaa tttgagtaaa aaattcatca aacctaatat cactatttat     87540

     ctaaaaattc atcctcaatt aggtttggaa cgcaaaataa atcaaaagaa tcatcaatta     87600

     gatgtgattg aaactagttc cttaacttat tttcaacaag tagaaaaggg atattttgaa     87660

     tttttgaaaa accaaaactt aggaactaaa attatcttaa acaatatgaa tgataaagat     87720

     gctaaattta atcaacaata cattatcaaa aaaataggag aaataaagag tggcaataat     87780

     aattaagaaa aaatgtcaaa acggcaattt atatatccat tataacaacg gaaaaatcca     87840

     aactattaaa aaagatggaa ctattcaacg gcgtaccaaa aaaattaaat ttaaaaccct     87900

     aaaaagactc taattaagag tctttttttt atttagaaag gattttgctt acatgaacca     87960

     attaactaat ttacatttta aaaatatcaa tattttgaat caacaatctt tgtgtgttga     88020

     catcacgaaa caaataatcc aaccatcttt attcaacaaa ccatttaacg aatatatgat     88080

     aaaaacccac aaactcctaa acgaatatct taataataaa caacataact ctcaaagcca     88140

     aaaagtaatc cgtggtaaaa tcaatgaata cctcatttta ttatattttc aaaacaaagg     88200

     aatcatcaat ttatacccac aggcttattt attcttcatc ccagacatta aatttgattt     88260

     agttttattc acagaaacta aaggaataat ggcgtttaat ttcaaaacct ttctccgaga     88320

     ccgctataaa caagccatgg tagaaggata acaattaaaa aaattaacca cacgttttta     88380

     gttttattta ttaactaata acgaaacaga aactcaaaga ctaaacaata aaatcaatca     88440

     aggaaaagta caaggcatta aacaagtaat taacttattt tccaattcag ccaataattt     88500

     cttacaaaac ttaattaccg ccaaattcat ccctttttct aatatcaata taattaaaaa     88560

     ataaaaaaag gagttaatat taaaatgtta accaacgaac aaaaagcgtt aaaacaatta     88620

     ataaattata tcgaacaagg ccaatgggaa aagttaaacc tttactgcca aataatcaac     88680

     cccaaaaatc tacttaaccc caaaaataca aaaatattta cagctttaaa atatttattt     88740

     ttagaaaaac aaacatctca tccatagggc aaactcacta caaaacccat cattatcaaa     88800

     gagttattaa catatttaca aactcatttc cctcaagata actttacttt agattcttta     88860

     aattatttaa atgatgattt taataaccaa aataacactc atttttttag acaatctaaa     88920

     acatacctat acccaagaaa aactatttca ataattaata aaaatcatta gtcccgcata     88980

     cgaaaaccaa gacccttacc acaaaaattt atattaccaa gaaatatttg ataaattaag     89040

     aaattttatc tcttcaattc ctcacaaaaa tgataaaata cactttactt taaaccaaat     89100

     ggcctcttta caacctgaat tttttgatac caatcaacaa tcaaaacaaa aaatccaaga     89160

     cgaatattat cgcttatcag aaacttttaa agtactcaac caatccacaa aaggatttaa     89220

     aaaaggccaa atcatcacta ttgaggggta tactggatta ggtaaaacaa cttttgtcta     89280

     caattttctt ttagatatag caaaaaccaa acacaaagaa atatcttatt atcctcatat     89340

     tttagtattt tcttattaaa tgaccttaga agaaaattta aatcgtttat tagccccacc     89400

     aaactcaaat tcctctagat gttattttag ataaaaattt ggaagactta agcatcacac     89460

     ctctcaaata cacagaaagg atgaaaatag caaaacaatt ttttgccaac ataaatttat     89520

     catttagtta tgataaaagc aaaaatattg attatgtaat tgatttagtt tattgttttt     89580

     attaattgac catcttcaaa taaccaaaac cacaaaccac ttagaaaatg accgtctagc     89640

     aattgacgaa atcatgacta aattaaaaaa attagccatt gaattaaaca ttgttattat     89700

     cattttatat caattttcaa aagatacata cagcaattat caaggtaaat caccagaaat     89760

     aacagcttta aaaggaagtg gcgtaattga aactaactca gatatcgtct taatgatgtc     89820

     tgaattcaaa cccaaactat ccaaagacaa agaaaaaccc ataaatatat aattcaactt     89880

     tagaagaact atattcatac tataatgaca atgaaaatca aaaaataatc cgaagtatgt     89940

     atcaaaaaaa atagaagtgg taacaaaaaa actttaattt atcactttga aatgaccact     90000

     caaaccttcc aagaaatcgg ttatgtttta tcttataaaa tagaaactta ttattaatca     90060

     aaaaaactag gagttaaaat aaatgaattt tcaagaaaaa ataaaaaata ttcaaatcaa     90120

     cttccctatg tcagttttat taaaaaaatt aaatataata ccaccaaaat tcaatcccaa     90180

     atatcgtttt ccttggtccc attcatggac aaaacccaaa cttgttgtca tttaaattca     90240

     gataataaaa ttcattgttg gaaatgttgt aaagattacg atattatttt atgtttatat     90300

     agaaataaga agaattaaaa ccttcaataa cgctcttgaa tattgtaggc gattaaagaa     90360

     ccattaaaaa aaaataccaa cttttaagtt ggtttcctta ttgtttctaa atactaaaaa     90420

     atatttttct tattaaataa taaaaaaagg agaattaaaa tggcgagaaa ttacaggcgt     90480

     tcttatttca gtaaaaaatc ttttagaaga aataaattaa ctttaggcag tttttttaca     90540

     tattggattt tacctacatt aggcattgtt attcctttga ttgtttattt tgcttcaaaa     90600

     ggttatttat caatagctaa ataataaaaa ggaggataaa aaaatgactt taagacaaat     90660

     attaatttta attgctcttg gttgtatttt tatatttgca gcttataaac ttggttttat     90720

     tgttcctgat gcaactaaaa ttacatggat taaataatga gtgttttttt aaaaaacact     90780

     cattaaggga taatatatta ataaattaag ttaaaattaa ggattttttt aaaatggata     90840

     aacaacaaaa aaaagaattt tacgaacatt gtcaatgttg cggaagtgat ttgggaatga     90900

     atataaatga tattgatttg aatttatttg gtgtaataat ggctttaatg attttaatta     90960

     gttttggatt ttttttatta tttggttttt ttagtttatt ttcttttttt caaattaatc     91020

     atgaaatttt tacaactctc atttatattt ttgttattgg tattctttca ttttgtttaa     91080

     tagctcattt tatgcctaaa ttgctttttg aaaaattaga ttatgaaaag tttgaaaaag     91140

     aataaaggaa aattagatga aaaaatataa tctatttgat aattttattt gtttattgat     91200

     tggttcaatt atgggtatat ttttatatat taattttttt accaaaaaat aataaagaat     91260

     tagaaacaat tcaaaaagat aataaaatag ttgaaataat aaagaaatta aaaaagtaat     91320

     aattttatag aaaggaataa ttgatggata tacaacaaac aattattaat attgttgaat     91380

     ctaaagtatt tatttctttt acttctttta tttttggtat ttttatttat tggttttatt     91440

     tatatatcaa agaattaaaa agtaaatatg attttagtga tgaattacga gatatagtaa     91500

     accattatct taaaaaaggt aaaattagta ttagtgaata tggcgcctta attagattaa     91560

     tggcacatat ggggaattac ttaggtatat atagaaaaca tgttgaaaca atgattaaag     91620

     aatttggaga acatggaggc cttaattttt ctgagggtat ttttgatgaa aaagataata     91680

     atcaagaaaa taaagaaaat aataatatag atgaaatttt aaaagagaat ttaaaattaa     91740

     aaaaacaatt aaataatata aaaaatcctt taattgcgga atctattgat gatactggaa     91800

     atgattttta gttttaattt tttaaaatat ttaatttctt ttgattttaa agattttttt     91860

     tatttattat attttttatt ttataatatt ttccttacta aatcatcttt tttatttggt     91920

     tttaatgttg gttggaatat taattttatt aatatttata atattataaa aactatattt     91980

     atttttatat gggaacattt aacaacttta atttatcctt taaaattatt tagttcattg     92040

     tttgattttt taatgaaaat attaaaaatt tttattgatg tttttggtag tattataggt     92100

     tatattaaaa gttctataac aagtcttacc ggtcaaaaat taatggaccc cagtgaaagt     92160

     acgtgggaaa aattaaaaga aatagcaaag atgattttta ccgttactgt tggtggctct     92220

     gttatttatt tttttaaaga agttaatagt tttcttttaa actctttcat taaaataggt     92280

     gatttgttgt ttaaaattgt tttaagaata ttagacatta tttcaattgt tttaaaattc     92340

     tttttatttt tgtttaaaaa ggttataata atattgagtt tcgttttatc attttttatt     92400

     aatttcctat atttatgggt atttgaaaat gctaaaaaaa tgctttaatt attttttgat     92460

     aatagaaaag aggtttaaaa atgtcaattt ttagaatagg taataaacat tataaaataa     92520

     ttcctttttt aattactact ggaacattaa ttttttttgt gttttggata ggtgggattt     92580

     cttataaata tcatttagaa accgaagaaa gacgtaaatt acaagaagta gatattaaag     92640

     caaaagcaag agagttaaat aacgatatat ataatgaaaa taaaaaactt aaaaaagaaa     92700

     acgaatatat gaaagatact ccttatgagt ttgtaagaga taacggagaa aaagaatatt     92760

     ataatttatt tactaataaa ttagttaaaa aaattgataa agatgataca atttgggaat     92820

     atgataaaaa taatggtctt ttgttgaaaa aaactgataa atataacaat attgaagagt     92880

     atggttcaca tggtaaatta atcaaaaaaa ctttatcaga tggcgtttgg atggaatata     92940

     atccaattaa ttcaaaatta atgaaacgta aaaatattga tggttctatt gaagaatttg     93000

     atcataattc agaaagattt aaagaaatag ataaaaatgg taaagttaaa tatttcaaaa     93060

     ctaaaattta tcaaacagtt ttagatttta aaaaattaaa ttctaatgcc agacaattaa     93120

     aagatatagg atttactctt caacaattaa aagatgcagg atatactgcg aaagaattaa     93180

     cagatgctgg atttagtttg caagaattaa aagctacagg atttagtttg caagaattaa     93240

     aatcttttga tatttttgat ttaaaagata caggatatac tgcgaaagaa ttaaaagcta     93300

     caggatttag tttgcaagaa ttaaaagttg ttggatatac aatagaagaa ttaaaaaatg     93360

     caggattttt ttcaaaaatt tattacaaat ctgatggtaa aacaattaat tttattattg     93420

     aaaacgaccc tcaaacaggt aataaaatta aacaaattta ttacaacttt gatggtaaaa     93480

     aaattaattt tattaaagaa tacgatccaa caggtaaatt aattaaagaa attttttata     93540

     gtagacctga tttcaaaaca attaaattta ttgatgatta cgacccccac acaggtataa     93600

     aaattaaaca aactgaatac aattctgatg gaaccgttaa agaaacaaaa acttattaat     93660

     gatgaataaa aaaagaaatt aagtaaaagc ccccgcattt aaagacgagc agagcgaact     93720

     aggcgtccag ccgaagtata cttagattaa ctattacccc cctcctataa agtcccctct     93780

     ggggatttag gggtttttat attataaagg agaacaagat gttattgaat ttatcaaaag     93840

     aacaaaaaga tattattaat tcagatgctt cttgcatgta tatacatggt ggagctggtt     93900

     ctggcaaaac taccatttta attgaaaaat taagacaaaa agaaaaagaa aaacctttaa     93960

     ttttggtagc tactaatgct actaaaaata ttatttatga taaattattt tcatcattaa     94020

     aagaagatta tccttcttat aatgatgatg aattagaaaa atatttaaaa gataattatg     94080

     aaattagaac atttcatagt tttgcttatt cttgttattt aaaatataat atttttaatg     94140

     aaacagcaaa acaacgaaaa tttattgatg atgaaactaa attaaatatt ttaaaactga     94200

     ttttaaaaga aaatcaagat ttaaaattgt attttaaaga acaaagaaaa tattcattta     94260

     gaaagctttt acaggaatta aataatttaa tacgtttaac ttttcaaaaa gaaaactgtt     94320

     attcatctat taaaattgat gataaagttt taaaaaaatc ttttgaattg ttgttaaatt     94380

     tgtattatga aaaattaaat tattataatt taataacttt tgatggttta ttaattgaaa     94440

     ctagtgattt tattgaattt gttgaaagaa ataatggttt aatttataat cgtcctgttt     94500

     ttattgatga atttcaagat ttaaattatt tttattattt tattataaaa gaacttttat     94560

     ttaataaacc aaattcttta tattgttttg gtgattatac tcaaaatatt tatagttctt     94620

     ttggttctag tgaacgtatt ttggaacttt ttgtaaaaga ttttatgcct caaaaacatt     94680

     ttttaaatgt taattatcgt tctaaaggca ttaatattgt taaagcagct aatgaattaa     94740

     ttgataataa ggaatattta caattatctt ttagtgaaaa aaaatataga gattttataa     94800

     atttttcttt ttttgataat ttttatcaac aagttaatta tttgtgcgaa aaaattaaaa     94860

     attctttaat ttattctata actgttcttt gtcgtagtaa tggtgaatta caaaaactta     94920

     aagatgagtt tgaaaaaaac caaattcctt ttactatatc tgataataat agtaaagaaa     94980

     atgaaattgt tttgtcaacg atacatggat ataaaggata tgaaaatgaa tgtgtttatt     95040

     taattggttg gcaaaatcga aatgaatcac aagataaagt tttagaaaaa aaattaattt     95100

     atactgcaat aactcgcgct aaacatgata ttgaaatttt aactttaaat gattcttcta     95160

     tttttataga ttatttttat tctttaataa aaaaagaatt aatttctgat aattttacaa     95220

     aaggattaaa tgataaaatt tttgatttag attatttaaa aatttgttta cctaattcaa     95280

     aagatataga aatttatgat gaattatcta ctactattaa aatttataat gaaaaagtta     95340

     accaattaga aaaacaacat aaatttaatc aaattactga atcttattat aagaaatgtt     95400

     atttaaaatt atgtgtttta tttaaggaaa tttctaaaaa tatttataaa gtacaaaaaa     95460

     aagataatgg ctatgagact cgtttaaaag ggtttaatta ttctatgttt gaacctttgg     95520

     aacgaattaa atgttataaa aaacatttaa aagaaaaaaa agaagaaagg tatttgtcat     95580

     taagtgatga tgatttgaaa ttggattatt ctttaaaaaa acaattaaaa gaaattaaat     95640

     tgcaagaaat taaaccaaaa tcaaaaattt taaggcatta tcgagattct tcacaaaatg     95700

     ctaaggataa acttttatat aattttaaag attctaaaaa aatatctttt attactttga     95760

     cagctcctta tgatgattta caaggcaaaa atataaaata tactcatgaa cctgatatta     95820

     tgggtcaggt aaggaaacgt tttattcgtt tagtgagaaa aaaatattta tcaaatttat     95880

     ttcaacaatg ctctcaaaaa gatttggttt attccaaaat gcaagatttt cgttattttt     95940

     ggtctttgga aactactaaa ttaggagtta ttcattatca tattattttt aatattgatg     96000

     ttttaaattc ttttggtgta tattctcgtt atttgtgtac tgataaagat tatgctttgg     96060

     gtttgaaacc ccgacctatt aaaggaaata agagtatttt ttatgatgat tatttaatgc     96120

     ataaaataga tgaaaaaggt aatattaaaa tacctcaaaa ttattatgag aaaaagaatg     96180

     ttaaagtgtc aaaaattact ttgctttggg ctaatgctta tgcatctgtt atgaataaaa     96240

     ataatataaa acattataaa catttaaatc caattagtca aaacgttcaa atttttagac     96300

     catcaaaaac aaatctttta tttgaaaaaa ttgaaattag taaatgtaaa gttttttata     96360

     aaggcacttt tgataaaaaa gattatgtta ataaagttgt ttcatatgtt agtaaatatg     96420

     tctctaaaaa tgataaacaa attgaatcaa attctaataa aggaattgat ttttatagtc     96480

     gtcatttgtt tggattttct cgtacatgtt tttcttgtcc tcaagaatct tttttagcat     96540

     tattccctta tgatataatt aaagaaatag aattaagttc atttccaatt gttaatttta     96600

     atttttctaa tatatttgaa tggaatatta aaaaaataat taatggaaga aatattaaaa     96660

     ttccacataa tttaacttta ttgtttaaat cttatatgac tccaaaccaa gttcaaaatt     96720

     ctaattattt tagtttaaat ttatctagta ttcaaccaaa aaattatttt cttaataaga     96780

     attttaaaaa atattttaaa ttacaaaaac ttaaattaaa acttaaaaaa gattatgaaa     96840

     aaaaagatat taaaatatta aataaagttg aatgtcaata ttggtataga tatcttgaaa     96900

     ataattatat tcaaagtttt caactttctc cttaatttaa tttaattagt ttaaattaaa     96960

     tttttttaat taattttgct gtctaattat tggacggctt ttgttgttgg aaaaaaataa     97020

     ataaaattat ttataaatta caaaaactta aaaaaacttt aaattattga aattattaat     97080

     gctataatgt aagtaataag aaaaagattt tttttaaaag aaacaatatt ttgaaaaaac     97140

     tcagtaatcg cctacaaaaa tcccttgaaa aaatcaataa ctttatgaaa actcaagaat     97200

     ttaaaaactt aatccaacaa caaacttcaa cccctaatat tttttgcgaa ccttttaaat     97260

     atcaattcca ccacaataaa atcaacaacc caattgatga aaaagaaatt aacgctacaa     97320

     aaacacaatt atttaaagaa atatcgcctt tattcaacca aattagagat tattatcatt     97380

     atttattaac cactaaccga aataatgaat ctcacctagg attagaatat ttaacccaaa     97440

     aaagaaaatt aactatagaa actattaaag aatttaaact aggttatgcc ccattatctg     97500

     ataaatcttt atcctttcgt ctattaaatt attgtaaaaa gaaaaatatc gatacaacaa     97560

     aattaattga atatggtttt attaaagata aaaccaatca acaaaataaa aaatattatc     97620

     acgatacttt tcatggttcc atcattatcc cccattgaaa atggatataa taaaacattt     97680

     catttttatc aaaataactt tcgcgaagtt tcttatttcc aacctaaata taaatccctc     97740

     aataatttta ttcaaacacc tacttttcat ttcagttatc gtttttttga agcgttacct     97800

     tatattaaac aaatgaaaac cattattatt catgaaggtt ttttcgatgt cattagttgt     97860

     tggcaaaaca atattaaaaa cgttgtcggt ctcatttgtg tcactcaact actttctaaa     97920

     tcacaaatag aaattctaaa aaaagaaaat atcaaagtaa ttattgcctt agataatgat     97980

     gaaacaggtt aaaaacgaag tgaagcctta ggagaacaac ttaaagaagc aaatattatt     98040

     tacgaaatta gacgcatttt accaccttat gataaaactt gtaaagatgt tgatgatttg     98100

     cgccaattcg gaaaagaatc atatcaaaaa tgttttttag acccatatat tacttatgaa     98160

     gagaccaaaa ataaaatcat agtcgatttt gccatttatt tttttggaaa agataaagtt     98220

     gaagtaatta aataaatatt tattataaaa tatcaattaa aaactataaa ctcaaaattt     98280

     tgcccctaca aaacctttaa aaacaaaatt agtaatatga atcacgaaca tttaattact     98340

     aagcaaaaaa tttttaaata ttttaaatta atttaataaa agttttaaac aataaaacaa     98400

     aaaaaataat aaataagact ctcgtaatga gagtcttttt tttattattc aaaatgaaaa     98460

     taaaaggaga aaaatatgaa aaaagaaaca aatcaaggaa tcattaaggg tggttgggaa     98520

     acaaaatcaa cccctaatga tttagaacaa atcaaaaatt ttttacaaac atcaaaagta     98580

     agaattatta aatattacaa ttgtttctca ttctaaaaag aaaaattact accaacaagt     98640

     aaactgccgc ccaaaaaaac caaactctat ttgtagaccc tcaaatctta gatgaaataa     98700

     aaaaaatata gaatagaaat aatcaaaaat catcattccg aagagaaaca taataatata     98760

     actctaaaca accacataaa acccaaaata atacccttaa aacacatttc cctatcttcc     98820

     aaattaattt atcttaacga acaaaaacac tacattaaag aattaataag taagataatc     98880

     atagacaaac tagacacttt aaaattatat aaattagatg ctaaaaaagt agataaatat     98940

     aacaatccta tcaaaacaaa ctataaaaaa ggtttaaatg ttatttatta tcaattggaa     99000

     gatttaaaac acatcaaatt atttttaacc aaaaataaac aaggctatcg ggttaaaaaa     99060

     atgcgtcctg attataaaag atatttaaca aaagaaaaat cataaaacaa ataaattatt     99120

     taaatcatca ttttatcatc atacactcat cattttatca tcatttgacc cctttaattt     99180

     ctttgacaaa accaaacatt tttaaggagt gatattttat atattatatc gataatgata     99240

     atgatactcg atatttgata ttatcgttgt atcttttatc tatcattatt atttttttga     99300

     tatataaata actccctaat tttcctttcc attattaaaa aagaattgtt taaaattatc     99360

     caaacacaat ccctaacgcg ttgaagcgct aataacaatc ataagtacac ataaataaaa     99420

     agaagaagaa aactaaaaat cccccagttg agctcgaccc ccttttttaa ataaatataa     99480

     tcattcagag ttatacatgg ttatgtatgt gatataaaaa aaaaggaaac aatatttaaa     99540

     ttatgaaaaa atagctaaaa taatagaaaa agagaaacaa aaaaataaat tattacaaac     99600

     tctaatgaaa aaaaccaaaa aactgataaa aaaactgttt ttgaattagt taaacaattt     99660

     aatcaaaaac taaatttaac aaccatttta aaaactatca aaaccaaaag aagcacttat     99720

     tattggttga aagtcgaaaa taaaataaaa gccaaaaaag aaaaatactt attacaacaa     99780

     aatcgcatta aagctttatg tttacaagaa aaatattttt gcggtcatcg taaaatcact     99840

     gatttatacc aaaaaacttt taacgaaaac attaccaaga aaaaagttta tactattatg     99900

     aaagaaaacg gtattttttg tcgtttaaga attaaaaaaa taaatattat tataaaaata     99960

     atttaaaaac taaattaaaa gtagtagata atttaattaa tcaagatttt atattaacta    100020

     aacccatgaa aaaactattt accgacatca cttattttaa accccccaag gatttttata    100080

     tttttcttgt attattgatt ctttcaataa ccaaattatc gcttcccaca cttccaaaca    100140

     tcaaaataaa gaattagttt taaacaccat ccaaaaatta tctctattaa aagaaccttg    100200

     tatcattcat tccgaccaag gaacagttta tcaaccacaa aaagtccaac aaacactaac    100260

     taaaaaagtt tttttaatta gcatgtcgag aaaagctaat tcacgtgata acgacgtaat    100320

     tgaaaaattt ttaggcaaaa taaaaaatat cttacaacat caacatcatt ttttatttca    100380

     aaaatctcct gacaaaataa aaaaattaat caattatttc cccaaagaaa aaaaggttct    100440

     ctttttgcac attttttgac caaaataaca taattacgta aaaaaataat tatgttttca    100500

     ttttcttaac ggaattttaa ctttttttac ctaactatat agtgtaaagg tcaaaatatt    100560

     taaaaaaaat atcttttcaa actaatgaat tattaaaagg tttagaaact ttttgaaatt    100620

     ttaaaaaaat atttccttag tttgaaaaga tattaaatta tctacttaat ttttagtttt    100680

     aaagaacaat tttaaagaca aaaattgtct aaaaaacgaa acagcgcact ctaatattgg    100740

     tgaatttaaa aaattattgt ttcccctagc ataaacgata cacaaaaata tattcatgaa    100800

     tatccttaag gcaacaaaaa acatgaaatg tttatctcca aacaaaacaa accccccctt    100860

     tttataaaag ggggttttta atataatatt ataatataat aattttaatt aaaataaaaa    100920

     aattaatggt gcggatagtg agatttgaac tcacacaaga tatctcttac atgcccctca    100980

     agcatgcacg tctaccattc cgtcatatcc gcttaaaaac gatctaaaag atcatttttg    101040

     ttattctaat gaaacaatgt aaggaatgtt gttattttgg ctttctaagg tttctaattc    101100

     aatgtgatcg taattatttt ctaagaaatt ttctagcttt tctaattctt tttcatcagt    101160

     gcatgaagga ttataaaaaa cagttaaaaa ggtttgatga ggtttaatca ttttttggag    101220

     taatgttttt aatgcttgat atttatcttt attaatagct attatttttt cttcccaaac    101280

     ggataaatat tctttttcta aaagagtttg attgcataca tttttggtat cttttttatc    101340

     agcatagata attttgcctg tttggatgtt tttgatagtt tcttccatga tagttttgtt    101400

     ttgtactaaa tccaacgatt tatcaaaagc taaaagagca ctgtatcctt gagcgatgtt    101460

     tttagtttgt aaaatgacaa tttcttgatt gtttttttta aattgcttta gctgagttgt    101520

     aagtttttct aaaagagatg tgtcattagg tagaataata atgttttggg cagtgttttt    101580

     ttggagaagt tttgcaaaat tggtaggttt aaaagttgat tgttttataa tgtgattcac    101640

     tttaaggtca gcaaagactt tttggctttt ggtatcattt acaaatgcaa taaaaaaata    101700

     tttttgatct ttatttgttt taggtaagtt tgaaggttgt ttatggtctg ggttaggttc    101760

     tttttctgga gtaaatttgt cgtgtttttt atctaaaatt gattggcatt gttctttcat    101820

     gttttcaatt tttcttacct ttaatgtgcc gtaagttaag agtttttcta aaactttttc    101880

     tggtttgttt gtatggatat gtatttttag aatttcttga tctttaacca aaaccaaaga    101940

     atctcctatt tgcaataaaa cttttttaat ttgtttcata tcaaggtttt tttcttggga    102000

     ttctttgatt tgaaaaatat attcagtgca ataagtatat ttgatattaa cttgtcccaa    102060

     tgtttgtatt ttatcaggtg cggtatgtgt ttgtttattt tggtttactt gaagtagttt    102120

     tttttctcgt aaaaataata acattccttt aagaatttca acaaagccag ctcctccact    102180

     atcaactact cctgcttgtt ttaagacttc taataattca gttgtttgtg aaagtgcttt    102240

     ttgggcgttt tgtaagaaat tagataaaac atcttcaata gtgttaaatt gggatttagc    102300

     tttgagagtt tgtttaacgg cttcacgaaa aacagttaaa atagtgcctt cttgaggttc    102360

     tataatggct tggtaagctt ttttgtaacc tccttcaagt gaatggataa aatcattaat    102420

     attgatagtt tctttattaa ttgtttggta agtttgtgcc atccctgcaa aaaattggga    102480

     taaaataact cctgaattgc ctttggcacc cattaataat gcttttgata aaatttggga    102540

     aacttctact atggaacgaa cttctaaatt gctaatttct ttaacgcctg acatcatagt    102600

     aattttcata ttagttcctg tatctctatc tggtacggga aaaacattta aattatcaat    102660

     ggtttggtag ttattttgta aattgatagc tccattagta atcatgtttt taaataattg    102720

     tccgtcaata aatttaataa cttgatcttt gttcatcttg gttgcctttc ttcgattttt    102780

     tttaatataa tcagataata agaaatagaa tatttttttc gtaatttggt atgattagga    102840

     aagatttttt atttaaggta aaaaaaaacc tattctaatt ataacatatt ttaattttac    102900

     tcttataaaa caaagaagtt aagggagcaa taaaagagct ttttttatgg atcataagta    102960

     aaattatgag attattggat agcaataatt tattttattg ttgttattca ttatcatatt    103020

     atttttaata ttgcgctgtt ccgttttttt tagacaaatt ttaagtctta aagaacaatt    103080

     ttaaagacaa aatttgtcta aaaaaacgga acatcgcact aattattgga cggcttttgt    103140

     tgttggaaaa aaataaataa aattatttat aaattacaaa aacttaaaaa actttaaatt    103200

     attgaaatta ttaatgctat aatataagta ataagaaaaa gattttttta aaaaaaacaa    103260

     tattttgaaa aaactcagta atcgcctaca aaaatccttt gacaccacgc aagaatgagg    103320

     tggatccatc attttcatcg atgaatgtga agaaatcttt tgtgatttaa caggattatc    103380

     ataagatgat aaaggcaaaa gagagaagtt atgacgactt ttaaaaaaga attaacaagc    103440

     gaaaaaatga cctaattaaa cctattttca tcattgttac aacatctaaa ctatatagac    103500

     cttattgacc ctgctatttt atcttgtttc gctttcaaaa ttgaagttta agaattaaaa    103560

     gaagattgtt tattagtttt aggttttatg ctacaataca ataaaataat aaatatatat    103620

     aatttattat aacaaaagaa atattaataa aaattaatta tattttgact tattttgcgg    103680

     tataatgatt ttacatagtg tttatactat tacaattata aaaaaaaata agagataatt    103740

     gtataattaa aattaaataa tagcattttt ttaaagttgg aatcatttaa gaatctccat    103800

     attagaaaag agtttttttg caaagtgaat aatttaaaac aatccaaaca ttttttattg    103860

     gctaaggtgt gcttgtggtt attttcatta ttgattttta ttgcattatt agaaaatata    103920

     atcccagttt gggcaaataa tccattaaaa gaaattttag ttactaaaaa agttatagaa    103980

     aaaagaaaat atttagaaga aagtaaccca gataataaat tagttgattg tcaaaatgct    104040

     gacatttatg attcaattta tgatgccaac aatctcaata tcacaaagac attataaatt    104100

     agaaagcaca gaaaataata aattagttga ttggcaacaa cgttatactt gggttaaaag    104160

     tagcaattat agaaccaata ttgcctctta caaatgtttt agcggataaa aattactccg    104220

     aaaattaaag tttatttgcc tcaaacaaac aataaagtag ctgatttgaa tgatttaaaa    104280

     tctcaaactc atataaaaac atttacctat atattattta ttttattgct tgctattttt    104340

     attattacaa tttattttta tataacaaaa ataattaatt gaaatactaa attagttctt    104400

     aattgtttca tatataaaga aaaaccaatt taaaagttgg tttttttaat attaattgtg    104460

     attaatattt ggttttagaa caaatcatat taaagttttt atttttttgg tagttgttct    104520

     aatcgtaatt tatttttcaa tttgtgatgt aaatatatga taaaaatagc taaaaaaatt    104580

     aaaaaactta agataaatag ccaataatct ttttgactgg gaaaagcaat aatgtcattc    104640

     caataagcat tgatggtttt ttgggtggtt tggtcgtatt tataaacttc atcgttattt    104700

     tggatttgta ttttgggact tccctgaaaa ttttctaatt cttcataagg agaattatat    104760

     ttagtaaaag ctaaattgtt tttgtaattt tctttttgtc ttaaaaaatt gatgaactta    104820

     taagctagtt cttttttact tactttaggc attaccaaag catcaaccca aacatttgtt    104880

     ccttctgtag tagaaaaata atccagatta ttattttgtt cttttaaaaa attagcatcc    104940

     cctgaataag caataactat atcataatat tcgttatttt tatttttcat gcggtccatt    105000

     aattgatcgt tgataaaagc taagttaggt ttttgttctt tgagttccaa gagccatttt    105060

     ttggctttat ctaattcatt tttggaaggg tttgcaattt ttccttcagt agcttttaga    105120

     cctaccatta aaccgtcgcg agcgttattg cataaagcta cttttaaatt ggtttctttt    105180

     aaatatttaa accctttatc tttgagttca ttaatttctg attcattcat tttgttttta    105240

     ttataaagaa taaccacttt accccaaaaa taaggaacgg cataatcctt aaaattaaat    105300

     tcagaaggga gtttttttgc aagcttttcg tttaatttat aataatgttt gttatctttc    105360

     attaatttgt cattctctat tgtttctaac atttcacttt gttttaattg atcaattgca    105420

     tattcactta aaatagctag atcatattga tttttacttt taattttggt aactgcaagt    105480

     tcgttagaag aaaaaagaac ttgtttaact ttgatgtgag tttctttttc aaacttttca    105540

     ataatgctag gttctaagta ttctccccaa ttaaataatg ttaatgtttg ttcttcttgg    105600

     tgttggggaa gtaatttatt tttggttcta agattaagaa taataagaat aacaaaagtt    105660

     gttgtgaaaa ttaaaagtaa tatttttgct acagttttaa ttgtcttttt cattttgtat    105720

     caaattcgtt ttcattgttg tttgcctcta cttctatttt tgggtttttc ctttggtttt    105780

     ttttggttgt tgtatttaat ggaattcagg ataattttag aactagcaat aataattaaa    105840

     atagtagata aagcatttac agttgggtta atagttcctt tgaggctgta gatataagca    105900

     gaaatatttt gacattcaga accacctaca aaataagaaa tcataaagtc atcaaaagaa    105960

     aggctaaagg aaagcatagc tcctaaaagc atagctcctt taagttgtgg cagtattact    106020

     ttggttaaag ctttgagtgg ggttgctcct aaatcatagg ctgcttctaa agaatgaggg    106080

     tcaagattta ttactttagg atatacagta ataactacaa aaggagtgca aaaagatatg    106140

     tgagctaaaa gcattttcca aaaaccagat tccaaaccca taaaaccaaa gataacaaat    106200

     aatgctaaag cagtaataat ttcaggaata acaatagaaa aattacttac atcaagaacg    106260

     atgttgcgcc attttttgtt aagattttga gcaaggctaa tagccgaaaa agtacctaaa    106320

     aaagtagaaa ttaaagtggt taggcaagca atgtataaag ttattttgat agcagtttta    106380

     actgtttggt cagtccacag tttagaatac catttaaagc taaaaccttg ccaattaact    106440

     aaagatgcaa ttctgccttc gcttttgtta aaagaaaaaa taattaaaga taaaatagga    106500

     atataaataa agcttaaaac taaaatgata tataaaatgt tagtaatgtt ttttttggga    106560

     tttgtttgga ttttggtaga atcagttttt ggggatttag tcccggataa tttaattgac    106620

     atcttttctt tctcttaaac ttaatttttt aaaaatttga aaaatcaaaa acattgttaa    106680

     agaaagatga atagcgattg cacaagcctg ttttatttca ccacttaata aagctttgtt    106740

     ttcgattaat tcagcaatag taatttgggt agttgctcct agataacgtg gagctacaat    106800

     attagttgct gtttgtaaaa agacaagaca aatgcctgca agcactcctg aaagtgataa    106860

     gggccaaata attttttgca atacttgcca ttcatttgct cctagatctt tggaggcttg    106920

     aataagttgg ggatttattt tgataattgc agtgtagatg ggtaaaaaca tgaacggtaa    106980

     aaataaataa ataagtccta caatcatagc aaaatcagtt tctaaaaggt tcatattaaa    107040

     agttttttgt aataagttaa atatttggac taatgcttgg gtttttataa tcatattaat    107100

     ccacatagtg ccattgatga gaactacaag aaagctttgc catttcattt tgaggcgaga    107160

     aatcatatag gctagaggat agacaatgat aaagacacaa aaagtaacaa taatagaaat    107220

     tgcaattgat ctagcaagga cgtataaaaa tgattgattg aataaaaaat cttgatggtg    107280

     ttgcaaagta aaacgggttg caaaaaatgc tgtttgttgg ttagtatcct gaaaagaatc    107340

     aaataaaata aagcccatag gtaaaataat taataccaac aaaataatat aataaggtga    107400

     aattaatagt ttgtatagct tttgattgtc cttgcaagta taggtttttt tcattaccaa    107460

     atctccatta catgaatgtc ttcaggatta aaagtgatat ctattttttt gtttaattca    107520

     acatggtcag tagtatgaat aatgtaggtt ctttgagcgg ttttaacatc aatttcccaa    107580

     tgaactcctt taaaaataat agattgcact atacctgtaa ttaagccttt tccttggtaa    107640

     acaatatcga tgtcttcggg acgaataacg atatctacat tttcttcttt tcgaaaaccc    107700

     ttatctacac aattaaaagt ttgattgtca aaatgaacta aaaaatcatc tttcatcact    107760

     cctttaatta agtttgattc tcccacaaat tgagctacaa aacggttagc aggctcgttg    107820

     taaatatctt caggacttcc tatttgttga atttcgccgt tattcatgac aactacttta    107880

     tcactcatag taaatgcttc ttcttggtcg tgagtgacaa ataaaaaagt aattcctgag    107940

     tttttttgta tttctttaag ttcgtattgc atttcttgtt ttaattttaa atctaaatta    108000

     gataaaggct catcaagtaa taaaacttga ggtttgttaa ttaaagctct tgcaattgca    108060

     actcgttgtt gttgtccacc tgataattgt tcaatagttc ttttttcaag tccttgtaaa    108120

     cccataattt taatgtattt taatacttct ttttggattt gttcttcttg ttctttcttg    108180

     tttatttttt tgcatttaag agcagtttgt tttgcttcaa aatctttggt tagagcttca    108240

     atttgattgt taaagttatt tgtaatttgg gtagtttttt cttgagccaa atctttagtt    108300

     aattcttggt gaaaagtttt tgataaattg gctttgctag ttttataatg agtttcatta    108360

     atatctaaat tatctttaat cttggagtta aaatctttta aacgtaagcc aaaagctaca    108420

     ttttcaaaga catttaaatg aggaaataaa gcgtattttt gaaaaacagt attaattggt    108480

     cttttgtgag cagctacatt taaaatgctt tttccttgaa ataaaacctc tccgctacta    108540

     gggttttcaa aaccgcctaa aatacgtaaa atagtagttt ttccacaacc tgaaggacct    108600

     aataaagtga caaattcatt ttgtttaatt tctaaattga tgcctcttaa aattaattga    108660

     ttgtcaaata ctttggttaa atcttttaaa ataattaatg ttttcatggt ttgatgccta    108720

     tctttttgga aaaataaagt tttaaacttt ataagtttaa gttgtaaatt gttgtttaat    108780

     tatcaaatat aaaaaaatat taattaaaca aaaatataat aaattagtca ataaaataat    108840

     tataaagcaa aataatcatt ttataacaaa ataaaaaagt agtaattaaa attgcaacaa    108900

     taaacaatca aaaagaacca aaatctctta atattttaaa tttatttatt gctaatttta    108960

     gcttatcata aaattaataa attgcaatca taaaaagttc tttttttctg atattgttat    109020

     aatatctcta aattttgtta aaataaatgt gttaagaaaa ttatagtaaa atgatttttt    109080

     gcaaatatta attaaaataa ttaaaaattg ttcgataaat gattataaat atgcttattt    109140

     tttttggtat ttgccaattt gtttattttc attaaaaatt ttatagttgg aaaatatttt    109200

     tttatcattt caaattaatt taataaaaaa atgaatccaa ccaaactaac taattaatat    109260

     ataaaaaata taaaggaagg tatattatga aatgggaacc gcaaagattt gaatatcctg    109320

     aaccagataa tcaaccgaaa aatccgccaa attatccaac cccacctaaa aaacctaaaa    109380

     attatttgac aattgctact aatataagca ctattatttt aaatattatt gtgattttct    109440

     ttctgcttgc tttaattaag ggagctgaaa attttgctaa ttctatggga aaatacaaca    109500

     aagaagatat tatatgggca cgagaaaaag aatacataac caaaggcaat tttgatattg    109560

     atagcttttc tggatatgat gaagtcaaag acgagttaaa agaatatatt aaagcagtaa    109620

     atgatgatgc aaatgaaatg aaccttttgc ctcgtaaaga tttaccaaga ggagttttat    109680

     tgtacggctc tccaggaaca ggaaaaactt atttagctaa atgtttagca ggttctgtta    109740

     aaggcaaagc tccttttttt gttactactg gttctgattt tgtcgaaaaa tatgtaggag    109800

     tcggagcagc tcgtgtaaga ggtttattta aagtagctca agaaaccgcc aaacaacgtg    109860

     gacagagtta ttattttatc tttattgatg aaattgatgc tattggagct gaaagaagca    109920

     aagaaaaaag cgctcaagaa cattcaggca ctcttaatgc tttattaact caacttgatg    109980

     gagtagattc agatgaaaaa gctccacaag ctattgttat tggagcaact aatcgtaaag    110040

     attttttaga tgatgcctta attagagaag gtcgtttagg gaagcacatt tatttaggca    110100

     ctccggattt aaaaacaacc caagccttac ttacagcttt tatgaaacgc gaaaacattc    110160

     aagaaaaaaa ttatccttca aaagatgaat taaaacaagt ggcaaaaatt ctgcacggat    110220

     ctcattttac tccttcagat attaattctt tagtgaaaga atctaaaaag atagccttca    110280

     aagatactaa ttccctaaac aaaaaaatta cgccttcaca tatttatgat gctatggatt    110340

     taattttaat gggtcctgaa ttaaaacaaa gtacctctca agcagataaa aaaagagtta    110400

     ttaatcatga attaggacat gccatagtag ctcatgctct agggtttgat gtgcatcgcg    110460

     taactgccaa accaagagga caagcagggg gatatactat ctttttgtct gctagtaatg    110520

     aagacgaaca agccaatcaa ttattaacta aacaagattt attaaaacaa atgattactg    110580

     ctttggcagg gatttcagct gaagaagtgt ttgaaactag tgttagtgtt ggttgttgtg    110640

     atgatttgaa aaaggtgcgt tctattgcca ctaaaatggt aaaagatttt ggaatgtcat    110700

     taggttcgga aagtatggat tttagtttgg atgataatgc tcaaactaaa gaaattaatg    110760

     caattattca agctagttat aatgcagcta aagaaattat tgaaaaatat aaagccaatc    110820

     caaatgataa agataacaaa actcctaata aacaatggga atatttaagt gaaaaacttg    110880

     atacacaaaa tttaggaaaa gatgattttt tgtctgtaga aggtcaatat ttttatacaa    110940

     caacaatttc aactgttgaa gttcaaaaag aaacaacatc aactaataaa aaagaataca    111000

     aaataaaatt agaagataat gaatttagac aaagacctta ataaaccctt cttaattgat    111060

     gggtttttta ttttatttac tttaatttta tttttttaat atcccttaaa gcttcaaaat    111120

     taattaatat tatttgcaaa aaaaattatt gtataatata tattaataaa tactaataat    111180

     ttgatgattt gtagaaaaag caataatcat ttattttaaa aacaatttaa aaaatattta    111240

     tctttttttg atacatttat cataattatg acaacaaaac ccaacaatcg ctttgtgata    111300

     ttaaaaatct ttagaaagca ataaattgtt taaaaacatt aaattcaaaa tctttttatc    111360

     aatgattaat tatcaattat acagtcttat aaattaatta ttagataatt atataaatta    111420

     atttgtttag taagtaatca tttataatta ttgatactct attttaacaa aactaaaaag    111480

     ccatttatta attggctatt tttataacat tgatttataa tatcaattta ttttatttac    111540

     atttttgtat tttgggaaag ttaaatattt attcatttaa aattattgca tttaacaatc    111600

     tttttttata ttttacccta acttactttt tcatttattt gtccaatttt tcactttact    111660

     tattttagtt ttattttaaa aaccatttat tttttttttg ttgttgttgt tttgatattt    111720

     tttatctata aagaaatacc aaccaagaaa cacaaaaaac aaagaaaact aatatagcaa    111780

     aaataaaatt attaaaatat aaaaaaacat atattcaaac agtataaaag gaaataatta    111840

     actcggctta tgattatcga tattagtggt atttgtatta atttttttaa taaggtaaaa    111900

     tctttttttc gaaattaatt caatatttaa ttaaaaataa ggtatttcgg tattttaatt    111960

     attatttttg gtaacctttt gtattttttt tattttggtt tcatattaaa gtttttgcta    112020

     agaaaaattt caatcctaat gctcttaaag gaggtatttt cttaggggtg ggtctgcgct    112080

     gttacgtttt ttagacaatt tttctctaaa atttttctaa aaacgtaaca gcgcaatgat    112140

     ttaatatcaa gttacaatac tgaaggagac aaagatttaa agtattttat tattgaattg    112200

     agtcaattga tcctcaattg aaatcaggtc ctaatggttt aggaaatttt gtttaaaaag    112260

     gagataccaa aagacaaaaa gaaattaatt attctttgat gaagatattt atttataata    112320

     tatgaaagac aaagatggaa aagatatgga tgttatttat gattttaaat atgtttttac    112380

     aagattacat gaattaaata aaaagaaaag aagcccagaa taagaaaaag aatttagtac    112440

     tttatttaat tttttttata aatttattct tggcaatcta aaaaaattga tgaattccaa    112500

     caaagatttg attcattaaa agatattaaa agatattaaa ttagaatcta agatttttta    112560

     aaaatgttta gatgattcag gaagataaga aataaaataa gaagaacaaa aatttagagt    112620

     tttaaataaa tgtgcctttg cttttgaaaa tgataaaaaa caaacaaaaa ctaaatcaac    112680

     aaacgattca ttaaaaaatc aattttgaag aaataaaatt agaatttaag aatttgaaaa    112740

     aatgtttata caaagaaaaa actaaatgag aaaaagttaa aaaaagatac aagaaaccaa    112800

     gaagaagaaa aagaatttaa tgatttagaa aaaataacaa gaagcagcaa agaacaaggc    112860

     aatacaaaag aaacaaacga aataatttgt ttagaaaata aacttaatag cattagaaac    112920

     aaattaaaag aatttaaaga tagagtttac aaaaatactt attaaaaaaa ggttatataa    112980

     taccttatta attagtattg atggattatt aataggcttt ttattagctt tatttttatt    113040

     aggtaaaaag actaaagtaa caaaaaaaca agaactaata acacttttgt aaaagcatgt    113100
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     tgtttggctt gttttcctaa aaaaactaaa atggattttt tttgttcttc tgccagtgaa    126240

     agcaaaggaa tttgaccaat ttcttttaaa tacatgcgaa ctgagtcatc cattttaata    126300

     tcagaatgga ttttagaaat ttcttcttta gaaatttttt catcttcatc ttcttctaat    126360

     tctgtgattt tttcatctga tattaagtct tcttcagaaa tgtcaaaatc ctggatgtct    126420

     tcttctgagt cttgcgtgtt atcttcatct ttgttttcat ctgttttttc taaatttgca    126480

     tttgttgatc cggaatcaaa gtcagtaaaa acatcattgg gggtatttgt ttggttgttt    126540

     gtatcatttt tattgtggtt tttatttaga gatgtagctg cttgtgtttc gcaagaaata    126600

     atttgaatcc cttgttcgtt taagttttgt gctatttgtt gatatggtat ttttatgttt    126660

     tgattttgca aaaaagaaat aattaattga gatgttagtt ttttttttct tccagcttgc    126720

     tcatttaaag ttttgattat gttatctaat tccatttatt aactccattt tttttaatta    126780

     aaatttgtct atgaacttgt tttgattttg gctttttgga tgattttttg tttttttaac    126840

     aaaatatatc atttactaat tcgcttaatt gttgttgtaa ttgttgtttt tcttttttga    126900

     gtttgtcttt gtttttttgt aatttgtttt tttcggtatt atctatttga agtaatttat    126960

     catttaactc atttattttt tgttgttttt gttctatttt gtctctgatt tctaattctt    127020

     ttatataatt gctaaatatt ttgccttctt tatcttttaa aagaggacgc ttttgcattt    127080

     ggaaaaaatg atgtttttct atagatgtca ataaatcatc aatattttct ttaaatgtgg    127140

     tgttttttat ttcttcccaa ggaatatagt tttgttgagg attttttttg taataatttt    127200

     taatatagtt tagtagacaa ttacattgca agtcgttaaa accgggggtt tttttgatga    127260

     tggcaaatgt tttggggttt tgggttttga aaaaagcagc atttaaaagt aattctatga    127320

     ttatttctat tttaatgtca aatttgattg catttaattg ttgtttggtt tgagcaatgt    127380

     aaagaggttt tggggttttg tcaatggaga cttgagaatt aagattaact gttagttgat    127440

     attttttttg taagtattct tgataaatta ttttgatttc aaagcttgat gatttgaaca    127500

     gtttttgtaa ttcttttttg gtttgagttt ggttgtaata atccattttt tgacaaatca    127560

     aatctacttt taaagctaaa aaatctttta aatcatcggt taggaggcgt tggtattttt    127620

     cgggcccttc agttttgatg tattcatcgg ggtctagatt attgggaaaa accaatattt    127680

     gaacttggaa gttgtttttt tgtagaaagg ttccaatttc taaagtagct gtttttcctg    127740

     ctttgtcgcc gtcataggca ataattattt tgtcggtgag tttttttaat agtctagtat    127800

     gaaccgaagt aagattggtt cccatggtag caactacgtt tttgacttgg gctttgaaag    127860

     atgccataac atcaaaaaaa ccttcatgca aaatgactgt ttgttttttt ctgatttcag    127920

     cttggttttc gtagtattga tataaattct cgcctttttt gaaaattact gtttcggggc    127980

     tgttgagata tttaggtatt ttattatcta aactacggct ggaaaaagca acaatttggc    128040

     ctgatttgtt agtgatggga aaaatgatgc ggtttttgaa aaaatcataa aattttccgg    128100

     ttttgtcgtt ttgattgatg aggtttaatt ttttgaggtc atcaggatca aatttagcaa    128160

     attcaattaa atagcgtgat aaatgggacg ctttgggagc ataacctaat ttaaattttt    128220

     ttatgatttc attgccaaag cctctttgtt ctaaataatt gaggacttgt ttgttatttt    128280

     ttaattgatg ggcataaaaa tctgttgctt cttgcatgat gttgtagaat ttttggtatt    128340

     gactggtgtt tttttggcgc agggaagtat tgattcctaa tcgggttgcc agttcaaaaa    128400

     tggcttgatt taaatggatg tttttgatgc ttttgtaaaa aaaaacagga ttgccgcctt    128460

     ttttacaaga catgcaaact cctatatttc tttcaggaga aacagaaaaa gagggcgttt    128520

     tttcatcgtg aaaagggcat aatcccatgt aatttttacc tgattttttt aattgtacaa    128580

     attcttgaac taaatcaagg atagtcattt tttcgttgat ttgattaatt aattgtttgt    128640

     tatctttcat ttttatccgt tattttaaaa tgattttttc ttggatgtat tgtttgactt    128700

     ctgttagcaa aaaggtttgt tgttgggcag tgtcgcgatt tcttaaagta attatgttgt    128760

     gggtaagggt ttgatcgtct acagtgatac aaaaaggagt gccgatcata tcttgtctgc    128820

     ggtatctttt gccaatactt ttggtctcat cgtaacaaac atcaaaatat ttggctaaat    128880

     attgattgat ttcttgggct ttggcgctgt gttttttttt gattaatggc aaaacagcta    128940

     ctttgtaagg cgctaaaaaa gggtgaaaag aaaggatttg ccttgtttcg ttggaagtgc    129000

     tgttttcgtg gtaattgtta attagaaaag caaaaaatag tctttctatt cctaaagaag    129060

     gttcgataac atagggtaaa attttttgtt tggtagtttc gtcaaaataa gtaagatctt    129120

     ttttggagtt tttttggtgg gttttcaggt cgaaatttgt tcttgaggcg atcccccaaa    129180

     gttcgtcaaa accccaagga aatttgaata aaatatcgca ggtttgtttt gaataatggc    129240

     tgaggtcttc ttttttgtga tctttaaatt ttaaattttg tgggttcata cctaaaataa    129300

     ttaaaaaatc atacattagt tttttccaat ggttaaacca atgggtttcg gtaccgggtt    129360

     ggcaaaaaaa ttctagttcc atttgttcaa attcacaagt acggaaaata aaattgcctg    129420

     gtgttacttc gttgcggaat acttttccaa tttggcagac tccaaaggga agtttttttc    129480

     tggtggtttt taaaatattt ttaaattgga taaaaattcc ttgtgctgtt tcaggtctta    129540

     aatatagagg ttttgagttt ttcaaaatga ccccttgacg ggtttgaaaa agcatgttaa    129600

     aaggtctgat tggtgtccag ttggaagttc ctaagacttg gtttttgact aaatagtcat    129660

     gcatttgttc gtaggaccaa ccgctaatat ctaactgcgg atcgtgtgtt tcgatgagtt    129720

     tatcggcgcg aaatctcttg ttgttatctt gattttcagt aaggggatcc gaaaaagaat    129780

     ccagatgacc tgaggctttc catacggcag aattaagcaa aatggagccg tccaacaaaa    129840

     cattattggg ttgttcttgg acaaattttt gcaaccaagc ttttttaatg ttgtttttta    129900

     ataaactacc taaaggtcca taatcccaac tattggcaag tcctccataa atttcgctgc    129960

     ctgcaaacac aaatcctgtt tgtttggcta atgaaataac tttctctaaa ttttgcatcc    130020

     caaagctcct ttttgttgtt ggtgttaaag ttttgatctt tgcgttttcg atttttacgt    130080

     ttttttatga ttttgttttt tgagtttttt ttgttaatta taattattta atatccaaag    130140

     cgacttaata aatctttttg attacgccaa ttaggataca cttttaccca taaattaatg    130200

     tgagttttga tttgcaaatg gcaattgagg tcttggcgga catgcgttcc tatttgtttg    130260

     agcttggagc ctgccttacc aattaagatt tgtttttggg agcttctttc taccaaaatc    130320

     aagccccaaa tttctaataa atgttctttt tgttccattt tttcaattat tacagctgag    130380

     gcgtgaggaa tttcttcgtg gacataataa aggacctttt cgcggatcat ttctgctatc    130440

     caaatttctt ttttttgatc agtaatcatg tctttcggat agtaagcgac tcctggtttg    130500

     atattttgat agatattttc ttttaaaaaa gtggtgtttt tggctttgat agcggaaagt    130560

     gggattactg tttgaaaaga aaaatgattt aaatagctca aaataatagc atcaatttgg    130620

     cttttgcttt ttaaactgtc aattttgttg atgactaaaa aaactgtttt tttggtttga    130680

     aaaattatct ttaataaatc ttcttctttg ggatgataaa aggaatctgt taaaaagaga    130740

     attaaatcaa cgtctttgat gctttgaaaa acgatgttgt tcattttttg gttcaataaa    130800

     tgtttgtatt ggttaattcc tggggtgtct acaaaaatat attgggcgtt agaatcgtgg    130860

     caaatgccaa taattttgtt tcgtgttgtt tggggtttgg cgcttgttat ggccactttt    130920

     tgctgggtta atgcgtttag aagagtggat ttgccgacgt ttggtcgtcc caaaatagca    130980

     ataaaaccag atttaaaatc catgtaagtc ctcaatttct tggttatttt tttgtttttt    131040

     atttttactt gttgttgttt ttgtgtgtgt tttattattt gttttttctt ggatttgggg    131100

     gttttgctgt tttatttggt tttgtctaaa ttgagaccta ctttttgtaa aattttttct    131160

     tgtaaagcaa gcattatttg aaactcttct tcggttcgat gttgataacc tttaagatgc    131220

     aaaaaaccat gcactgctaa aaaagcaatt tcgcgttcta aactgtgctt gaatgttttt    131280

     gcttgttctt gggctttggg aaaagaaata aaaacatctc ctaaagaatt gtcttctaaa    131340

     cctgcaaaaa aagttaaatc attatgaaaa gacaaaacgt ctgttggata atttttttgg    131400

     cgataaaagg aattaagttc ttgaattttt tcgttggtaa caaaaatgag atgcattatt    131460

     tttttttctt tgatgggcaa aaacatttta attaataaag atttaaaagg tttgatgcaa    131520

     aaagaagttt gattatgtat tttaatgatc atttagtatt tcctatttgt ggttgtggtt    131580

     gcagttgttt tttcgtaatt tttcaaaatg agattatttt tttgatgatt ttaactaacg    131640

     tttgaatgaa taaaataaaa agacattttc aaaaaaactt aataaaatat aataaaacat    131700

     aaaataaaaa aaagcaactt gtttcaagta gcttttaatt gattaaaaca ttaacgcttt    131760

     ttactacgca tatttttttg gcgatttttc ttttgtacac ttggtttaat ataatgttct    131820

     ttgcgacgcg cttctgctag gacaccagat ttagaaactt ctcttttaaa gcgacgtagc    131880

     gtttcttcga tagtttctcc tttacgaaaa acagtttttg gcattaatat ctcctttcca    131940

     caatctcaaa attaaaaatt accaatacta attatattgt atctcttttt ttgttttttg    132000

     tcaataataa aaagagatac aatataatta aatatttact taagtggttt tttctttttt    132060

     tagggtcgtt ttcttatggt aaaatttgtc attaaatgtg gttaaattaa atgaaatatt    132120

     taatatgtta tttttattat aaatgagtaa attttatagt tttttttatg gttgtttttg    132180

     taattgttta gtttttaagt ataattgaaa aaaacgattg cactgttcca acatgtttgt    132240

     gataaaattc tggtctccct tgacttcgat agttttgttg gtttggtcgt tttgatagac    132300

     taaaaagtaa gctttaattg gttgggaaca ataaatttgg gcttggagtt gggcataata    132360

     gatattaggg attttgtctt cattcaaaaa gttttgccaa gtataagagg caaaagaaat    132420

     agggcatttg atttctaaga ggctttgaga ttggacgtcc catccatcca aagaagcaga    132480

     catgaaatct ttgacaaaga cttttggttc gaattgcatt ttttgtgttt ggttgaaaaa    132540

     atttcttgct ttgggttcta aagttcgtcc gcgtttcatt gcttcgttgt cttcgattga    132600

     agttccaaaa acttttcttt ttaataattg ttctttggtt tcaaatggat ttaagcccat    132660

     gatagctgct acttcggaag cattaatgta ttttttgcga tgattgtgcc aagctaaggt    132720

     attttgttct aattgcatat ggcatcaact attgttggca ccaaagggaa agtccaaaaa    132780

     aagccatggt taaaacagta agaaagcagt ttaagaagaa ttgttcgcct ttaactttgc    132840

     gtctttgttt ttgttcggaa aaagaatttc ccaaagaaaa gctgtcgttg ctatctgcta    132900

     aaaataaagt acttaaaacg ataaaagtac aaatagttac aaaaaaaact gtataattca    132960

     taaaaaatct cctttgaatt ttaattttga tttgttgttt ttttaatttt ttggtttaat    133020

     aaaataatga tgggatgatt cgtttttttc atcaatgttt aaaaatttac ttactctttt    133080

     attttagcaa gaaaatcatt tgtattttca aatattttta cattttggta atttataaaa    133140

     cgcacttgga ttaaatcttg catgatagct tcaactacac ctaagccgag agttttgtgt    133200

     ttgactttgt ctcctttttg aaaaaagcca tttccattag tgaaagatgc ttggtttgat    133260

     tggttaggtt gaaataaatg tggggaaaaa taatttgatc ttggcgtttc tttttgaaaa    133320

     attcccattt cttgtaaaaa gcgcgaaggt tggctgtcta tttgtttgcc gtatgaaaat    133380

     ctttgataag ccccagttaa aaataacttt tcttcagctc ttgtaactgc tacataagct    133440

     agacgtcttg attcttctaa atcgcttttt tctttttggt tacaatcaaa aaaaatatct    133500

     tcaaaagcag ttataaaaac cactctaaat tctaaacctt tgactttgtg aatagtagaa    133560

     agtttaacgc gatcgttttt gcttgggttt ttggagtctt gttcggtttg ttcgttagtt    133620

     tcattataca aagatatttg atctaaaagt tgggttaatt tttcaaaaat gcttccttcc    133680

     aaattttttt ctgcttgcat aaaaactgat tttaattctt ctatgtaata taaatcagaa    133740

     tcagaatctt ttattgattg cattttgcaa gtttcatcgt ttttacgaca atactcaatt    133800

     ttttcatcaa tataagtaat tatatcacta agacagtcaa aagaatcatt aattagtttt    133860

     tggcgcaaat ttgtaattaa tttttttaat tcgtttagtt tagtttttgc atttggttga    133920

     attggagttt ggtctaggta tttaagggtg tcaaaaagag ttattttttt ttcttgagca    133980

     agtttttcta gatgtaaaag agaagttgtt ccaatgcctc ttttaggggt gttaatgata    134040

     cgtttaaaat taaaatcttg tgagggattt gcaataaaat tgagataagc taaaaaatct    134100

     ttgactaatt tgctttggta aaaggaagca cctccaaaaa cttgataagg aatgttgttt    134160

     gctaagaatt tttcttccaa agggcgtccc aaaatattag tgcgatataa aatagtaaaa    134220

     tcttgatagc tataaacacc ttgtaaaacg aggttttgta tcgtttttgc gatgtatctt    134280

     gtctcttctt tgtaatctgc aaaaaacttg caaataacag gctctcctcc gcttttagtg    134340

     cttttgagat tttttttaaa aaggtgggct ttgttgtatt tgattaaaag attggctttg    134400

     tctagaatat ttttagaaga acggtaattt tcttccaaaa aggctatttt aggtttaaat    134460

     ttgtttaaga ataattggct gttttcaaat ctggctcctc gaaaagaata aatgttttgg    134520

     tcaggatccc ctactacaaa aatattttgg tgctctttgg ctaaaagagt taaaatttgg    134580

     tattgaaaaa aatcagtatc ttggaattca tcaactaata aatattggaa tttttgttga    134640

     taaaaaaccc ttacattggc attttcttgg agcagttggt gcgtgtataa aattaggtca    134700

     tcaaaatcaa ctaaattgtt gttttgcaaa aaaatttgat atttgacttt tattggcatt    134760

     tcgaattcgt attttttttc acgttgataa ttcttttctt tttgggttga gtgttgcaaa    134820

     gtatcttcat tttgtggttc gtgttttctt ttaatatcag aaatgctttt ttttaattca    134880

     ctaattttta ctctttttgg atctatgttc atttctttta aaatgtcttt gaggattttt    134940

     ttgcaatcat tgtcatctaa aattttgaaa ttgttgcgat atgaaaatgg caaaaaggga    135000

     ataaattttc tcaaaatttg ggttcctaaa gagtgaaaag tgcaaatagt aatgcctttg    135060

     gttttttctt taccaatcat ttggtcaagt ttttctttca tttgtttaac agctttgttg    135120

     gtaaaagtaa gggctaaaat ttggttgctt ggcaattttt tttgttcgat taaataagca    135180

     attttagcag ttaaagtggt ggttttacca gttcctgcgc ctgctgctag ataaaaagat    135240

     ttagcattgc ttgtgactgc tgcaagttgg gtttgattca agggtttatt taatttttct    135300

     aaaaaattgt ttttattgga aaacattttt atacctttta tttcgttgtt tatcattttt    135360

     gttttgtttg gttttgtagt gttttttttg ttggtgtgat ttggtggtat ttattttttt    135420

     gggagaacaa atttattttt gaggatttga ttttaagctt actacttcat tgaaattaag    135480

     ttcttgcgtt tgatcatttg tgtctttgat gattttgtct gctgcaaaat aaccttgtct    135540

     gagaaattga aaatgatttt gaaaacaaca gcattttttt aaacttgatt ctacaaaacc    135600

     ttttttgata tgccaggatt tttcattgaa attgccattt ttgcaaagta gtggagtaaa    135660

     aaaattaaaa gtggctttgc aagcagtctt tacttctgta aaatgaatag ttccgtttgg    135720

     ttttctgtct ttaaaaccgc tgccgctttt ggtttggggg tcatatgtgg caagaatttc    135780

     tgttatttct ccttttttgt ttttgacaac gtcataagct ttaacaaaat aagcatgaaa    135840

     taatctcact tcttcgccca aagtcaatct tttataattt ttatctagtt tttggagtgc    135900

     aaaatcgtct ttttcaatgt agagatgacg ggaaaaataa atttctcttt cttgtttttt    135960

     tccttgggtt tgtgttgcat ttccacaatt acaagtatta aaattattag tccaaggagc    136020

     tttgagagtt tctatttggt tttcaggaaa gttagtaata gtaagtttga gagggtttat    136080

     gactgccatt cgaggcaatg attttccttt gaggtcatct cttacaaaag attctaacat    136140

     ttcttgttta acttgcgaat ttactttgga taagcctgtt tcaaggataa aatttttgat    136200

     agcttcagga gtataacctt tttttcggat gcctgataaa gttggcattc tagggtcatc    136260

     ccaacctttt actaattttt tttctactaa attattaagg tgccttttac tcatcaaagt    136320

     ttgtgtgaga ttaagtcttc caaattcaat ttgtcgtgga gtgtgtttgg cttgggtttc    136380

     tttgattatc caatcatata aaggtctgtg gtcttcaaat tccaaagaac acaaagaatg    136440

     tgtgatgttt tcaaaggaat cttccaatgg atgagcgtaa tcataggtag ggaaaatatg    136500

     ccaatgtttt tgtttcaaag taaaagcaga aagaatacgg tacaaaatgg ggtctcttaa    136560

     attaaggtta ggactttgca tatcaatttt ggcgcgcaaa actttgctgc cttctgcaaa    136620

     ttcgcctttt ttcatttttt caaatagcaa gatattttct tcaatactgc gattgcgata    136680

     aggagaattg gtgccttttt ggtttaaatt accacgactt tgggcaattt gttcagcggt    136740

     ttggtcatca acatacgctt ttccttgttt gattaaaaaa agtgccattt gatacatttt    136800

     agggaaataa tctgaggcaa aagtgatttt gtaaggagtg tagcccagcc atttgatgtc    136860

     gttgaggatg gcattaacat aaatttgttt ttctttggaa gggtttgtgt catcatatcg    136920

     taaaagggtt tttccttgaa aaaaatatgc caattcaaaa ttaataatga tagctctggc    136980

     gtgccctaaa tgtaaaaaac cattgggttc aggcgggaag cgtgtaatta tttggctgca    137040

     tttcttgttt tggaggtctt tttgaatgat tgttttgatg aaatttgatt ttttttgcat    137100

     tttataagtc ctttttcttt tttatttgtg ttcttgtgtg atgttgggtt aatttttgca    137160

     tatcttttgg ttaattttta ataatatttt ttagttaaag attttgtatt ttgaaagttt    137220

     ttatttggga attatttcgt ttcggtaatt ttagtttttg tctccaattt tttattaggt    137280

     aatttagtta ttttattcat ggttagaaat ataattaagg attttaaaat agacttccaa    137340

     atatcgttgt taatgtcata ttctttatat attttaatca aaacactcta ttatattata    137400

     ctagtatttt aaaaatattt ttcatttata aactaactgt ttcgtttatt tagataaata    137460

     aataatcttt taaaatagca aagaaaaaat agattttata caatttcaag atcacattat    137520

     taaaccttta gataacaaat aagataataa aatcgatatt atagtttatc aatataaaaa    137580

     aatataaatt aatttaatct cattgttccc taaaaactag acaattaaat attttgaaat    137640

     aatataaaga ccaattttta atttgttttt tttgttatat atgataaaat ctaattttgt    137700

     actttttttc ttatgatatg ttataataaa attataaata ctaattttgt taatttgtta    137760

     aattatctta attagtaata attttttaaa gtataaatta aactttaaaa aagagttaaa    137820

     aaatattcaa aaaaaattgg agtaaagcta tgattaatta aataaacaca taaaatttag    137880

     tacgcgatat attataataa aaaggatatc gaaataacaa gatattatgg cagaagaaca    137940

     aaaatctaat aattccaaaa ttaataattt acttaaaaat gcttcaaaaa gcggcaatcg    138000

     tgaagggtaa ccagatttta ttataagttt tttaaataaa ctcgacactt taatttggat    138060

     aaatgttaga atggaaaaaa gtaaaattaa attacccaat atatattaat caaaatccag    138120

     actggaaatt catggaagat tatattaaaa ttttgaatta tagttttaat ttgaaatcaa    138180

     taaatcacta aaaagataat agttaatttt tgttgtattt tccaagaacc attttttaac    138240

     actcataaat atatcccaaa tattagttaa ttaaaaaaat aatgaaaata attaacaaga    138300

     tcaacttata aagttgatct tgttttgttt ttttaaaaaa atataaaaaa acttatttat    138360

     aaatgcttaa aaattagttt ttaaattacc tattttttta aaaaaattcc accattaaga    138420

     taaaaaaatc aaaaaatttt agtaaaataa taattaataa tcgaatttat ttgttttttc    138480

     attttctaat atctcttaat aataaatatt ttttctaaaa agttaaacat tgtatttata    138540

     tatttaaata attaaactaa attaaacctt tattttcatc taataatgtg ttataatatt    138600

     taggagtttt ttatataaaa ttttttttat gttctaattt atctttattt attgttgtgg    138660

     tttgggcata gtttaatcaa aggagttttt tttagtgtct tatttagttt tatacagaaa    138720

     atacagacca caaacttttg cagatgttgt tggtcaagaa attattatcc aaactttaaa    138780

     aaatgccatc agataccaaa aaatcaatca ttgttatctt tttagtggca ataaaggcac    138840

     tggaaaaact actttagcca aaatttttgc caaagccatt aattgtttgt cgcccattca    138900

     aggagaagcg ttttgttctt gtcatttttg ccaaaacttc gccaaagcaa acacagatat    138960

     cacagaaatt gatggagctt cttataatgg ggttgacgaa atcagagaat tacaggacaa    139020

     agcccaatac aaagctcacg caggcaaata caaagtctac attattgacg aagttcacgt    139080

     acttacgccc aacgctttta atgctttgtt aaaaatttta gaagaaccgc ctgaacatgt    139140

     agttttcatc ttgattacta ccgaaattta taaaattcct gacacgattt tttcgcgttc    139200

     ccaaagtttt gcctttgaga atttgaatct caaaaacatc actgcacaat taaccaaaat    139260

     tgctgctttg gaaaatatgt ttatcactga agacgccatc aaaagcattg cttatcattc    139320

     ggaaggcgga atgagaaatg cccttagttt gttagatcag gtaagtgctt atcaaaacaa    139380

     tttgatcact tcagaagatg ttgcaaatat caaaggtaca gtatctgcta gcgttatcaa    139440

     aaaattgttt caaaatctac taaaaaaaga agcgaccaaa acattgcagc tccttcataa    139500

     atcaattgat tcaggcaaaa atattgatat tttaatttta gatttaattg atgctatcaa    139560

     agattattta atttgcaatg ccaaaaataa aaaatattcc aaaacttcgc aactttccca    139620

     agctcaaaaa atattattgt tagaagaaac aaaccacatt gatcattttt taagaacctt    139680

     aattaaatta caacaagacc tcaaaaaaag cgatcaaaaa aaatctttgg tagaaattgc    139740

     ctttttgcaa atatgctctt tacattcttt tcaatttcaa gctgatttac aagaattcca    139800

     acaatttgta acaaataaaa caaaaatttc caataataat caagcattgc ttgaattaga    139860

     tgaaacaaat gccgaagagc attatgaacc aacaaaaccc atccaaaaaa aactagaaaa    139920

     cccccctttt tacaaaacag aagaaattaa atcaattcaa tttactccaa tagcaaacaa    139980

     aaaaacacca aaaatagaaa aaatagaata tcttcattca accctaaaag atttacaacc    140040

     tcaaaataat tctactatct ctgaattgac tcaacaaaat aacttgcctt cccaaaactc    140100

     attaggaacc aaatcaccaa caaaaacaca cccttatttt tgcaattcat ctctttttga    140160

     tttaatatca tttgcaatta atattttatc taatcaagac aaaccaacca aaaacacaat    140220

     aacaaatttt tggaaaaatt taaaaaatca ttattctgct cacagttatt ataaaagtgt    140280

     agccgaaatt ttggatagag gaacaatagt tgctttgagc caaacccaac aaattatttt    140340

     agttttcgaa gatgaagatg tctttgaact tgttttacaa aaaaacatca aacaaaaagc    140400

     tttagaaatt ttgaataatg aaacttttgc aattacagaa tacattgctt ttttaaaaca    140460

     agattggcaa gccttagaaa ttttttacaa caaaaactat cctcatacaa acccatcatt    140520

     aattgcacaa ttcacagcta cttgcaattt tgatcttgac ttgtatcgaa tcaaaacgac    140580

     taaatcaagc aaacctgcta ttattcaact agcttatgat ttttttggca aagatatagt    140640

     agaaataatt aactaggagc aaaaaattat gaaaagacaa tctaatatgt ttgaaaaatt    140700

     aaaaaaaatg caagaagcaa ttgaaaacgc tcaacaacaa ttggaattac aagaatttat    140760

     tggcaaagca ggggatgtag aaattgtttt acaaggcacc aaacaagtcg tagatgttat    140820

     tatttctcaa attcacaata aggcaattct ccaagaaagc gttttgttag cttttaatgc    140880

     tgctttgaaa aaattagaaa gaaaatctaa agaactcatg caaaaagcat ctggagattt    140940

     gatagaattc taagtttttt tttgtcccct atatttttct tttttatttt atcgcttatc    141000

     atattattac attaaaagga ggcattttat gaaaaaaacc aaaactccaa aatcactttt    141060

     ggaaacggct tatgacatta tgaaaaaaca tcaaaatcct gtttcggtct atgatttatt    141120

     aaaacaaaca ttgcaaaaac atcaaatctc aaacaacaat cccaatttag ctaatcaact    141180

     ttatttagac atcactttga gtgggaaatt tgttttttgc gaaaacaatc aattaattat    141240

     taaagaaaat aataattttt tttgggataa agattttttt gaaaaaacta aaacttcaaa    141300

     cgacgagcct ctagacgaag ataccaattt acaagaatta gattttgagg atttcctttc    141360

     tgacaaagac actaaccaaa ctgaccctct aaaagatgtt ttgcttgatt tagaaggcga    141420

     accttcagaa gaacaaaaca aagatgatga caaaattgaa gatgatatta ttttagaaga    141480

     taaagatgat tacgaagatc cattagaaga agaatacgaa catctttatg aaaaataatt    141540

     attactttat aattcgcatt tacaaacaac caatcaataa ttatcaagtt ttttcttttc    141600

     aatgatatcc tttattcttg atggataagg gattcttact tttttattca cccaaactct    141660

     aaataactaa aaatggttta ataaaaaaca ttagtaaaac gaggttaaat aatatgtttt    141720

     taggttttta caattataca acttatttaa ctcatctaaa tttaatgagt ggtttttttg    141780

     gcattggctt tggtgcttgc ggtaaataca cctctgcttt aatttgccta ttaatatcag    141840

     gcgtttgtga tatgttcgat ggtgttgtaa gtcgaaccaa aaaaaatcgc agtctcacag    141900

     aaaaaagcta tggcattcaa attgactctt tagctgatat aataagcttt ggtgtccttc    141960

     ctatttttat taactattct ttgagtttca aagataaaac ttcaacatta aataaagaag    142020

     gttggttatt tgcgcttgtt tggatagttt ggggttttta tcttttggca gccttaatta    142080

     gacttgctta ttataacgtt ttagctgaaa tccaaaaata caactcccaa agcccttctt    142140

     attttacagg tttgcctgta actgcagctg ctattttatt tcctttttta tttttagcta    142200

     agtttatttg caaaacttgg tatttcaaaa gtttaggttt tatcgaacaa agacttactt    142260

     ttttttggat tcattttgcc tgcatgttgc ttttaacttt tttatttctt tgtaaaaaaa    142320

     tccatttccc caagccaaaa gccaaaacta caataacaat tattttatta ttagcgctaa    142380

     attttatcct atttatgttg tttaaaatct tattaaaata tttgttgcca atatcaacca    142440

     caaagtgagt aatttaaaat atgaaaatag ttaatttaga aggcaaaatt atttgtcaag    142500

     acccagcaag tcgcctacaa aaaactttat atacaaactt agaaaaaaac ttttggaaaa    142560

     gactccttct caaaattttg atcactaaac ctatttcttg gttagttaat ttgtattttt    142620

     attctccttg gtcacgccaa tatgctttga aaatcattga aaaacaccaa attgatttaa    142680

     acttatttga aaaacaaaaa attagttctt ataatgattt ttttacaaga aaatacaaag    142740

     aacttgccat tcctcaagac aactttgctt ttatcagtcc ttgtgaatcc aaattaagca    142800

     tttatcctat cgccaaaaaa gcactctact gcattaaaga aaccaattac agcttagttg    142860

     atttattgca aaaccccaca ttagctcaag aatacgaaga aggttatttg cttattttcc    142920

     gcctagaacc tcatgattat caccgttatc tttttgtaga tgaaggtttt tttcaaatgc    142980

     ctccttgtaa aatcaaagga aaattacata cagtaaaccc aattgccttt gaaagttttg    143040

     atgtatttaa aaccaacacc cgcgaatata gcattttaca aactaaaaat tttggtaaaa    143100

     tagttcaaat agaagtagga gccacattgg taggaaaaat cgaaaattat cctttgcaaa    143160

     cgttttcaaa aggtcaagaa aaaggctatt ttgatacagg cggatctacc attattatct    143220

     tagttaaaaa aaatatagtt gcatttgatc atcgcatttt agaacacact caaaaaagat    143280

     gcgaaactca aatccctatt ttaactgtta ttggtaaaaa aataactcct acaaaaaccc    143340

     atcaaataac ttataaatct tccgcctctg aaaatattgc tacccaacca aaatcatatc    143400

     aaaattccaa ttgtaccaca caagccaatc ataaagaaag cgaagtacaa acacttgaat    143460

     aataaagatt taaaaactaa atttattttt attactggag gagttgtttc aagcctagga    143520

     aaaggcataa ctgctgcttc tattggtcaa attttaaaaa atagaggtct taaagtaagt    143580

     attcaaaaac tagatcctta tattaatgtt gatcctggaa caatgagccc ttatcaacac    143640

     ggtgaggtct ttgtcactga tgatggtgct gaaactgatc ttgatttggg tcattacgaa    143700

     agatttttag atgaaaacat gagcaaaaag tcaaacgtca ctgcagggca aatttatcaa    143760

     agcgtcatca ataaagaacg tgaaggcaaa tacttaggta aaacagttca agtaattcca    143820

     catatcactg aagaaatcaa acaaaaacta actgatgctg ctctttttca caaatctgat    143880

     gttgttattg tagaaattgg aggcactgta ggagacattg aatcatcgcc ttttttagaa    143940

     gctatcagac aagtgcgctt tgattttggt tatcgcaatg ttttatacct tcacaccact    144000

     ttagttcctt atttaaaaaa aaccaaagaa attaaaacta aacctactca acacagtttt    144060

     aaagaattgc gcgctttagg aatacaaccc caaattttgg tcttacgtag cgaagttcct    144120

     atcaaccaag aaaccaaaaa taaaatttct gctttatgcg acatcaattc acaagctatt    144180

     tttgaagcct tagatgttga tattttatat caaatgattc tgaacttgaa ccatcaagga    144240

     atagatgatt ttattttaca acattttaaa cttactaatt ttccaaccgc cgatttgcaa    144300

     gcctggcaac aactaattac acgcatccaa aatttagaaa aaaaagtagt catcgctcta    144360

     gtaggtaaat acattgtttt gcatgatgct tatttatcaa ttgtagaagc tcttaaacat    144420

     gcttcttatc aatataattg taaacttgaa attaaatgga tagatgctga aaaagtaacg    144480

     tcagataata tttcttcctt ttttgaagat tgtgatggta tcttagttcc ttatggtttt    144540

     gggaaccgcg ctattgaagg caaaatttta gccattaatt atgcaagaac taacaatatt    144600

     cctttctttg gaatttgtct aggtatgcag ttagcagtta ttgaatatgc ccgtaatgtt    144660

     ttgcatttac aagatgccaa ttctttggaa gttgatgaaa agacacctca tcctgtaatt    144720

     actaaaaaaa tagttgatat caatttagga ggcaccttac gattaggttc ttattcgtgc    144780

     catcttaaag ccaataccaa aagtaaagct atttataatc aagaaataat ttatgaaaga    144840

     catcgtcatc gttttgagat gaatcctcat tatgtttctt tatttgaaaa aaataatgat    144900

     tttgttgttt ctggaataaa tccagaacaa aatctttgtg aaattgttga gttaaaaagc    144960

     catccttggt ttattgcagt acaatttcat cctgagtttt tgtcgagacc attaaaacca    145020

     catcctttat ttaaaggttt tgttgaagcg tctttattaa attaaaagaa ataaataatt    145080

     tataaatgaa aaaactacct ttttaaggta gtttttttgt tatattgagg tgttccaaaa    145140

     gtttagataa tttttgtttt ttaaaagaaa taaaaaagat caacttaaaa atttgatctt    145200

     aattgttatt tttttattta aataataaat tagtttttgt tttttttaca aacacccaaa    145260

     atgattttaa ttattttgat agaattatta aattggataa taatcatatt atagaagata    145320

     tttctaataa aaaaactttt cgaaatcccc attttatttg ccaacttttt acacacatct    145380

     accaataatt ataaaaattt ataataaatc aataaataat ttatcttggg aaatattaat    145440

     ttttatgatg aacctttatt agaaggcacg atatataatt attataagag gatatggaat    145500

     gcattttatt tctgtatttt ttttattaaa ttgtttttat ttggattact tatgttaaga    145560

     gaagaattac tttttaaatg tttgtttgta attgtctatt tagtaatagg tttattggtt    145620

     tttaggatat atgtagctgt agaaatgttt taacataaac gttattatcc tttaaaaaag    145680

     aagaaataca aaaattaaaa ataataattt ttttaccaaa agatattaat caaattttaa    145740

     aaaaacttta ttattcaatt ttgataaatt ggaaataatt ggagagtcta taattaattc    145800

     tatatttttt atcattttgc tttggctttt tgtatttata cctcaaaata taaaacgatt    145860

     tccaagcata tctgattttt ttttgctatt tatctttaat aataatatct tgttgtttgg    145920

     gctgttataa ttagatattt attttaatat cttatattat ataatttaaa cttgtcttat    145980

     tttttccatt tttttcaaaa agaaaacaac agttcctaca ataataaaat aaataataga    146040

     agaaatataa taaggtttag ggcttgcaac actactatac aaagcattag aagcacaagc    146100

     aatatcaata attccaccta acatactaaa aacaacacaa tcttttaaat taataataaa    146160

     ctcatttaaa ataggagttt gtgatctttt aatagcttgg ggtaaaacaa tataacgcat    146220

     tgtttgagta tgtgtcattc ctaaagacaa ggaagcctca atttgccctt tatccaaaaa    146280

     gtaaatattt ttagtaataa tttctgaaat atagcccata gtatttaaaa taattaccat    146340

     ataagcagca aacattggag tataccaagt agcatttttg aaaaaaataa actcttttaa    146400

     gaaaaaataa ctcacaaaag cttgcactaa cataggagtg cttttaataa tccatatata    146460

     aaaattaata attatacatc ctatttgatg caaataataa attaaaaaat gacttttctt    146520

     tttggtaata tctaacactt ggaaaagaac taacaataaa gataagacaa aacctccaaa    146580

     agttccataa aacccaaatt taagagttgt taaaatgcct cttttataaa gagaaaaatt    146640

     atttttaaaa atagaccata tatttaatgt atctttttct gagttttgtt tatccatgaa    146700

     ttcttttctt tttttgatgg taagtgtgta tttattttct gtggtaggtt cttttgttaa    146760

     aaaatcatca atgtcttttt tggtaatgcc ttttttttta ataatttctt cttgtttttt    146820

     aaatccaata gcaagtcctc cagcggcttg ttttatttcg ttatctaaaa ttgttttttt    146880

     ttggatttct attcgctcta aattattatg attttgtaaa tgtttttggg caacatttgc    146940

     atcagctaaa taaaaataat tggagtctgt ttgaactttt tgagcttgga aatcaaaatt    147000

     atcaattcct tctgcttcat ttccttttaa tgttttggct atttgttcgt aaaaagttcc    147060

     tcgttgatat aaaatttttc caggtaattg aatttggtcg atattttgat tattaatttg    147120

     ttttttaaaa taatccttat caaaataagg attattttta tttataataa taaaataaga    147180

     ttgatcttca tcataataag aatggtcagt aaaatcaatt tgggcttgtc tttcttctgt    147240

     tttgctcatc cctgcaataa ttaaatcaat atctcctttt tgacaagcag gaattaaact    147300

     attaaaatct atttttttaa ttaataattt aatattttta tcatactttt catttaaata    147360

     attaactaat tctttagcta ctaaaacatc atatccaaca acaccaatat cactttcttt    147420

     accatttatt gttaaaggat gtggttcttt atctttatta ttagaaagat aattataagg    147480

     tttgtaattg cattccattc ctacaactaa aacattttca tctttatttt tagtattttg    147540

     aggatagaaa tcatcatata acaaaaaaga tacaataata attaaaattg ttaaaaaaag    147600

     atatttagct ttaaaataat tcttaattct tgaaaaatat aacgttagca aatgactttc    147660

     cttcctataa aacaaaaaac cttcttaaaa gaaggtttga gagaaacttg attaaagcgc    147720

     ctttgctgtt aaaacagcaa gaatattata gatattttct ataatctcat aataaattat    147780

     tgccataatt attattcggc gatggttacc tttcttatgc ttcatagaat gccttcttca    147840

     cataatactc ttttacaccg ctacctcttt tgattttata taaaaattta tttaaataat    147900

     taaattatat aataaaaatt tattatatag taaattataa cataattttt ttaaatggta    147960

     attgttttta tcaaaaatat aaagaaatta ttttctttca taatgaaata aacttttttc    148020

     ttagtgatgg tttcattaaa gatttttttg gtataaatta gtaattttac gatgaccata    148080

     aaaatattca tgaatttgac ataaaacttt aatagggttt tattgtaata agtatttttc    148140

     ttctttggtt ttgattttat tttcgacttt caaccaacaa taagtgtttc ttttgatttt    148200

     gatatttttt aaaatagttg ttaaatttag tttttttaaa tcgttaaaac aattaaaaaa    148260

     ctgttttttt atcaatttta taattttttt cattagagtt tgtaataatt tatttttttg    148320

     tttaatattt ctcttaattt tttatttttc ataattgaaa tattttttct ttttttatat    148380

     catatacata atcattataa ctatgaatga ttattattta tttaaaaaaa ggtgttgctc    148440

     gcaactggga gatttttatt tttcttcttt tatttgtgtg tacttataat ttttgttagc    148500

     gcttcagcgc gttaggggat tttgtttggt ttgaattcaa aacacctctt ttttaataat    148560

     gaaaaaagaa aatagggagt tatatattat atcactcctt aaataagtta atctttatat    148620

     attttaaaaa acgttagtta aagtgttata aaactattaa ttatcttctt ttagtgaata    148680

     tttatacata ggatataact ttttcaacct ataaccttgt ttggttttaa ttaagaaaga    148740

     tttaatatat tttaaatctt cttttcagta ataaataatg tttaatcctt tcttataatt    148800

     agttttaatg ggtttattgt atttttctcg ttttttagga tctaattgtt gtaattgtaa    148860

     agtttctaat ttatggaaat attttttttc caattaattc tttgatatga tttttagttt    148920

     aattttgata attgatttga aaaagatgat atagatgttt aaatgtatta tttcaacttt    148980

     taaaaaaggg ttaaatctga aagtaatagt ttaaaaacca tttactagaa tattgtaggt    149040

     gattaaagaa ccattaaaaa aaataccaac ttttaagttg gtttccttat tgtttctaaa    149100

     tactaaaaaa tatttttctt attattaaat caataattaa aataaattat aaaaatttaa    149160

     tcagatagaa tatattttat caacatatct gataacatac ctgttatttg agaagacata    149220

     aaaattaaaa tagactcgga ttcatcatct gaatatgttt cgctacattc gatgagagat    149280

     gataataata taacacaaca attttcaaaa tactgattcc aatttgtaaa agtatcattg    149340

     atttctatac tattgcgaat tgaattattc acaataactt ttttcaaatt attcacaatt    149400

     tttactaaat ttgtattcga agattcttga atagattttt gacttttaaa cttatttgaa    149460

     gattcgctat tgattatatc acaacatttt tgagtaatat catttaattt ttcaacatta    149520

     ttaggattta ttgttatccc taaattaaat aaattaattc tgtttaaagc caagagagaa    149580

     aattttttac aatctatatc aataaaatta aatttcttat ttttgacttc taaaatttca    149640

     ctagatgttt ttttttgtat atttgttgca ttgtgcgcaa aaattttttt actaaatatt    149700

     gatgaggaaa aaatcataat taatgttatt aacatcaaaa aaactaaata attattttta    149760

     actaattttt ttaacaatta tagatctcct ttttttattt aatttttatc aacacttgaa    149820

     ttaaaatatc ttcaaattaa aatatcttca aattaaaata tcctcatgta attatatttt    149880

     aacatatata ataatattgc aaattaaaat atttttaaaa actagaaaag cgtaagttgt    149940

     caaagagttt aaggttgata aaaataataa acttttagat aaacatacca ataaacaagt    150000

     tttggaatca cttagatata aatttaagct tttcaacctt ttatataaaa aagtaactca    150060

     aagcttaaat ttatatctgt tggttttatc agctgataaa aaaactagtt atttttcatt    150120

     ttttggatta ttaaaattat aatatttttc tttaaaaaat aaaaagaatt tagggattcg    150180

     taatcaatta atcgaacttc atttacctct ttggtaaaaa aactagttta tcaatttaaa    150240

     cattacctta aatctttaac taaataggaa ttatatcaag aagggatttt aggattaata    150300

     aaagctctaa ataattacca agatttagct aatacttttg cttgtaatgt ttataatatt    150360

     gatacagaac aaaaacaaga aatatcagta aaagaagaat acagaaaaga agattttgat    150420

     atttttaaag taaaagtatt aaatcctgcc gataaaataa gaaatgattt tcttcaaata    150480

     gctattatta attggatttt agacgattca actactttag aagaaataaa aaaagatata    150540

     tttaatcgtt taatagggga agaaagtatt tttttacctc ttgatatgta cagaaactct    150600

     ttagcccaaa atttctttac ttatcccacc aaacactaaa ttaaataaat aaaaataact    150660

     ttttgaacta ttactttagt agcagtttta ttttcacctt cgttatgggt atatttttca    150720

     attgacaacg ttccttctaa atatactttt gaacctttat gtaaatacat actcatgttt    150780

     tcggcttggt ttctaaaaac aacacatgga atgaattgag ttttatcttt ggtattaata    150840

     gctttaggcg ttctaaaagt atctaaaaaa ctgaacagcc cagaatatta gaacacagtc    150900

     ctaaatctac ttctttaatt tcagttttta aattggaagt ttcatcacct aaaatagttt    150960

     cccaaaaaaa tattttaact ttgagaatca tttttttact cttctgttag aaacttaacc    151020

     ctcctataat aaaaaaaaca acaaaaataa atgcaatttt actcctttat atttttttga    151080

     ttttttaaaa aattattaat tcttatttgt aattagaaaa tccaaaatta gaaaatttat    151140

     tattttattt attatttgca ataaaaaagc acttatttaa aaatgatagt tatttaaaat    151200

     agcaattatg aataaaataa gttttttatt taaaaatgaa gtaattattt atttgtgtga    151260

     cttgttaatt tatgttttat tatttatatg tttttgtttt tattttgcat tccattgagg    151320

     tgttccaaaa gtttagacac tttttacttt ttaaaaacat ccttttaaaa attatctttt    151380

     tttgcaaatc atttctttta aaaatatttt gatttcacat tttaattcat caactaaaaa    151440

     caaacaattt taattttgta aaattcaatt accaatctca aaagcattat ttatgattgt    151500

     cttttttgat tttattcaaa ttaacttttt ttgctttttc caatcaccaa ataaaatttt    151560

     ttcatttcac cacaaaaaac ccccctacta ctccaaaaac atcatcaaaa accaagtttt    151620

     tttggtataa taaagattaa atgtttaaaa aaattatgca aggaacatat aaatgaaaaa    151680

     aaaaataagc gaacaagaaa ttattagaca tcaaaaaatg aatgaattaa aaaaaataaa    151740

     tatcgatcct tttggaaaaa aaattgtccc ttctcattcc atcaaacaaa ttattttgca    151800

     ataccaaaaa gaagatagtt tagccttcga acaatcacaa atcaatgttt gtgtagctgg    151860

     tagaattgtt ttaaaaagag gacaaggcaa agcgggtttt ttgcatttac aagattttga    151920

     ttttcgaata caagcatatg taaagttgga tttggtggga aaagatgctt ttcaaattta    151980

     tcaaaattgt gatttaggag acatcatagg catcaaaggg tttttattca aaaccaaaac    152040

     gcaagaatta accattaaag ccttggaatt tattcacctt accaaagctc taaaaccttt    152100

     acctgacaaa tttcatggct tgcaaaatcg cgaagatatg agaaaaaaac gctatgttga    152160

     tctaatcgta aacgaaaaaa caagacaagt atttttaact cgcagtttga ttatgaaata    152220

     cattagaaat ttttttgata atcaaggctt tttagaagta gaaaccccca ttttacaacc    152280

     aactttggga ggcgcttctg ccaaaccttt tatcactcat cacaacgctc ttaattgtga    152340

     tttttacttg agaattgcca ccgaattgcc ccttaaaaaa ttaattgttg gtgggatgaa    152400

     taaagtctat gaaattggac gtcttttcag aaatgaagga attgacgcca cacataatcc    152460

     cgaatttagc actattgagg cttacttggc ttatgctgat atgcaagata ttatggactt    152520

     aacaaaacaa tgcttacaag aattagtcca aaaaattttt ggcaagttgc aatttactta    152580

     ccaaaaccaa gaaattgatt tttcccattt tgcaaaagta agtatggttg catcaatcaa    152640

     ggaaaagaca ggaattgatt ttacagacca ttttaccttg gaacaatgcc tttctttggc    152700

     aaaaaaacac aaaattgaag ttatgcccca ctttagtcaa ggacatatca ttgaggcttt    152760

     ttttggaaaa tacgtagaaa atgccctcat tcagcctact tttgtctacg gacatccact    152820

     ggaaataagc cctttggcaa aacaaaatga atttgatcct cgttttactg accgttttga    152880

     actttttatc gtaggtaagg aatttgctaa tgcttttaga gaacttaacg accctatcga    152940

     acaagaaaaa cgctttttaa accaattaaa acaaaaacaa ttaggcaacg aagaagccaa    153000

     tgacatggac tatgatttct taaacgccct taattatggc atgcctccaa ctggtggtct    153060

     tggaatggga attgatcgtt tggttatgct tttaaccgat actgcaaata ttcgtgatgt    153120

     tattttattt ccgcattgta aaaatcaaaa taaattcata taatacataa ccattaaaat    153180

     aatcattttt ttgatgtgtt aatttatcat cagaattaaa ataaatcaac caaaacaaga    153240

     atatttttat ttttcagcca gcaaggaagt gtaattatga gaggcgtttt ttatttgcaa    153300

     agtttttata gcttattgca aagtcttaat tctttagaaa ctttggtgca aaaagccaaa    153360

     gaaaataatt atgattttgt tgctttgagt gatgataatt tatatggcat gccaactttt    153420

     ttaaaattat gtcataaata ccaaatcaag cctattttag gacttaaaat aaattttttt    153480

     cacaacaatc aactagcaac acttttaatt tatgctaaaa acgaccaagg aatcaaaaat    153540

     ttaattcaaa tttcaactat tattaaaaat aaagaaacac cccaaattaa cttaaataaa    153600

     attgctaatt taggaaaagg tttgtttact ttgattcctg gagaaaatcc tttttttgat    153660

     gaaatctttt tccgcgacca aaaagataaa ttttttcaaa tatctactca attattaaaa    153720

     atatttgacg aacttgtatt gggtatttct tatcaaaatt cctttttgga attactttct    153780

     gaaaacatca ttgattttgc aaaccacttc caaattcctt atgtaccagt taataaaact    153840

     tgctatgata cttttcaagc ccaaccaacc tatcaaatac ttacacaaat ggaaaataaa    153900

     aaaaacgaca accaaactga tttatctttt ttaaccaaag ataattttga tagcacatac    153960

     aacgcccaaa cacacaaaaa aatgtttatt tatttaaaaa aattaatctt ttctattaaa    154020

     tatcaaaatt atttaccaca aaaatttttt ttgccttcct ttgttgattt tttacaaccc    154080

     caaaaaataa ctgccaaaga ttacttaaaa caaatatctt atgaaggttt acgccaatat    154140

     attaatttta aaagccctaa atatacgaaa taccaacaaa gactagatca agaattaaaa    154200

     attatagctg atatggaata tgataattat tttttaattg taggtgatgt tgtaagatac    154260

     gccaaaaaac aaggtatttt agtaggccct ggtagaggct cttcttcggg ttctttggtg    154320

     tgtttttgtt tacaaattac agaaattgat cctttacaat atgaacttat ttttgagcgt    154380

     tttttaaatc ctcaaagaaa aaatatgcca gatattgacc ttgattttcc agacaataca    154440

     agggatttaa ttattcaata tgtttgtcaa aagtacggca ccaaacacgt agcaagtatt    154500

     attacttttg gtagatttgt aagtcaaaaa gccatcatta atgaattagt gaaatttatg    154560

     cccacagtaa aggaattcca aaccaaacgt gttttggcat atttggataa aaaaagcact    154620

     tatcaaaaag aaactttgga tttgcaaatg aaaaacttac ttacaatggc atcttatatc    154680

     gaaggaatgc cacgctttac agggacccat ccagcaggaa ttattttaag ccaaatccct    154740

     ctttatcaaa ttattccttt acaaaaaggc actcacaata acttacaaca aacccaatgg    154800

     gaagcctctg accttgaatc aatcggactt ctcaaaatag attttttggg attaagaagt    154860

     cttactttga taaatcaaat ggttttagcc attcaaaaaa ataacttcaa atttagtctt    154920

     tttaaaatac ctttaaacga caaaaaaact tttgagttgt tgcaacaagg aaaaacaata    154980

     ggtatttttc aattagaatc ttacaacgcc aaaatctttt tacaaaaaat gatgccccaa    155040

     aagttcgaag acctaattgc cttacttgcc ttaaacagac caggacccat cgattctttt    155100

     aatatgtttt taaaaaaccg ccatcaaaaa actaccactt tttttagtcc tttgattgat    155160

     tttatcctcc aacccactta tggcattatt ctttatcaag aacaaattat gcaaatttta    155220

     gctgtctttg ccaaatacag tcttgcccaa gcagaccttt ttagaagagc tattagcaaa    155280

     aaagaaaaag atttattatt gcaagaaaaa aacaacttta ttgcccaaag caaagaacaa    155340

     ggacgtgacc ttacaatagc ctataaaatt tatgattata ttttaaaatt tgccaattac    155400

     ggttttaaca aaagtcacag cgtcgcttat tctttaatta gttatcgtat ggcttattta    155460

     aaagccaatc attttattgc ttttgtaatt actttattaa atgatgctat tggggataca    155520

     tcccaaacag aaattttgct aaaagaagtt atccaaaaag gaatcattat agaaccaccc    155580

     catatattta gtagccaaga taaatattat tttcaggaca ataaattatt tttgcctctt    155640

     accattatta aaggaataaa tgtttctttt tgccaagaat taatgaaaaa acaaaaaaat    155700

     ttaattaaag agtaccaaaa attaacaaaa acttcacaat ctccacttta ttattctttt    155760

     aaaacgttta aacaacaatt atttcctttc ctcactgaac ctttattaac taatttaatt    155820

     tttgcaggtg cctttgataa aatgggatta aaccgcaata ctttggaaca aaacaaagat    155880

     ttaaaagaag ttaaatatta tccatattca gactacgaac ctgaaataca cccagaattg    155940

     cctttacaag aactcgtcat taaacaaaaa aaagcattag ggtttggact tcataattta    156000

     ttaatcaatc aaaaaaataa atcttaaata ttattttatt ataaatacaa acacattatt    156060

     aaattaattt tactattcaa gaaaaggcat ggatgtttta aaagatgtta tttatcacat    156120

     tgaaacgcat tatattataa ctattcgcgc atcaattcct ttatatgcat ttaatggcgc    156180

     tcgcaaaatt aaagctatgg gtgttaaaat ggttctttct ggcgaaggtg ctgatgaaat    156240

     ttttggaggt tttctatatt tccataaagc tcctaatact ccataattat acaaagaaac    156300

     agtccgcaaa ttagcttaat tacatttata tgattgtgca tgatccaaca acaaaacaat    156360

     gagtgtttgg ggagcagagg tgtgagcatc ttttttaaac aaaaactttt tagatgttgc    156420

     catgagactc aatcccaaag ataaaatgtg ctgcataaat agcaaaggcg tcaaaaagaa    156480

     taattttctg atggagtaga ctacagttgg attgatgctt taaaacaact tgcccaaacc    156540

     aaaatcacag atatgtaatt aaaaaaaata cttatgttcc ttttctttat aatactccta    156600

     caaataaaga aggctatatt tatcgcgaaa tttttgaaac cttatttcct ttgtgaaaaa    156660

     aaagcttttt aaaaaataaa agatccttca ggacgcgttg cattaggagc tcataataaa    156720

     gcttataagg acaaataaat tttattaaaa aaatcgccaa cttaacttta tttttctctt    156780

     ttaattgttt tgtgcgaacc aaatataaaa taaaaaaata atccaaaatc aaaaatcaca    156840

     aattatatat tttgaaaaca tttctaacat acatttttac aactttcatc ccagaaagga    156900

     tatttatatg aaccaaaaaa caagaaaagc cttaattaaa aaaaacaatt ttccccaaac    156960

     taacccaccc aaaaaaactt ttttaagtag caaactgtta agcaattgca ttatttttaa    157020

     ctctattgtc attgttgtat tggcaattta tttaagcaaa cctactcaaa cagatattta    157080

     ccaaaaaacc acccaattac atttaacagc aatggtagca ggaatgtttt tgggaggcac    157140

     tattttagga ttaaaaaaag gatcttttgg tgtttcttta ggagttttat taggatctac    157200

     cttaggaatg tggctatcgt tacttactaa aggacaaatt atttcgataa ttcaaatgta    157260

     gtttttttaa ttttaatcct gaaccctaat atttttaatt tccaaaataa agaaagtgta    157320

     atcattttta tgcaaaccaa aatcaaaaaa ttaatcgcac aattccacac cagtttacaa    157380

     aaaaacaaat atgatttaga caaattaatg atcttagaca aagaattttt aggcaaaaaa    157440

     ggtatcttgt ttgaacttac ccaagaacta aaaaacctcc ctcatgccca aaaatcagtt    157500

     gcaggcaagt taattaactt tttaaaacaa gaaattattt tcactttaca aaaagaaaaa    157560

     gaaactttaa aaagaaacca actaaacgcc aaaatactcc aagaagaaat tgatcctact    157620

     ttaccagcat ttaatttttg ccaaggaagc actcaccccc ttaatcaaat cattgaaaaa    157680

     attgaagatt tgtttttatc tttgggctat gaaattaaag aaggcaacga aatcgaaacc    157740

     cttttttata attttgaaat gctcaacatg ggcaaaggcc atcccgcaag agaaatgcaa    157800

     gactcttttt atattgattc tcaaaaactt ttgcgaacac atacttccaa catccaagtt    157860

     aaagaaatga aagctcgcca gggaaaaccc ctcaaaatta tttcttctgg aaaagtttac    157920

     cgcaaagacg atgatgatgc tacccatagc catcaattta tgcaactcga agggcttgta    157980

     attgataaaa acattaattt ttccgttctc aaagaaactc ttttactcat taccaaagaa    158040

     ttatttggaa attctcaaga aattcactta agaccgtctt attttccctt taccgaacca    158100

     agtattgaag ttgatttagt aattaccaaa aaagatggaa ccaaagaata tttagaaatt    158160

     ttaggagctg gtttagttca tccccaagtt cttaaaaacg ccaattatga ccctgaaaaa    158220

     tatcaaggtt ttgcctttgg aataggtatt gaaagaattg ctatgattaa atatcaaatt    158280

     gaaaatatta gatattttta tgccaatgat attcgctttt taaaacaatt tgcaaggaac    158340

     gccgacaatg aaaattattg aaaatatttt aaaaaaccat cttttgcaac ccctttcgca    158400

     aaatattttt gtattaacta acaattatat taccgaagta caaaagttct cccccctatc    158460

     caaaaacact aatttagtgg tgggacaaat tcttaacttt caaaaaattc aagactccca    158520

     aaaattaaat ttagtagaag ttaacatcgg aataaaagtg gtcaaaattg tttgtggagc    158580

     ttctaactta caaaatggca aaaaggttat tgtagcttca gaaggttctt ttttggaagg    158640

     tataaactcc acccttaaaa acaaaaaaat ttatggagtt ttttcggaag ggatgctttg    158700

     tgctttggaa gaattgggca ttagtaacaa atttttaact ccccaagaac aagaaggaat    158760

     ttatcttttt gatgacccca acgaccaaat tgctttggga agtaatgctt taattccttt    158820

     aggaatggat ggttttatct tagaattagg aattactccc aatcgtggtg atcttttatc    158880

     tcacataggt tttgccaaag atcttcaagc agttttggct tctcaaaact ccaataaaaa    158940

     aaaagaaaaa aaaacaatca actacaaaac aaaaaacagt aaagaccaaa caaaccgaaa    159000

     aacaactccc aaattaaacc ccgatttttt tgcaaaatta cctcaatctc ctttaaaagt    159060

     ccaaattgaa agcgatagtt gttatgaata taacgtttgc attcttgaaa acatcaccat    159120

     caaaccttct cctttatggt tgcgcaacac cctcctacaa tcaggcatca accccatcaa    159180

     caatgttgtt gacatcacta atttaatttt aatcgaatac ggcattcccc tacacgcttt    159240

     tgattctggc actatacaaa aaatcaaagt tagaaaagcc tttccacaag aaactattac    159300

     aactcttaac caaaatgatt ttgttttaga tgaaaatgat ttagttatta cagatggcaa    159360

     aaaagccatt gctctagctg gtattgtagg acttttagaa agcagcatta aacctacaac    159420

     taccaaaatt attcttgaag ctgcttattt ttcgccccaa actattgccc aaacttgtca    159480

     aaaactcaaa aacaaaaccg aaagttccct acgttttgaa agaggcattg accaaaatct    159540

     tattccttta gcttttcaaa aagcatgcca acttttagtc actttagcaa atgccaaaat    159600

     tacttaccag cccacaatta caaaacaaaa aatccgcact aatcccacta tttctttaga    159660

     tcttgatttt attacaagaa aaattggctt ttctttgtgc cctactcaaa tcaaaaattg    159720

     gttattaaac ctcgattacc aaatacatac accaaaaaat ttaaccctac agaacaaaaa    159780

     tgaacaatta aacctccaag cgcctttacg tcgttatgat gtcaaaatca aagaagatgt    159840

     catttctgat ttgactagat tttatggttg tcataaatta cctccccaaa caattcaaat    159900

     tcccactcaa ggaaaattaa ccttgaaaca aaaaaatatt agagaattgc gcaaactctt    159960

     agttaattta ggattttatg aaactattac ttacagttta attagctccg aaatgtttga    160020

     agcttttgct cctcaaaaac cctttatcaa aataatgaat cctttatcac aagacaaaat    160080

     gattttaaga caaagtttgt taagtagttt agtagaaatt ttaagctatc agcacaaacg    160140

     acaaaccttt gatactgctt tttttgaaat tggaaaagct tattttccca accaagaaaa    160200

     attaagtctt gcttttgttt tgagtggcaa tttcttaaat actttgtggc acaaacaaga    160260

     tgtttcaagt tctttttttg ttaccaaagg catccttgaa aaaattagtt cttttctagg    160320

     tattaccctt acttatcaaa aaacacaaaa acatagcaat tttcatccag gaatgcaagc    160380

     caatttatta tttaacaacc aaataatagg agtcatcgga aaaactcatc cccaacttaa    160440

     tgccaaacac cacttaaaag aaagttttct ttgtgaacta tttttatcgg atgaaattct    160500

     taacactaca aaaacactta cattccgacc aatccctaaa tttcctactg ttattcgtga    160560

     tttatccttt ttagtagata ccaaatattc cttttatcaa atcgaacaaa tcattaaaca    160620

     aaccactcct tttgatttaa ttaaatgtga attatttgat gtttatcaaa cgcctacaac    160680

     caaagaaaaa caatcctttg cccttagatt ttttttcaat aacttagata aaaacttaga    160740

     aaaacaagac gtagaacatt gcatgaaaaa aattacttat aatttgatta aacactttcg    160800

     cattgaaatt agataaaatg gaattatatt gtttttttaa gtatatatgc atataacaat    160860

     tttgataaaa taattgtgtt attaaattag tttttacccc tttttaaatt ttttacactt    160920

     gcataattat aaattttttt ttaaatcaac aaagtaaata aaaggagact ttaaaaatct    160980

     ttaatgtcaa aaatttaagt aaaatttacg ttactaaacg cggtaacatg acgatggctt    161040

     tgaaagaagt ttctttaaaa ttacctgata aaggtatggt ttttatctta ggtaaatcag    161100

     gttctggtaa atctacttta ttaaatgttt taacaggaat tgatgttgca aacagcggtg    161160

     tagttgaagt atgcaaagtt cctattacaa cttttaatca aagaaattta gataattatc    161220

     gtaatggaat gattggtttt attttccaag aattcaactt aatagaagat atgaatgtat    161280

     ttgaaaatat cgtcttagca ttacaattac aaaataaaaa accagatttt accttaatta    161340

     atgatttaat gaaacaagta gggttggatg tttcatttct aaatagaata gttaatgaac    161400

     tttcaggagg ccaaaaacaa cgtgttgcta ttgttcgtgc tttggtgaaa aatcctaaaa    161460

     tggtctttgc tgatgaacct acaggaaatc tagattcaga aacaggaacc caagtttttg    161520

     atttgcttca aaatttaagt aaagaaaaat tagtagttat tgtatctcac gatattgaaa    161580

     atgcttataa atatgctgat cgtattttag aatgtaaaga tggtaaagtc ttatcagata    161640

     tgaccagaaa gaaagacact actaaaaaaa tcaaagacaa aatgctagta tttaaagaag    161700

     gccaagttct tacatctgaa ataattgcaa acttaactgg gaatcccgct ttagaaaatt    161760

     ttgataaaac tgatgagact aaagtattac aacaagatac tgattttgta tcttttccta    161820

     gtcgtttgcc tttttcgttt tttgctaagt ctgctttaaa gagttttaaa aataaaaagc    161880

     ttttcttaat attatcagtt ttaattacta ctattgcagc tagttttttt ggtttgacta    161940

     cttttcctac attaagtggt aaaattgtag gagccgaaaa aaaacttttt catatgaaaa    162000

     aattactaga tgaaaaaata gaaaaagatt taaaaaaaca aagcaaaaat caaaattatt    162060

     ataatcatca atatatgatg aaagaagaat tagaagaaat aaaaatattt tatgatgttt    162120

     taggcgaagt aaatgtatat tttcgtattc gcgatgtaat aaataataaa tggactatat    162180

     tgtttatttt attcgttcct ggtgctatgg ttatgcttta tttttctatg agtgcaaaaa    162240

     ttcaaaataa aaaaatgggt attctaagag ttttgggttc taatggtgtt aatgttggta    162300

     aaatttttgt agtagaagca ttcttttttg cttttttcca aatggtttta atttttgtat    162360

     ttttcttatt atttttaatg aagttcagtt cattatcata ctttttttca tcttttgaaa    162420

     tggaaccatt aaaagatttt gaaaatgtag aagaaatttt aacatattat aaagaggcaa    162480

     aaaaagaaaa aacagcagaa cttttaaaag catatggcga aaaatatgaa aataaaaaat    162540

     tggaaaattg gaaacaaccc ataatagata aatatttcaa ctctgttttt aaaaacaaat    162600

     attatgtttt agctagatgg ggaaatatgt cattttatgc ctttaatcct tttgtaagag    162660

     tctttttatt caatttatta acattcagtt atattttttt tgtaactcta ctatttatat    162720

     ctttaattat ttataaattg tctaacaaaa aaccagttga catcatcaac aataaataaa    162780

     tattaattga aataccatat attaaaatat atggtatttt ttttatctta aacttacaat    162840

     tttcattatt ttgttttatc atttatctta atttcaagta caatttaagt gtagatgtat    162900

     attatcaaat aacactaaat taattatatt tagtaacaca atgaagatat atatatacat    162960

     ttaatcaaaa accaaaccaa tataaataaa ataaggagta ttacaatgtt aacgaatgtg    163020

     tacgaccccc taaaaggtaa acaattccaa atacttgacg aaaatggcaa cattgttcaa    163080

     cctgaattag aaccaaaaat atctaaagat gttttattaa aaatgtataa aacaatggtt    163140

     ttaggtagac aagctgattt agcagcctta aaatatcaac gccaaggacg tatgggtaac    163200

     tatttactta actcagggca agaagcatct caagtaggtg tcgctgctgc cttagaaccc    163260

     caagattggg tatcgcctta ttatcgtgat gcaggaattt ttctttaccg tggagtttct    163320

     ttagaaaaat tttatcttta ctggtatggc aacgaaaaag gttcccaatt agaccctaag    163380

     ttgcgtattt taccaactaa cattattatt ggatctagtg ttaatttagg agcaggactt    163440

     gccttagcaa gtaaaatgca aaataaaaaa gaagtaacta ttgcaactat tggagacgga    163500

     ggaactgcac acgaagagtt taatgcaggt cttaactatg ctgctgtttt tggagtacca    163560

     ttagtagtat ttattcaaaa taaccattat tccatttcta atcctcgtaa caaagtatcg    163620

     aaagctaaaa ctttagctca aaaatgttat gcttgtggaa ttcctggtat tcaagtagac    163680

     ggcaacgaca ttttagctgt ttatgtagca gcccaagaag cttttaatga agcacgcaaa    163740

     ggaaacggtc ctactttaat tgaaaatgtt tcttatcgct tagaagcaca ctctactaac    163800

     gacaatgctt ctgtttaccg tagcaaagaa gaagaattag agtggcgcaa aaaagaccca    163860

     attgtgcgtt ttcaaaaata cttgatgaat aaaggttatc taactcaaaa acaagtagaa    163920

     cagtttgaaa aagaagccca agaagaagtt attttagcac accaaaaagt agaacaaaca    163980

     ggcaacaaca tcaatattaa agatattttt gcatacactt atgaaaaaat gactcctcaa    164040

     ttagaagaac aatacgaaga atgcaaagct tttttcaaca caaaggaagg taaataataa    164100

     tggcttcaat gacattacta gatgcaatta atcaaacttt agatagtaag ttagcaaaag    164160

     atcctagagt agttattttt ggacaagatg taggaaaatt aggtggtgtt ttccgtgtaa    164220

     ctaaaggttt acaagataaa cacggagaaa ctcgcgtttt taattctcct attgctgaat    164280

     cttctattat cggaagtgct atcggacttg ccattaacgg catgcgacca gttgcagaaa    164340

     tccaatttga tggttttatt tttgtaggac tagaagacct atttgcccat gcagcccgtt    164400

     ttcgtaaccg tagtcgtggt aattacacag tacctatggt agtaagagtt ccagttggtg    164460

     gaggtgtaaa atccttagaa catcattccg aatcattaga agtaatttta ggctctgttc    164520

     ctggtcttaa agtagttatt ccatctaacc cttacgacgc taaaggctta ttaatggctg    164580

     ctattaacga ccctgatcca gtagtctaca tggaacctaa aagaatttat cgtgggttcc    164640

     gtcaagaagt tcccgaaaca gactatgaag tcgaaattgg taaagccaaa gtcgttcaag    164700

     aaggaacaga cattacagtt gtagcttggg gagcgatggt accagaaaca ctattagccc    164760

     ttaaacaact tgatcctaat gtttccgtag aactaattga tttaagaact attaatccta    164820

     ttgatagaga gactgtaatt acatctgtga aaaaaactgg acgcttttta gtagttcatg    164880

     aagcatgtaa aacttacgga cctgcaggag aattgatcgc tttagttaac gaacaagctt    164940

     tcttatacct agatgcagct ccttccagag ttactggaaa cgacatcacg atgcctttag    165000

     caaaagcaga acattatcag tttttaagcc ctgaaaaaat agctgatgct attaaaaaag    165060

     tggtttgcga ataagatagc aaaaaagata ttaaagacaa actaacccct tttgtctcaa    165120

     aaaacaacac attaaaactt cctccaaatt aaaaaatata atatatctaa atcaaaaact    165180

     aaaaaccaca atcacaaacc aaaataaaaa ttaaaaaaca aataaacccc taaacaaact    165240

     gcattataat caaggagata aaaatatgtt tgaatttaaa tttgctgatg tcggcgaagg    165300

     cattcatgaa ggcacaatta caagatggtt ttttaaagtg ggcgaccaag taaaagaagg    165360

     tgatgtttta gttaaagttg aaactgacaa attagacgta gaactaactt ctcctgtagc    165420

     aggaaaaatt ttaaaaagag accttaaaga aggcgaagtt atttgtgtag gagacactat    165480

     cgttttaatc caagagccag gcgacactga tacagacgtt aaaaattttt cttctcaaaa    165540

     tcttaatgaa accacaacag aagaaaaaaa cgacaaccaa caaacacaaa catccttaca    165600

     agcttattta ccgcctcaaa aagtacttgc tactccatta gtaaaaagtc tagctaaaga    165660

     actaggactt gaccttacaa caattaaagg aacaggcgaa aacggaaaaa tcttaaaagt    165720

     agatttacag aacacaacta accctttgca accacaacca atccaaccag caaactcttt    165780

     tgtcaaagaa caaccaactc caacttttgc cgcatctagc caagaaacag aagtagtcaa    165840

     aatttctcgc ctcagaaaag ccatcgcaca aaaaatggtt ctttccaaag gcaaaatccc    165900

     agaaactact ataatggacg aagtaaacat tactgcttta gtaacactac gcaaacaagc    165960

     caaagatcaa gcacaatccc aaggaatcaa attaactttt atggctttca tcatgaaagc    166020

     agtagcgatt gccttacaag aattcccagt atttaacgct agttatgatg acgttaaaga    166080

     agaagttact tacaaaaaat tcattaattt aggagtagca gttgatacca aagacggtct    166140

     aatcgtccct aacatcaaag atgctaataa attaactctt ttagaaatgg cacaacaatt    166200

     acaacaagta gccaaatcca ctaccgaaag aaaagtggaa ttaaatcaac tgcaaaacgg    166260

     tacttttact atcactaatt ttggttctat cgatattact tacggcactc cagttatcaa    166320

     ttaccctgaa ttagctattt taggagtagg aaaaattacc aaaaaaccta tagttgaaaa    166380

     caatcaaatt gtaattgcag acatgcttcc tctttcctta gcaattgacc accgtattat    166440

     tgatggcgct gatggcggta gatttttaaa acgcgttaaa gaattactaa atactcccac    166500

     tttactgctt ttatcctaat agaaagacca aaggcaaatt atgaaaaatt atgatgtttt    166560

     agtgattggt ggaggtcctg gtggatacgt tgctgccatt aaagctgctc aaattggtgc    166620

     taaagttgct ttagtagaaa aacataaatt aggtggtatt tgtcttaatt acggctgtat    166680

     tcctaccaaa gcttatttaa aaagtgctaa aatttataaa gatataaaac gttgttctga    166740

     ttttggaatt aaagtacaaa acggcatttc ttttgattgg tcctccattt tatcacgcaa    166800

     aaataaaatt gttgctcaac ttactacagg catatctttc ctccttaaaa aaaataaaat    166860

     tgatttttat catgggtttg caagtgttct ttctccttgt gaggtccaag tagaaactaa    166920

     cttattatac accaaaaaat taattattgc aacaggcagt accgcttttg ttccccctat    166980

     tccaggcgcc caagaagctt atcaaaaagg aattcttaaa actagtaaag agttactaaa    167040

     actcgaaagc tatccttcca aagttactat tgtaggaggc ggtgttattg gagtagaatt    167100

     tgcaactatt tttaattctt ttggtagcga agtgactatt ttagaaagga aagatactat    167160

     tctaaatggt atggatcaag acgttgttgt tgcatacact aaaaaacttc aagcagatgg    167220

     catccaaatt atgactcaag tagaagtaaa taaaattaat gaaaatcgaa ctacctacac    167280

     tcaaaaagga actgataaaa caattacttc ggatgttatt ttaatggctg taggtactaa    167340

     agccaatctt gcgggtttag aaaaattaaa tttagtactt aaccgcaata gcgtccaaac    167400

     tgataatttt tgtcaaactt caattcctgg agtatatgct attggcgacg taaacggcaa    167460

     atacatgtta gctcacgtgg caagtcatga aggcattgta gctgcaacac acgctttaga    167520

     acaaaaagta aatcccatta actatgaccg tgttcctgct tgtatttatg gttttcctga    167580

     aattgcttct attggtatga ccgaacaaca agccaaagac aaacaaattg attataaagt    167640

     ttctaaaata tctctcggag ctgttggcaa atctttagct gaaggtgaaa aagaaggctt    167700

     tgctaaatta attgtttgca aaaaacattt agaaatttta ggaatgcata tttatgctta    167760

     caatgctact gaattaatta gtgaaatggc tgtaggaatg gaactcgaag gaactgctta    167820

     tgaactgtct caagcaatcc atcctcatcc taccttatca gaacttactt ttgaagctct    167880

     tttaggagcc gttgataagc caattcattc ataattatat tttgatcttt gaacaaaaaa    167940

     agaaccttta ataggttctt tttccttaaa tgggtgatga ttcaattatg aaaataaaaa    168000

     taagaataag gaaatgaatc gaaataaaac gacgaaacta aaataaaggt gaatcgaaat    168060

     ataaatatta aatcctcaaa tattttcgaa taaaaggaga tgataaataa tgatcactaa    168120

     atataacatt agaaaagttt tattttttat cttattattt gcagattttg ccatagcttt    168180

     tctcgaaaaa agccaaaata tttataatcc cagataaata ttgggcatta agtttgcctt    168240

     ttatttattt tttaccattt tttaaaactt ataaataaca acaaaaataa caacaaaaat    168300

     aacaatctcc caacccctta aaatcaaaaa aaaggaatac ataaaaaatg ttaatagaca    168360

     ctcacactca tctcaatctt aaaacatata aaaataaatt agatgatgtt tttcaaaaag    168420

     cttggaataa tgacgtcaaa aaaatgattg ttataggcat ggatgaaaaa actaaccaaa    168480

     aagcctatga aattgctaat aaatataaag aagcgatggt agcttttggg attcatcctt    168540

     gttctgattt ttcccaagaa actcccgaaa gcatcatcaa atacctcaat catccgcaaa    168600

     cagttgctat aggagaaatt ggtcttgatc ttcatcacag acaagataat ttagctatcc    168660

     aaaaaaagtt ttttcaagca caagttaaaa ttgctatcca atataaatta cctatcatta    168720

     ttcatgcacg taaatctttt gaagaaattt atcaaatttt actaccttat cgcaatcaag    168780

     ttagaggagt ttttcattgt ttagttttta gtttagaaga agcccaaaaa gctttggaac    168840

     taggttttta cattggaatt ggaggagttg ttacttatcc tcatgccaaa gctgcccatg    168900

     aaattgcaaa aactattcct ctagataaaa ttttattaga aactgattgt ccttatttaa    168960

     ctccttatcc atttaaaaat gaaaccaatg agccttctca tatcaaatta attgcccaaa    169020

     aaattgctca attaagaaat atttctttgc aatatgttgc tactcaaaca agtaataatg    169080

     tagctaagtt gttttttaat aaaaattttt tttaatattt ttggtatatc caaaaatatt    169140

     tgaaatataa aataattcaa aatcacactc aaaaaaatcc cttatataat aaaaaaatca    169200

     actccgctta tacgaagttg attttacttt tttcttcttc atcagtttgg cgaaaactat    169260

     ctacatctaa ccaaacttca ggaacagtac cacatttact ttgtttaact tttcctttta    169320

     acactttaat aacttgtcct ggttgcaaga aaaactcagg attatcagca tcaatatgag    169380

     taaaattgat aagaacttca tcatattttt gtttacaatt aacagttcct acacaaacat    169440

     tagtagcaaa ccattgtctt tttgaactac catttttttt taaatatcta acttttactt    169500

     ctaaataaaa atttttaact tcggttgctt gttgcatgca ttccattttc taacacttcc    169560

     ttttacaatt ttttgttgat aaaatcgtta attttcaagt ttaatccctt acttaaaaac    169620

     ttaaaataat gaaattatct cctaatatga taaaataata ttgaactgtt taatgtagtt    169680

     tttttattta acatttcatt tattattata gcaaattatt ataaatttta ttttgataaa    169740

     aaaattattt tcaataaatt tatcattaat ttgttctaaa ttatcttttt atttctataa    169800

     ttatttgtaa accaaacttt gatggcatta tttacttctt tatttttgct acatttttgc    169860

     caagacttgc taattgcaac tttaaaatta ttttgataat actttttctg aaattttaac    169920

     tcaaaaaggc tagaagataa ttattatcaa agtaatttat tataattaat tataattttt    169980

     caacacttca taaaataaac aaccaaatta ttggttattt ccatttttat tttttgcctc    170040

     tttatatttt gatttggcaa aaataaaata tttttttaaa aaccaaactt aaaaaactca    170100

     aaagtttcat ttaccaacaa aacaatttaa tctacaaaaa caaaatcaaa ttttaaaaaa    170160

     caatacacaa aagaaaggag tttttatgat taaaatagca atagatgcca tgggaggcga    170220

     ttttgcccca ttagaaattg tcaaaggaac cctgcttgcc ttaaataaaa atacagaact    170280

     tcaagttttt ttatatggca atcaaaaatt aataactcca cttattgaaa aaactccttt    170340

     ttttggaaac aaacaaatta tcatcaaaca cacgccttat tttttaggat cagccgacaa    170400

     aaatataaga gaccaattga aaaccactcc taatacttct ttatttttag ctcttgaagc    170460

     agccaaacaa gacgaggttc aaggagtagt ttcagcgggc gctacccaaa ctttgatctt    170520

     agcaagtcat cttattctta aaaaaatgcc tttaatgaaa agaattgcca ttgcccctat    170580

     gtttaattca tttgataatc gaacaagaat tttgctagat gcaggagcta acaccgaact    170640

     aaaaccccag catttgcaca cttttgcaaa ttatgccacc attatagcca aagaaatttt    170700

     agcaattcca aatcctcaaa taaaactact taacatcgga acagagccca ccaaaggaag    170760

     agctttggaa cttgaaactt accaactttt atcgcaagat tctaatctta attttggcgg    170820

     caatgaagaa cctcaaaacc ttcttacaac ttcagcagat attttgttaa gtgacggatt    170880

     tactgccaac attgccttaa aaacttatga aggaacaatg cttaatttca tgaaccactt    170940

     aaaaaatatc cttactaaaa attttatcaa aaaaattgcc actaaaactt tgtttcaaaa    171000

     acctctacaa caattaaaaa accaaataga cccacgccaa attggaggag ctatgctttt    171060

     aggacttaac aaaattgtta ttaaagctca cggttcttcc caatcttacg ctttttgcca    171120

     agctatttta caaactcaaa aactaattaa agcccaagta aatcaaaaaa ttgctaatgc    171180

     cttagaaatt gccaaaaaca aagaaaacca aactaaaaaa atatcaacat caactataaa    171240

     tcccaaaacc tccgaaacca caaaagaaag ctaatactta tgaaaaacat ccaaattctt    171300

     tttcaaaccc tcaatatttt tcccaaaaac cttgtccttt acaaacaggc tcttacacat    171360

     agctcttatt ctaacgaaca aaccccacct caagaagaca acgaaagact tgaattttta    171420

     ggagatgcca tcgtaggctt acttatggct gactatcttt attcccaatc caaagaagac    171480

     gaaggcatta tgactaaaaa aagagctcag gctgtgtgcg aaaagtcgct taccatctac    171540

     gctcaaaaaa ttgaattgca aaattatctt cttttaggta aaggtgaaaa aaacaaagat    171600

     tttaatgcta aaggcattat ggcagacact tttgaagcct tatttggtgc tatttatctt    171660

     gatttaggat atttaacagc caaaaaagtt tttcataata ttgtcttacc tcacttagcc    171720

     aaaactattt atattattga ttttaaaact caattacaag aaatagttca gtcagaaaaa    171780

     aaaactatcc aatataaaat agtccaagaa caaggacctg ctcattctaa aaattttgta    171840

     gcagaagtct atttagaaaa aaatctttta ggaacaggtg aaggtagcac taaaaaatcc    171900

     gctgagcaaa aagcagccca acaagcattg tccaaagttg ccaaaaccaa agacctaatc    171960

     aaaaacaaag gcgtcaaaga aaaggagctt taataataat aataatatgg ttatttttca    172020

     aaaactttac gaagatggtt ttttacaagt agaaaaaatg ttaatccaag agtatcaaaa    172080

     attagggtta acttaccctg aactaactat tttgctattc ttgctagatt tttccaaaaa    172140

     acgtgtcttt tcttccaacg ccttagccaa aaaagcaggg atcactaaaa aagaagtaga    172200

     acatattttg gaacaattga tgtcaaagga tttttttgac ctttcgcaag aaaccaaaaa    172260

     ccataaaatt attgaagttt tttcactgca ccccactttt gccaagctag aaaaaatcta    172320

     tcaagaccaa attcgcgaat ccaaacacca aaaccaactt accttaatcc aaaaaactat    172380

     tgaatgttta gagcaaaaca aaggacaaac tcttacatct aatgaattag aattagttag    172440

     aaattggtat caagaccaag aatttagtca tgaagaaatt aaaaacacaa ttgaagaagc    172500

     cctttgtgtt aaaaaaactt ctgtttttta catcaatact ttgcttggaa aaaagaaatt    172560

     tttgacagtt gtacctgatg aaaaagcaga caaagcttta gcaaaacttt ttaaaaaaat    172620

     aaaataacac ttaattttaa caaacaaaaa gtcaatctta ctctttttat gtgttataat    172680

     tacttatgta attatttttt tagtatttca attattttat ttatgaaaaa ataactatca    172740

     aaggaattaa aaagatgaaa tttttagaaa ataaacgagg aaaaatcatt actggcgcta    172800

     tttttattac tgttactctt tatgtaggtt taggatttta tatttctttt aatcctgtta    172860

     actggctttc tcctaaaaaa gtttgggcaa aacaagcagc tcataatttg tataattcag    172920

     ttgaaaagtt aaaaaaagaa gaaaataaag gcaatgttaa ttctaaactt gcgagcatta    172980

     aaactaattt agaagcagta aataaacaca taattgaata ttataaagaa tcaaccagcg    173040

     atgaataccc agcagtaaaa gacctatacg acaaaattgt tcaagcaaaa gacaatgctt    173100

     ataaaaaaat agaaccggat gataaagcaa ctgatgatac ctttaaagaa attaaaaaat    173160

     tatttcaaaa cgataacacc aaaaacctcc aagaaaaagt taataattta actaaataaa    173220

     aatacccttt ttaagggtat ttttattatc catatacgct gttccaaaag tttagatact    173280

     tttttttgtt gctttttaaa aattctttaa gactaaaaaa ttaaattaga taatttaata    173340

     tcttttcaaa ctaagtaaat attttttaaa atattttgtc cttacgttat acatttaggt    173400

     aaaaaaagtg aaaactccca tataaaatga aaatataatt tatataagat tttgggaata    173460

     ttgagaagga gataaataat ttaatttagc taaaattgat taattgttcc aaaatttaga    173520

     gaaataattg attatttttt taactttttc gttggttttt tgaaataaaa aaggatgttt    173580

     atgttttaag atagttttca tttagccgaa aaagttttca attacggcgt tatcacgtgt    173640

     agtagctttt cttgacatgc tgattgaaaa ctttttttta aaagttgttg ggattttaaa    173700

     tattgataaa atgttctttg attggaatga attatacaag gttcttttaa tagaggtaat    173760

     ttttttgatg gggtttaaaa ttaattcttt attttgattt tttgaagtgt aggaaacggt    173820

     tatttggttg ttaaaagagt ttatgatgaa agaaaaatat aaaaaacctt ggtgagtttt    173880

     gaaataattg atgtcggtaa atggttttgg agggttttat ttctttaatt aatcaatatg    173940

     tatcttcgtc tttatattca ttaatttctt taatacttcg atcagggttg taataagttt    174000

     ctttaattaa taagtcttta tttttattat gttctgttat taatttaatt gttttgccat    174060

     catcataaaa atgatttttt ttaataaata acattgtatc ttggtcacgt tcggcaatat    174120

     attttattgc ttttccatcg ggttgataat gaatcacttt attatattta cctgtatctt    174180

     gattaatttc attaatatga tgaattgttg tgccagcacg gttgtagtat attttaggtg    174240

     gatatttaat ttttggtggt tgtttttctg atatagttgg ttcttgttgt tgtgttaatt    174300

     tatcaacttc tttatcaatt ttattaagga ttatattata gttttcttgt tcttgtggga    174360

     tatcagtttt tgagtttaaa ttatgttgat tttgatcata agttttaggt tgaattttgt    174420

     tattaactaa taataaaatt attaaaataa aaataataga gactgaaata aataacatac    174480

     aaattataaa gatttgattt tttggttttt tttgattatt ggttttcata atttaacctc    174540

     tttttttata attattttca actgggttaa taaattgcta aaactacaat ctttaatagc    174600

     aattatattg ttgaaagtgg ttttaatgaa tgatataata atattagcat agttatttta    174660

     ttttgacaat aaattgatct atgctaaaat tgaatatttg catgtttata cagcctttca    174720

     ttgatagtta tataaatctt tgtctttgtg agaactaggg atttacataa ctattttttt    174780

     atatatttta atatgagatt aatataacaa aatatataaa aaaaataact ccctaaaata    174840

     ataagggagt tatataatag ttaaaatata aaaaaaataa atttaattat tcccaatcaa    174900

     aaaaagtttc acttaattta tcaattattt cttcattatg atttacacat tcatcaacaa    174960

     gttggtttaa tgcatatttt atctcatctt cagtaatatc tggtgacaaa ataaaatcta    175020

     ttattttttc tttaaatatt tcatattgtt ttgggtcaaa tttatctaat acttcttttt    175080

     taaaaaattt ataatttgat tcatctttga aattattctg tgttgtagta aagctttcaa    175140

     agaatttttc agataaatca ttaagttgtt taatattttc tcccaaatca tatttaatca    175200

     aattttcagc gcaatgttga aaaaacttta cgcccattaa ttgtagataa taagctaaat    175260

     cttcttttaa agttttatta tttttttctt ttgcaggatt caatacttct tttttatata    175320

     tttatattaa aaaaaatagc tatataaatc cttattctca tccaagaaaa tattttatat    175380

     aactatcaat gaaaggctgt ataaacatgc aaatattcaa ttttagcata gatcaattta    175440

     ttgtcaaaat aaaataacta tgctaatatt agcatatcat tcattaaaac cactttcaac    175500

     aatataattg ctattaaaga tgttgatttt catttcggca atttattaaa tagtacaggt    175560

     ataattatta gttttatttt agcgttattt tatattttaa tatttataac ctttttagtt    175620

     tttattggtt ctatttttga tattatcaaa aaaattatta aggttatttt atttcctaaa    175680

     tcatccatta aacaacctac tacaactgat aaagatctaa atgaattaca aaaaaaatat    175740

     aactgattta gaatataaaa ataatttaat gataaaataa attaaaaaaa caacatttaa    175800

     aggaaaaaaa tggaaaacaa taatcaaaaa aaatcaaaaa atatgatctt tatcatttgg    175860

     agtttattta tatcattagt agttatattt cttttaatta ttcttttatt agctattaat    175920

     aaacaaaaag ttaatgttaa atcaaaacaa caagaacaat ttcaatctca agctaatatt    175980

     ccatcccaac aagaacaaga aaaaacttat aatgacattt taaaaaaaat tgaaaaagaa    176040

     gttgatgcat taactacaac taaaaacgtt atttttttgc cgaatactaa aataataaaa    176100

     caaattaaat tttataattc tcaaactaat aaattaattg aattacaagc attttatgaa    176160

     gatggaaaaa cattaaaata taaaaaaaaa tataatcctc aaacaggttt ttcattaaaa    176220

     gatgaaatat attcttatga tggtaaaata ataaaacaaa ttaaggaata taatgaaaat    176280

     ggtaaattaa ttaaactaac taattttcat gacgatggta aaaaaataga tatgatgcaa    176340

     gaatacgatc ctcaaacagg ttttttaaaa tcatcaactt attatcaaat tgacggaaaa    176400

     aaaataagta atattggtga atacgatcct caaacaggtt ataaaacaaa aacaacttgg    176460

     tataacaaag acggaactgt taaaaagatt acagattatt aatcatgaat agaataaaaa    176520

     aagaaaaatt atattaaaga tttggattac atttatatca attattattt taataatgtt    176580

     attcttttta tgtttaaaat tacctaaatt acttaaatca aaacaacaac aaaaacaaac    176640

     tgaatatcaa tatcaaactg aatttgatga tgaaaataaa ttagttaaag atatagcagt    176700

     tgtaactctc acaactggcg cagttgtaat tggttgtcta gttttagctc ctatttttgc    176760

     atctgtagtt ccaattgcag ctcctgttgc tttattactt taatattaag aaagtagaaa    176820

     taaaattatg ttaaacaaag tacaactaat cggtaatata actcatgacc tagaacaaca    176880

     atatattaat actaatgagg gtcaaatacc taaaatagat ttcagtatag ctattaatac    176940

     caaagataaa actcaattca ttccatgtgt tgtttttaga aaccaagccg aaaacatgaa    177000

     taaatatcta cataaaggtt caaaagtata tgtagaggga acgttatcaa ttgaaaaata    177060

     taccaataac gaaggtgaaa acaaaaccgc tactaaagta atagttcaaa aagttatttt    177120

     tttagatagt aaagataaat aaaataaagg cccctattaa attaggggct tatacaagaa    177180

     agagtttata aatgaaaaaa ataaatttaa attaaacgca aaagatatct ttttaactta    177240

     ctcaaaatgt cctttaggta aagataaaat tcataattat ataaaagaaa taatgatatc    177300

     taaaaaacaa gaaatttcat atatcatttc taatactgaa aaccatcaag accataaaga    177360

     aatacatact catgttcttt ttcaattaac aaaaactatt gaaattaaaa gtcaaagata    177420

     ttttaatata gatggttttc atcctagaat tgaaactgct cttaatatag aaaaatcaat    177480

     ttcttatata aaaaaagatg gcgacttcat tgaagaaggc acccctagac ataaaaaata    177540

     tgttcgtcaa aatcaaaaag aagaacgtaa acaattaatc tatgatgaaa tagacagatt    177600

     aataggaaaa tattatcatg atgataaatt aactttaaat caagttaaaa aatctcttaa    177660

     tgattttatt aaaattctag accgtgattt ttattacgaa aaaatagatt ttgtagaaca    177720

     agttttaaat aaaaaattca ctaaaaaaaa gaagagttag aagatgaaga agaatttttc    177780

     aaacctgatt attctttcga ttcattcaaa tctaactcta aaactaatga gataattgat    177840

     gccattaacc aacaattatc agagtgcaat cattaggcaa acaacgtcct aaatccattg    177900

     tgattgaaga gttttagtaa actcggtaaa accgagttta tattaagcta cttaactcac    177960

     aaaaaccttc actataatta taccagagga gactttgatt ttagtaaata aagtcataaa    178020

     aacgcttata aaatcaatat ttttgatgat ataagtattc ctcaaattag aaaaagaagg    178080

     tttatttaaa cagattatag gatgtaaaaa aggatttaaa tataacgtca aatatgatac    178140

     taaaagaact atagctggta agaagttaag tatcttttta gttaaccctg atatttgatt    178200

     tgaaaattat tgtgaatggt ctcgtgataa cggtcataag tttcatcaat atctagaaga    178260

     taattgacgt tcctgaaaaa ttatattaaa ataaattaat gattaaaaat aaataaaata    178320

     gtaaggagaa aaaatgattg gtttggaaat agttttgggt tttttgacaa ttgcatgttt    178380

     atatatttta ataatgcata aataatttta attttgaaat tagagaaaaa aggtattttg    178440

     aatatgtatt taattttaaa aaaaataaaa tttagttcta aattatattt aattatattt    178500

     atttttattt atttattatt aaattttcat caaaaaaatt tagtttttgc tcaagaaaaa    178560

     atagatttaa ttgaaaaaaa attaataatt ctgaaatgat tgatattaaa attttagaca    178620

     aatattcaga aacagaaaat gaaatgaaag aaataataat aatcatttaa aaaagttaaa    178680

     cacagaataa gaagaataca ataaataaca caacaaaata taaaaaaact aatatatatt    178740

     aaataaaatg aaaaaaatta ttaatatttt agaaaacaat aataaaaatt tagaagctga    178800

     aaataaaaaa ttaagagaag aaatttactt attcaataat ttaaaataaa gtaaaaataa    178860

     agtcccctaa tttaataggg tctttaaaaa tataaaaatc ttatttcacg gaatgttaat    178920

     tttaatcaat ctattatttt tttaatcccc attaaatgca ttattttata ctatatgata    178980

     tttcaaatta gatattaatt ataattaatc acatgaacga gcagagcgaa ctaggcggtc    179040

     agccgaagac cattacaatt aatctattac acccctccta taaagtcccc tctggggatt    179100

     taggggtttt tttatataaa aaaaaagaaa aggatttata aatatgatta aaattaattc    179160

     aaaaattatt aaaactattt ttttgtttat tttaataatt aattattatt tattttctat    179220

     agatttattc gctacgaaac acaataataa taaaaaaaga aaagaaataa tgtatgaaaa    179280

     tatagaagat aaaaaaatgt taccttacaa acttcatcaa caaatagaag aagaattaga    179340

     aatgaaactt caagaaaaat taaaagaatc aaaaaaaaat gaagatgaaa ataaatctaa    179400

     ttctaaaatt caacaaaaaa ataataaaaa aatcaaaaat atttgatttt ttaaaaggaa    179460

     caaaagatat taaatgtcat ccgaaacacc acatggagtt aaaatcgaac tgcctaaaaa    179520

     attagttaaa acttttaagt ataacgatta tataaaggat taatataatc atcaaaatgt    179580

     aaaaatctca tacgcttatc taaattatta aaatataaaa catttattta acaataaaca    179640

     tgtcttatta taagatttac tattaaaatg atttttaaac aatttttttg aataaaaaaa    179700

     tagttatata aataaaagat aatttacctt tatttttgat atattttaat aaatattttt    179760

     tctttttttg aaaaacaatt gattctttgc taacctctcc aaaacaagtt ttaaaaaaag    179820

     tttttttatt attttccttt aaaatatcat tttttaataa ttcaaataat gtatttgtat    179880

     ttgaaaaatc taaaatattt tttaaataaa tagaagttaa atgatatttt ggtttaggag    179940

     tttgtgtgtt tttatcatgt attcgttaaa tggtttgttc aaaaatatgg ttggattatt    180000

     tttttagtga tggcaacaca taaagattgt tgaaatgaaa attagttaat tgattcattt    180060

     aaagagcctt tttcgggttt taaatttaat ttttttggta cgccatttaa tggtttcgtc    180120

     ttttttaata agttttgatt ttaccatttc tataatggat atatcaattg ccattttgcc    180180

     attttttatt tctctatttt tttgataatg tattgttgat taaatttagt atctttatca    180240

     ttcatattgt ttaatataat tttagttcct aagttttggt ttttcaaaaa ttcataatat    180300

     cccttttcta cttgttgaaa ttaaagatga ttttttgcaa tacaacacta aattagagat    180360

     tttaagtgaa caagaagttc aatcccatct aattgatgat tcttttggtt tttattttgc    180420

     gttccaaacc caattgcgga ttaattttta gataaatagt tatatcaggt tttgatgttt    180480

     ttttacttaa ttttttaaaa aattggtatt tttttgtcaa tttttgaagg atatacgaga    180540

     tatgcgaaat tagagcctaa ccacatctat ctacaaaaat gattttgttt gttttttaag    180600

     tggggtttga tgagttcttc ttgtttttga atcatgttgg caaaacttaa aaaatatcta    180660

     attacattat gtaaagtatt gtgggttaaa aacgtttcac gtatagaatt tccgtttgta    180720

     gaacttccta atccgcgaat aaccatatca cttcattacc ttgtttttat aattcttttt    180780

     gaacgttttt tttattagac ttgttttttc cactatctcc gagttcttcg aagataatta    180840

     atttcatatt tttttccttt cgagaaaatt ggatataaaa aagacctcaa atttgaaggt    180900

     cttagttgta ttttaatttg cttaattttt ttaaataagt tgtttgtgat aattcttgtt    180960

     ttgctttgtg tatcaattct aaatattttt taccatctgc aatcatttta ttaacgaagt    181020

     tatttctatt tctttaaatt tttcttcatt atcatcaaat tcttcaatag aattatcaat    181080

     atttttacgt ttcattaatt ttgaattaat gggattatat tccatcaaaa cgccatctga    181140

     taaagttttt ttaatcattt tcccatgtga accatactct tcaatattgt tatatttatc    181200

     agtttttttc agtaacatac cattattttt atcatattca aaaatattat tatcattatc    181260

     aattttttta actaatttat tagtaaataa attataatat tctttttctc cattttctct    181320

     tataaactca taaggaacac tttttaaata ttcgttttct tttttaagtt ttttattttc    181380

     attatataaa acattgttta actctcttgc ttttgcttta atatctactt cttgtaattt    181440

     acgcctttct tcggtttcta aatgatattt ataaacaagc ctaccaccta tcccaaacac    181500

     aaaaaaaatt aatgttccag tagtaattaa aaaaggaatt attttataat gtttattgcc    181560

     tattctaaaa cttgacattt ttaaacctct tttctattaa taaaaataat taaatcattt    181620

     ttttagcatt ttcaaatacc cataaatata ggaaattaat aaaaaatgat aaaatgaaac    181680

     tcaatattat tataaccttt ttaaacaaaa ataaaaagaa ttttaaaaca attaaaaata    181740

     ttatctaata ttcttaaaac aattttaaac aacaaatcgc ttattttaac gaaagtgagg    181800

     tgttccaaaa gtgtctaaac ttttggaaca cctcattccg accaaggaac agtttatcaa    181860

     tcactaaaaa ttcaacaaac tttaacgaaa aaagtttttt ttaatcagta tatcaagaaa    181920

     agctaatcca agcaataacg acgtaattga gaattttttt ggccaaatta aaactatctt    181980

     acaacatcaa catcattttt tatttccaaa atctcctaac aaaaatgaaa aaatcaatca    182040

     attatttcct taaattttgt aacaatcaat ggattttagc taaattaaat tattcatcac    182100

     cttctcaata ttgtcaaaat tttagataat atttttttta tttcaaattt tcaaccttga    182160

     atattgtagg cgattaaaga accattaaaa aaaaaatacc aacttttaag ttggtttcct    182220

     tattgtttct aaatactaaa aaatattttt cttattaaat aataaaaaag gagattaaaa    182280

     tggcgagaaa ttacagacgt tcttatttca gtaaaaaatc ttttagaaga aataaattaa    182340

     ctttaggcag tttttttaca tattggattt tacctacatt aggcattgtt attcctttga    182400

     ttgtttattt tgcttcaaaa ggttatttat caatagctaa ataataaaaa ggaggataaa    182460

     aaatgacttt aagacaaata ttaattttaa ttgctcttgg ttgtattttt atatttgcag    182520

     cttataaact tggttttatt gttcctgatg caactaaaat tacatggatt aaataatgag    182580

     tgttttttta aaaaaacact cattaaggga taatatatga ataaattaag ttaaaattaa    182640

     ggattttttt aaaatggata agcaacaaaa aataaaaaaa gaattttacg aacattgtca    182700

     atgttgcgga agtgatttgg gaatgaatat aaatgatatt gatttgaatt tatttggtgt    182760

     aataatgact ttaatgattt taattagttt tggaattttt gtattatttg ggttttttga    182820

     gtttattttc tttttttcaa attaatcatg aaatttttac aactctcatt tatatttttg    182880

     ttattggtat tctttcattt tgtttaatag ctcattttat gcctaaattg ctttttgaaa    182940

     aattagatta tgaaaaggtt gaaaaagaat aaaggaaaat tagatgaaaa aatataatct    183000

     atttgataat tttatttgtt tattgattgg ttcaattatt ggtatatttt tatatattaa    183060

     tttttttacc aaaaataata aagaattaga aacaattcaa aaagataata aaatggttga    183120

     aataataaag aaattaaaaa agtaataatt ttatagaaag gaataattga tggatataca    183180

     acaaacaatt attaatattg ttgaatctaa agtatttatt tcttttactt cttttatttt    183240

     tggtattttt atttattggt tttatttata tatcaaagaa ttaaaaagta aatatgattt    183300

     tagtgatgaa ttacgagata tagtaaacca ttatcttaaa aaaggtaaaa ttagtattag    183360

     tgaatatggc gccttaatta gattaatggc acatatgggg aattatttag gtatatatag    183420

     aaaacatgtt gaaacaatga ttaaagaatt tggagaacat ggaggtctta atttttctga    183480

     gggtattttt gatgaaaaag ataataatca agaaaataaa gaaaataata ataatttaga    183540

     tgaaatttta aaagagaatt taaaattaaa aaatcaatta aataatataa aaaatccttt    183600

     aattgcggaa tctattgatg atactggaaa tgatttttag ttttaatttt ttaaaatatt    183660

     taatttcttt tgattttaaa gatttttttt atttattata tgatttattt tataatattt    183720

     ttcttactaa atcatctttt ttatttggtt ttaatgttgg ttggaatatt aattttatta    183780

     atatttataa tattataaaa actatattta tttttatatg ggaacaatta acaactttaa    183840

     tttatccttt aaaattattt agttcattgt ttgatttttt aatgcaaata ttaaaaattt    183900

     ttattgatgt ttttggtagt attataggtt atattaaaag ttctataaca agtcttaccg    183960

     gtcaaaaatt aatggacccc agtgaaagta cgtgggaaaa attaaaagaa atagcaaaga    184020

     tgatttttac cgttactgtt ggtggctctg ttatttattt ttttaaagaa gttaatagtt    184080

     ttcttttaaa ctctttcatt aaaataggtg atttgttgtt taaaattatt ttaagaatat    184140

     tagacattat ttcaattgtt ttaaaattct ttttattttt gtttaaaaag gttataataa    184200

     tattgagttt cattttatca ttttttatta atttcctata tttatgggta tttgaaaatg    184260

     ctaaaaaaac gctttaatta tttttgataa tagaaaagag gtttaaaaat gtcaagtttt    184320

     agaataggca ataaacatta taaaataatt ccttttttaa ttactactgg aacattattt    184380

     tttttttgtt tgggataggt gggaggcttg tttataaata tcatttagaa accgaagaaa    184440

     ggcgtaaatt acaagaagta gatattaaag caaaagcaag agagttaaac aatgttttat    184500

     ataatgaaaa taaaaaacta aaaaaggaaa acgaatattt aaaaagtgtt ccttatgagt    184560

     ttataagaga aaatggagaa aaagaatatt ataatttatt tactaataaa ttagttaaaa    184620

     aaattgataa tgataataat atttttgaat atgataaaaa taatggtatg ttactgaaaa    184680

     aaactgataa atataacaat attgaagagt atggttcaca tgggaaaatg attaaaaaaa    184740

     ctttatcaga tggcgttttg atggaatata atcccattaa ttcaaaatta atgaaacgta    184800

     aaaatattga taattctatt gaagaatttg atgataatga agaaaaattt aaagaaatag    184860

     ataaaaatgg taaagttaaa tattacaaaa ctaaaattta tcaaacagtt ttagatttta    184920

     aaaaattatt tattaatgat aaagatttag aaaaaacttt cttaaaatcc ggtattttta    184980

     atttagaaga tttaaaaact gctggatata ctttagaaga tttaatattt tttggatata    185040

     gctttcaaga tttaaaatat cctccaaaac tacaaatttt atccgacgga actatgttaa    185100

     gaatttcaga atttaatcaa tacacaagaa aaccaataaa agaaacaatt tacaacaacc    185160

     cagacagaac tatttatcaa attacagaat ataatcaaga cacaggtgaa aggcataaag    185220

     ccactgaata ctataaaaat ggagaaaaat caactgtttt tgattaccac aaagacacag    185280

     gaaaattaac caaagaaaca atttacaacc cagacagaac tattaaagaa actaaaaatt    185340

     ataattatta accataaata agcaaagaaa ataaatataa aagtattcaa agacgagcat    185400

     agcgaactag gcggccagcc gaagtatact aagattaatc tattgccccc ccatcttata    185460

     aagccccctt tggggtgttg ggggtctttt gaatataatg aattattttc aaaaactcct    185520

     ttgccgtgaa ctatcagtaa aggagtagtt ttgtttttaa ggagaacaaa caattctaca    185580

     tttaaatgat ttaactatga ataaagaagg tattagttta tcctttcatc acgctcttaa    185640

     aacatttaat gcaattaaaa gaggcacttt gaataaaaaa caaattaaaa tttttgagaa    185700

     taatttattt tttgttaaga ttaatgattt cgggcaaggt tgttttttta gaaactttaa    185760

     aaacttatca atttatttgt ttaatgatta ccgaagataa attttaatta tcatcaattg    185820

     atattgaaag caaagttaaa gatattataa gaaatattcg tcaaagcaaa aataatgctc    185880

     gttataaagc catttataat tttgctttct gaaaaaagaa attagttggt taaaacttac    185940

     tttggctcat aataataata atgggcacta tttctaatga tgttaaagat ttaaataaat    186000

     ctaaacagtt gattattaaa tttatgtcaa aattacgtta tgaatataaa aaatgtttaa    186060

     ataaacaaaa attaaagaaa catattgtta ataaatattt aactaaattt aaatatttta    186120

     tcgcttcttg attacaattt aaaggtgttt ggtattttca tattatgttt aatattgatt    186180

     tattaagtgt atttttggac acgctaataa aatgatgtgt caacgaaaag taataatcaa    186240

     taattcagaa tttttagaat aatcagaata ttatgctaaa aataaagcta aatataattc    186300

     tagtaatggt tggtttaaaa aagaaaataa aaatttaatt atacctaatt ttttaaaatt    186360

     atggtctgat attgtacttg ataatttacc taatttaaaa ttattaaatc ctcattctca    186420

     aaatttacag atattttata aaggtaaatt agataatatt aaaaaaatga aattaaggaa    186480

     tgtaaacaat tagcaactat tattaataaa aatgttgctg aaattatttc cgaatatgtt    186540

     agtaaatatg atgctggttt aaatgagttt gaaattaaaa aactattgca ttaaaaaaaa    186600

     ttatttaact gaaaaaaatt ggtttaattt tcttaaagtt gtcaaaaatt acctattact    186660

     aaaaatatca aatattttcc atttgatctt cattataatg attataaaat aactgggttt    186720

     tatttatcaa atattttaaa atttggtaaa aagcatattt tgtatgattt attaagaaat    186780

     aacattttaa gaacaattaa taaaaaaagc agtaaaagtt caagggattt ttataggcga    186840

     ttactgagtt ttttcaaaat attgtttctt ttaaaaaaaa tctttaacct ttttaaacaa    186900

     aaataaaaag aactttttaa aaaaattgaa ataatatcta atattcttaa aacaatttta    186960

     aacaacaaat cacctatttt aatgaaagag tttaaaagaa aattattaat ttctttcaaa    187020

     aaataaataa cagagccacc aacagcaaca ttaaaaatca tctttgctat ttcttttatt    187080

     tttccccaca tactttgact aggatccatt aatttttgac cagtaagact tgttatagaa    187140

     cttttaatat aatcctataa taggataaaa aacatcaata aaaattttta atatttgcat    187200

     taaaaaatta aacaatgaaa taaataattt taaaggataa attaaagttg ttaattgttc    187260

     ccatataaaa ataaatatag tttttataat aaataaaaaa aatctttaaa atcaaaagaa    187320

     attaaatatt ttaaaaaatt aaaactaaaa atcattttca gtatcatcaa tagattccac    187380

     aattaaagga ttttttatat tatttaattg attttttaat tttaaattct tcttttaaaa    187440

     tttcatctaa attattatta ttttctttat tttctttaat cacctataat attccaggta    187500

     aagattttcc tgatgataaa aatataactc ctgaagcatt aggttttgat aaaaatcaaa    187560

     ataaatatat gcttgaatat aatataaata aaggtaaatt atcagtttta aaacctttaa    187620

     ataattttat ttagaaaagc aaaaaacttt tatttgtttt aaccaatata ttaatcctta    187680

     tttattttat ttttaaatta aatctttttt aacttttacc ctttttttat aaggtttttt    187740

     gtagattttt tttttatgtt ttataaattt aaaaatatgt tataataaaa aatatatatt    187800

     tataagaaaa aaagcactat taaattaaaa taacttttaa aataggaatt tcttcttttg    187860

     gcaatttaat gattcctgtt tcagttaaaa cgatctaact gataataaaa aaagaagcat    187920

     ccctaaaata ataaaaaact atttgcggaa ccaagttctt acagatttaa ctgcgctttt    187980

     acctttttgg agacactttt tatttttaaa aaagaacaaa ataacaataa agaccaactt    188040

     ttaagttggt ctttattgtt atcataaata tttagttttt gtaaatttcg tttttatttt    188100

     agtaaaaata ataattctaa ttttaaaaaa gctagttgtt attttgtgtt tgcaaaattt    188160

     tgaaaaataa aatacaatat caaaagaaca aacaataaaa taaatattac aaagaaaaaa    188220

     aataaaaaac tattggtttc gttagaatta ttattttgag aactatccga aggattttga    188280

     gcattttgat cttttaaata agcaaattta gctattattt catccatatt attttgtctt    188340

     tcttttaatt ttatacctcc tccaaattta tccaacccta attgtaattt tgcttctaaa    188400

     agaggtagtt cttttagaat ttttatattc tggttataag ttaatatttt attaaaaggg    188460

     ccaaaaaatt gttttttgta tgtttcaaaa ttattaaatt tgtctacaat attattatat    188520

     tctaacatcg tttgactaaa ttttaatgtt tcgtttttta atatttctaa agctgctaaa    188580

     atactaatta tatctttatt tacttttgat attagttcat atatttgatt taaataatca    188640

     attacttctt ttgattctgt tgctagatct tcattaattg tttctaaaat agttgtaaaa    188700

     atgggatctt ttaaacattt ttcaatttct gtttgattat taactgctaa ttgtttaatt    188760

     tcaattttaa tttctttaat tatcgcgata gaaacaaaac gccttaatta ttaactaata    188820

     attaggtttt tttgagcctc gcacaacacc gcacaagcaa gtttccaagc atacagcgtt    188880

     tatatattaa aatatatttc ctctttcgcc ttgtatttgg ttttcccaaa ttccttggta    188940

     agtcagttca cttttacatt ccagctaagc tttgaatttc ttacgactac tacgattctg    189000

     ctttttcctt gagcctaaac accaaagttt attttagatg cttttatact tttagcaaat    189060

     gacttttagg aagatagaag ttactctaat ttcttacctt aatagtttta ggtgagataa    189120

     ccacaattaa tatgcaaaaa taatttatgt tgtaggtggt aggttttagg tttagcgatt    189180

     ttgcttgcca cttaaaataa taagtgttag taaattttat atacgcaaaa aatatataaa    189240

     ctgccctaaa atataaggaa ttaactgttt taccttatag ctactgcccg tttttttctc    189300

     ttaggcttat tgcaaagctt ttccatgact attttcaact tgcaaatcaa aacaataaac    189360

     agtttctcgt ttttttgctt ttattttctg ctataatcta tcttgctttc acaagataaa    189420

     ccaaaaatat gttgtactgc attactaatt gcatttgtaa ttggttaatt tactaagaaa    189480

     ttaggcatct ttctcgccct tttgcaataa atcttgacat tgcattttta tttcttctgt    189540

     ttgattctct ttggtttctg ttagagttat cacgttttca atatcatcat cttggtcagc    189600

     aaaaattaaa taattgtgat ttaaaaatag taaaatggcc caaaagccag caaatattaa    189660

     taattttact ttatcttttt ggagttttac cataatttat atataacctg ctttctttat    189720

     atgattttat ttacaactta aaattgaaat aaaatttaaa aaattaaaaa ggcaaataca    189780

     aaaatagaaa ataaaaaatt tttttaaaat catctttgta taaacatcaa aaaatttatt    189840

     tattttcatt ataattataa cataaattaa agttaaaagt gtagtattat aataaaatca    189900

     ctgcatttta ttcaatttta acaaactaaa tccgattaaa aattacttaa atttttaaaa    189960

     ataattaatg caggttcttt taattttttt tttttttagg taaaaaaaat taaattatga    190020

     tataataaaa ttacaggatg atagttattt gaagtttata tattttaatt agggggtttt    190080

     ataattgtta aaaaaatcaa ttaaaaacaa ttatttaatt ttcttgatag taattacatt    190140

     tgtgtttgtt tcgtgtttct tatcagcatt tattccaagt tcttttgcag atgaaaaaaa    190200

     atgtccaaaa gaaaaaactg ctactttatc tgaatcatca aaactacaag aaaagaaatt    190260

     aagtgatgta tcagatcctt taaaagtttt agaaaatata acaagttctt taacaactaa    190320

     aactaattta gctacttcta aaattgttta tgatatgaga gcacatttaa aaactaaata    190380

     taaagaaagt agcaaatata ttaatttatt tgtggacaca cttcgcgatt atattttagt    190440

     tgttgaagat tgggaagatg tacaagttac taatttcaaa aaagaaacat ttgatatcga    190500

     tagttttaaa gatattgtaa aaactcaatt gaaatttatt tttgaacaaa gtcatacatc    190560

     aatacaagac agtttagatt caagttgctc ttttttatgg gatgaaatgg aagttttttc    190620

     tcaaaatgca ataataagta cagttaatgc actttggcca taaataacat aaaaatatta    190680

     aaattataaa ttaaatcatt tgaaaacaac catctacgga atttccgtaa atggttgtta    190740

     ttttatccca tttaatttca aaaaattatc aaaaaacaaa taattattta aaaaacatca    190800

     ttaccaaaca aaaaatatgt tttaaataaa cttcaatttc agaatatttt aaattgccga    190860

     tatagatttc tttactaaaa caactgtgta aaacggaatc aattttatga aagttattag    190920

     tagcccccat taagataatc tttttattgc tactattaaa accatctaat ttatctaata    190980

     aagtattaat cacattgact cctcctaaag aaataccaat gtcaactcta ttgtagtcaa    191040

     gctcaattcg cttatttctt agtttatttc tatgatacta attatcatgt gtttcgtatt    191100

     tatcaagaca ataacttcat taatcaaatt attacagata gtaaaaaata tttagaattg    191160

     ctacataatg ccaaacaaga attattttaa acaacttatt taaaaaaatt aagcaaaaaa    191220

     aatacaacta agatattcaa atcgaaggtc ttttttttat ggaaaaattg agaataaaaa    191280

     gatcataaaa tgaaattatt tatcttcgaa gaactcgacg gcagtcgaaa aacaagtcta    191340

     ataaaaaaca ttcaacaaga attgaaaaac aaggtaatga agtgatggtt attcgcggat    191400

     tagttagttc tataattggg aattctataa gcgaaacatt tttaaaccac aataatttgc    191460

     ataatttaat tagatatttt tttaagtttt gccaacatta tacaaaccca agaagaatgt    191520

     tctacagata taggcttttc ttgggtttaa tttaaattta acaattttat ggaatcaaac    191580

     tactttttca ttagtagtga ttgcttcgat taaagtcttt tcgaatatgt gataaaattc    191640

     ttctgtttta tttgcgaaag tttttttaac taaagcgttt ttttaattaa ttcttttttt    191700

     gtcataataa tttaactcct ttgtttattt gttttttgaa aaaaagtttc atatacattt    191760

     taatgatgcg aaacgatggt taaaatttta atcctaatta ttgatttttg ttggtgagat    191820

     gatggttggt tttttgtttt tattttcata tgatattaca ttaaacatgt ttttttgggg    191880

     agtgatgttg gatgttgatt aattcgttta aattaatgat ttgagttttt tgtgtgaggt    191940

     gttccaaaag tgtttaaact tttggaacac ctcaattctt gctgtcggat taaataattt    192000

     ttttcaaaat tcggaagaat ttaaataaat atatatatat atatatatat atattcactg    192060

     aacttctgat gaacgaagga tatgcagata tttgtatgcc cattcatcat aaaaaaagtc    192120

     tttatattga atgcaagata tggacaaacg cttcaataat tattgaagcg ttttatcaac    192180

     ttatcactta tacttctcat cggacaagtg atgatgagct tgcaataatt atttttcgta    192240

     acaaatatct cataaaacaa ttaaataaaa aaaccgaaaa agagtataag gaagcacttg    192300

     ttgaagcaag aaatgataat gttttaagaa ttcgcgataa tataaatgaa tggttttcac    192360

     aacaaaaaag ttctaaagtt attttaatga aaaaaataat tatgaatggg aatttgaaat    192420

     tattaataaa aaaatagaaa aacaagttaa agcaacttta tttatgtgtc attgtcctgt    192480

     tcaaaattat tttcaatgta aagattgcaa acaaatgttt gaattaaaaa aaccaaaaag    192540

     agaagtttgt ttaattcgtc atgataaaaa aaataaaata attaaataaa aaaacaatta    192600

     agaccttcaa aacgaagatc tttttttatt accaattgta agccacttcc tagagtggct    192660

     attttagttt ataaaaaaca ataatacaat aaattaagga gttcatcaaa gaattttcaa    192720

     gaaaaaataa aaaatattca aatcaacttc cctatgtcag ttttattaaa aaaattaaat    192780

     ataataacac caaaattcaa tcccaaatat cgttttcctt gtcccattca tcaaggacaa    192840

     aactcaactt gttgccattt aacttcagat aataaaattc attgttgaaa atgttgtaaa    192900

     gattacgata ttattgatgt ttatatggaa ataagaggaa ttaaaacctt caataacgct    192960

     ctttaaaaaa tcaataactt tatgaaaact caagaattta aaaacttaat ccaacaacaa    193020

     acttcaaccc ctaatatttc ttacgaacct tttaaatatc aattccacca caataaaatc    193080

     aacaacccaa ttgatgaaaa agaaattaac actacaaaaa cacaattatt taaagaaata    193140

     tcgcctttat tcaaccaaat tagagattat tatcattatt ttattaacca ctaaccgaaa    193200

     taatgaatct cacctaggat tagaatattt aacccaaaaa aagaaaatta actatagaaa    193260

     ctattaaaga atttaaacta ggttatgccc cattatctga taaaccttta tcctttcgtc    193320

     tattaaatta ttgtaaaaag caaaatatcg atacaataaa attaattgaa tatggtttta    193380

     ttaaagataa aaccaatcaa caaaataaaa catattatca cgatactttt catggttcca    193440

     tcattatccc cattgaaaat ggatataata aaacatttca tttttatcaa aataactttc    193500

     gcgaagtttc ttatttccaa cctaaatata aatccctcaa taattttagt caaacaccta    193560

     cttttcattt cagttatagt ttttttgaag cgttacctta tattaaacaa atgaaaacca    193620

     ttattattca tgaaggtttt ttcgatgtca ttagttgttg gtaaaacaat attaaaaacg    193680

     ttgtcggtct catttgtgtc actcaactac tttctaaatc acaaatagaa attctaaaaa    193740

     aagaaaatat caaagtaatt attgtcttag ataatgatga aacaggtcaa aaacgaagtg    193800

     aagccttagg agaacaactt aaagaagaaa atattattta cgaaattaga cgtattttac    193860

     caccttatga taaaacttat aaagatgttg atgatttatt gcgacaattc ggaaaagaag    193920

     catatcaaaa atgtttttta gacccataca ttacttatga agagaccaaa aataaaatca    193980

     tagtcgattt agccatttat tttttcggaa aagacaaatt agaaataatt gattaaaatt    194040

     attgcttttt taaccaatat attaaacctt tacatgtata ataacattaa catacccccc    194100

     caacacgcgc atatacccct aaattttgcg attttatttt tcgcaaattc ggggattttt    194160

     atttttataa caaaaaacca aataaaagga gaagaaatga aaaacgaaac aagtcaagga    194220

     atcattaggg gcggttggga aacaaaatca acccctaacg acttagttca aatcaaaaac    194280

     tttttacaaa cattaaaagg agaattatta aatattacaa ttgtttctca ttctaaaaag    194340

     aaaaattcct accaacaagc caattatcgc cctaaaaacc aaactctatt tgtagaccct    194400

     caaatcttag atgaaatgaa aagtatagaa tagaaataat caaaaatcac tcttccgaaa    194460

     atgataataa taatcaaacc ctaaccagcc ccatatcacc cccaaaacac caaaataata    194520

     tccttaaaac acatttccct atcttccaaa ttaattatct taacgaacaa aaagattata    194580

     ttaaagaatt aataagtaag ataaccatag acaaactaga aactttaaaa ttatataaat    194640

     tagatgctaa aaaagtagat aaatataaca atcctataaa aacaaattat aaaaaaagga    194700

     ttaaatgtta tttattatca atcggaagat ttaaaacaca tcaaattatt tttaaccaaa    194760

     aataaacagg gctatcgggt taaaaaaata catcctatgt ataaatatat atccaaaatc    194820

     aaataaaaac acttcactaa cagttttata acgctttcaa tatttaaaat tctttgacaa    194880

     aacaaaacat ttttaaggag tgatatttta tatattatat cgataatgat aatgataatg    194940

     atattcgata tttgatatta tcgttgtatc ttttatctat cattattatt tttcgatata    195000

     taaataactc cctatttttt ctttccatta ttaaaaagag ttgtttaaaa ttatccaaac    195060

     ataatcccct aactcgttga agcgctaatg acaattataa gtacacataa ataaaaaaag    195120

     aagaaaacta aaaatccccc agttgcgcgc gacccccttt tttaaataaa tataatcatt    195180

     cagagttata atggttattt atatgatata aaaaaagaaa caatatttaa atcatgaaaa    195240

     aaatagctaa aataatagaa aaagagaaac aaaaaaataa attattacaa actctaatga    195300

     aaaaaaccaa aaaactaata aaaaaactgt tttttttttt ttttgaatta gttaaacaat    195360

     ttaatcaaaa actaaattta aaaatcattt taaaaattat caaaaccaaa agaagcactt    195420

     attattattg gttgaaagtc gaaaataaaa taaaagccaa aaaagaaaaa tacttattac    195480

     aacaaaatcg cattaaagct ttatgtttac aagaaaaata tttttgcggt catcgtaaaa    195540

     tcactgattt ataccaaaaa acttttaacg aaaacattac caagaaaaaa atttatacta    195600

     ttatgaaaga aaacggtatt ttttgtcttt taagaattaa aaaaaataaa tattattata    195660

     aaaataattt taaaactaaa tatttcaaaa ctccccaagg atttttatat ttttcttgta    195720

     ttattgattc tttcaacaac caaattatcg cttcccacac ttccaaacat caaaataaag    195780

     aattagtttt aaacaccatc caaaaattac ctctattaaa agaaccttgt attattcact    195840

     cagatcaagg aacagtttac caatcacaaa aagtccaaca aaatttaacg aaaaaaggtt    195900

     tttttaatca tcatgccgag aaaagccacc cctagtgata acgctgtgcg ctgttccgtt    195960

     tttttagaca acttttgtct ttaaaattgt tctttaagac ttaaaattaa gtagataatt    196020

     tcatatcttt tcaaactaaa gaaatatttt tttaaatttc aaaaagtttc taaaactttt    196080

     aataattctt tagtttcaaa agatattttt ttgtcatatt ttacccttac actatatatt    196140

     taagtaaaaa aagttaaaaa agtggtaaga aaatgaaatt ataattattt ttttacgtaa    196200

     ttatgttatt ttgattaaaa aaatgcgcaa aaagtaacct ttttcaaggt tgaaaatttg    196260

     aaataaaaaa ttattatcta aaattttgac aatattgaga aggtgatgaa taatttaatt    196320

     tagctaaaat ccattgattg ttccaaaatt tagggaaata attgattatt tttttaactt    196380

     tttcaggtga tttttgaaat aaaaaaggat gttgatgttg taagatagtt ttcatttggc    196440

     cgaaaaagtt ttcaattaca gcgttatcac gtggagtagc ttttctcgac atgctgatta    196500

     aaaaaccttt tttaattagt gtttgttgga ctttttgtga ttgataaact gtgccttggt    196560

     cggaatgaat gatacaaggt tcttttaata gaggtaattt ttggatggtg tttaaaacta    196620

     attctttatt ttgatgtttg gaagtgtggg aagcgataat ttggttgttg aaagaatcaa    196680

     taatacaaga aaaatataaa aatccttggg gagttttgaa ataagttatg tcggtaaata    196740

     gttttttcat gggtttagtt gatataaagt cttgattaat taaattgtct accactttta    196800

     atttagcttt taaattattt ttataataat atttattttt tttaattctt aaacgacaaa    196860

     aaataccgtt ttctttcata atagtataaa tttttttctt ggtaatgttt tcgttaaaag    196920

     ttttttggta taaatcagtg attttacgat gaccgcaaaa atatttttct tgtaaacata    196980

     aagctttgat gcgattttgt tgtaataagt atttttcttt tttggctttt attttatttt    197040

     cgactttcaa ccaataataa taagtgcttc ttttggtttt gatagttttt aaaatggttg    197100

     ttaaatttag tttttgatta aattgtttaa ctaattcaaa aacagttttt ttatcagttt    197160

     tttggttttt tttcattaga gtttgtaata atttattttt ttgtttctct ttttctatta    197220

     ttttagctat ttttttcatg atttaaatat tgtttccttt ttttatatca tatacataac    197280

     cattataact ctgaatgatt atatttattt aaaaaagggg gtagcgcgca actgggggat    197340

     ttttattttt cttcttcttt tatttatgtg tacttatgat tgttattagc gcttcagcgc    197400

     gttagggtat tgtgtttgga taatttttaa caactctttt taataatgta aaggaaaaat    197460

     agggagttat ttatatatcg aaaaataata atgatagata aaagatacaa cgataatatc    197520

     aaatatcgag tatcattatc attatcgata taatatataa aatatcactc cttaaaaatg    197580

     tttggttttg tcaaagaatt ttaaatattg aaagtgttat aaaactgtta gtgaagtgtt    197640

     ataaaactgt tagtgaagtg ttataaaact gttagtgaag tgttataaaa ctgttagtta    197700

     agtgtttatt tgattttaga tatatattta tacatgggat gtattttttt aacccgatag    197760

     ccctgtttat ttttggttaa aaataatttg atgtgtttta aatcttccga ttgataataa    197820

     ataacattta atcctttttt ataatttgtt tttataggat tgttatattt atctactttt    197880

     ttagcatcta atttatataa ttttaaagtt tctagtttgt ctatggttat cttacttatt    197940

     aattctttaa tataatcttt ttgttcgtta agataattaa tttggaagat agggaaatgt    198000

     gttttaaggg tattattttg gtgttttggg ggtgttattg ggttggtaag ggttagatta    198060

     ttatcgtttt cggaagagtg atttttgatt atttctattc tatacttttt catttcatct    198120

     aagatttgag ggtctacaaa tagagtttgg tttttagggc ggtagtttgt ttgttgatag    198180

     gaatttttct ttttagaatg agaaacaatt gtaatattta ataattctcc ttttaatgtt    198240

     tgtaaaaagt ttttgatttg aactaagtcg ttgggggttg attttgtttc ccaaccgccc    198300

     ttaatgattc cttgatttgt ttcttttttc atatttttct ccttttagtt agttttttag    198360

     ttttttgtta tttttgatat aaaaaaaaga ccttcaattg aaggtcaagt ttgaatattg    198420

     aaatattttt taggtatatg ttggatggca tttattaata ttatggattc ttagtcccat    198480

     aattggttag tttagttact ttactctttt tatttgtatt cctcgataaa attaattgta    198540

     ccgttgaaat tgtatagggt tttttttact attttcccat ttttatcgta ttcgttaatc    198600

     cagtcaattg tttttccatc gtagaaatag tatgtttctt tatttatgat gttgttttta    198660

     tattcagcaa tatgactaat tcctttgcct cctatgattg ggtaataggt tgctttgact    198720

     ctttgtcctt gtttatcgaa ttcaataata gcagaaattg tttttccatc agggatgagg    198780

     taggttgatt ttgttttttt accatttgag tcatattcac agataaattt aatttttttc    198840

     ccatcttttt gataatgagt tgatttgatt ctaatactat ttaatgagaa ttcggtgatg    198900

     gaattaattg taccgttgaa attgtatagg gtttttttta ctattttccc gtttttatcg    198960

     tattcgtcaa tccaatcaat tgttttgcca tcttttaaat atgttatttt ggttaaatta    199020

     attttcattt tttcaaatct ccttttattg atataattac atctatttga taaggatggg    199080

     attttgcaag tattaaaagt tttattttta acttcgattg ttttaatgtt gcctaaaaca    199140

     tatcctgatt catctttgaa aatattattg tttctttgaa tttctaatct ttttggaaat    199200

     aattcattta tagctaaata ttgaaaaaca gtttgattaa aaccatagaa aacaattaca    199260

     actgatgaaa aaaagaatgg ttttaaatgg agatagtggt ttatttgtaa atttattttt    199320

     tttatatttt cattaacttt tatttttata aatctattat aacacaaatc aactttggta    199380

     atcagttttt ttaattagtt tttcaattct tgtatatttt gtctcctttc gattttattt    199440

     tgtaattttg ttaaattatt tattaatttt ggaccttagt aattgaatgt gcgtgattca    199500

     tattactaat tttaatttta aaggttttat agggggaaaa ttttgagttt tggctttaag    199560

     ttgttatttt ataataaata attatgtaat tatttctact ttgtcttttc caaaaaaata    199620

     aatagctaaa tcgactatga ttttattttt ggcctcttca taagtaatgt atgggtctaa    199680

     aaaacatttt tgatatgctt cttttccgaa ttgtcgcaat aaatcatcaa catctttaca    199740

     agttttatca taaggtggta aaatgcgtct aatttcgtaa ataatatttt cttctttaag    199800

     ttgttctcct aaggcttcac ttcgtttttg acctgtttca tcattatcta aggcaataat    199860

     tactttgata ttttcttttt ttagaatttc tatttgtgat ttagaaagta gttgagtgac    199920

     acaaatgaga ccgacaacgt ttttaatatt gttttgccaa caactaatga catcgaaaaa    199980

     accttcatga ataataatgg ttttcatttg tttaatataa ggtaacgctt caaaaaaacg    200040

     ataactgaaa tgaaaagtag gtgtttgact aaaattattg agggatttat atttaggttg    200100

     gaaataagaa acttcgcgaa agttattttg ataaaaatga aatgttttat tgtatccatt    200160

     ttcaatgggg ataatgatgg aaccatgaaa agtatcgtga taatatgttt tattttgttg    200220

     attggtttta tctttaataa aaccatattc aattaatttt attgtatcga tattttgctt    200280

     tttacaataa tttaatagac gaaaggataa aggcttatca gataatgggg cataacctag    200340

     tttaaattct ttaatagttt ctatagttaa ttttcttttt tgggttaaat attctaatcc    200400

     taggtgagat tcattatttc ggttagtggt taataaataa tgataataat ctctaatttg    200460

     gttgaataaa ggtgatattt ctttaaataa ttgtgttttt gtagcgttaa tttctttttc    200520

     atcaattggg ttgttgattt tattgtggtg gtattgatat ttaaaaggtt cgtaagaaat    200580

     attaggcgtt gaagtttgtt gttggattaa gtttttaaat tcttgagttt tcataaagtt    200640

     attgattttt tcaagagcgt tattgaaggt tttaattcct cttatttcca tataaacatc    200700

     aataatatcg taatctttac aacatttcca acaatgaatt ttattatctg aagttaaatg    200760

     gcaacaagtt gggttttgtc cttgatgaat gggacaagga aaacgatatt tgggattgaa    200820

     ttttggtggt attatattta atttttttaa taaaactgac atagggaagt tgatttgaat    200880

     attttttatt ttttcttgaa aattcattta ttttaactcc tagttttttt gattaataat    200940

     aagtttctat tttataaggt aaaacataac cgatttcttg gaaggtttga gtggtcattt    201000

     caaagtgata aattaaggtt tttttggtac cacttctatt ttttttgata catacttcga    201060

     ttattttttg attttcattg tcattatagt ctgaatatag ttcttctaag gttgaattat    201120

     atatatttat gggcttttct ttgtctttgg atagtttggg tttgaattca gacatcatta    201180

     agacgatatc tgagttagtt tcaattccgc cacttccttt taaagctgtt atttctggtg    201240

     atttaccttg ataattgctg tatgtatctc ttgaaaattg agataaaatg ataataacaa    201300

     tgtttaattc aatggctaat ttttttaatt tagtcatgat ttcatcaatt gctagacggt    201360

     cattttctaa gtggtttgtg gttttggtta tttgaaggtg gtcaattacg ataatttctg    201420

     cttgtttttc taaataaaaa cgataaacta aatcaattac ataatcaata tttttgcttt    201480

     tatcataact aaatgataaa tttatgtttg caaaaaattg ttttgctatt ttcatccttt    201540

     ccgtgtattt gagaggtgtg atattggcat cttcaaaatt tttatctaaa ataacatcta    201600

     gaggaatttg agtttggtgg gctaataaac gatttaaatt ttcttctaag gtcatttcat    201660

     aagaaaatac caaaatatga ggataatgag atatttcttt gtgtttggtt ttggctatat    201720

     ctaaaagaag attgtagaca aaagttgttt tacctaatcc agtatacccc ccaatagtga    201780

     ttatttggcc ttttttgaat ccttttgtgg attggttgag tcctttaaaa gtttcggata    201840

     aacggtaata ttcttcttgt attttttgtt ttgattgatt atctgtgtca aaaaattcag    201900

     gatgcaaaga ggccatttgg tttaaagtaa agtgtgtttt atcgttttta tgggggattg    201960

     aagagataaa atttcttaat ttatcaaata tttcttggta atataaattt ttgtggtagg    202020

     ggtcttggtt ttcatatgtg gggctaatga tttttattaa ttgttgaaat agtttttctt    202080

     gggtataggt atgttttaga ttatctaaaa catgattatt attttggtta ttaaaatcat    202140

     catttaaata atttaaagaa tctaaagtaa agttatcttg agggaaatga gtttgtaaat    202200

     atgttaataa ctctttgata ataatgggtt ttgtagtgag tttgtcccat ggatgagatg    202260

     tttgtttttc taaaaataaa tattttaaag ctgtaaatat ttttgtattt ttggggttaa    202320

     gtagattttt ggggttgatt atttggcagt aaaggtttaa cttttcccat tggccttgtt    202380

     cgatataatt tattaattgt tttaacgctt tttgttcgtt ggttaacatt ttaatattaa    202440

     ctcctttttt tattttttaa ttatattgat attagaaaaa gggatgaatt tggcggtaat    202500

     taagttttgt aagaaattat tggctgaatt ggaaaataag ttaattactt gattaatgcc    202560

     ttgtactttt ccttgattaa ttttattgtt tagtctttga gtttctgttt cattgttagt    202620

     taataaataa aactcaaaac gtgtgtctaa tttttttaat tgttgtcctt ctaccatggc    202680

     ttgtttatag cggtctcgga gacaggtttt gaaattaaac gccattattc gtttagtttc    202740

     tgtgaataaa actaaatcaa atttaatgtc tgggatgaag aataaataag cctgtgggta    202800

     taaattgatg attcctttgt tttgaaaata taataaaatg aggtattcat tgattttacc    202860

     acggattact ttttggcttt gagagttatg ttgtttatta ttaagatatt cgtttaggag    202920

     tttgtgggtt tttatcatat attcgttaaa tggtttgttg aataaagatg tttggattat    202980

     ttgtttcgtg atgttaacac acaaagattg ttgattcaaa atattgatat ttttaaaatg    203040

     taaattagtt aattggttca tgtaagcaaa ttcctttcta aataaaaaaa agactcttaa    203100

     ttagagtctt tttagggttt taaatttaat ttttttggta cgccattgaa tagttccatc    203160

     ttttttaata gttttgattt tgccgttgct ataatggata tataaattgc cgttttgaca    203220

     ttttttctta attattattg ccattcttta tttctcctat ttttttgata atgtattgtt    203280

     gattaaattt agcatcttta tcattcatat tgtttaaaat aattttagtt cctatgtttt    203340

     gttttttcaa aaattcaaaa tatccctttt ctacttgttg aaaataagtt aaggaactag    203400

     tttcaatcac atctaattga tgattctttt gatttatttt gcgttccaaa cctaattgag    203460

     gatgaatttt tagataaata gtgatatcag gtttgatgaa ttttttactc aaattgttaa    203520

     aaatgtgata atttttgtca atttttgaag gatatacacg ataggcaaaa ttagaaccta    203580

     accaacggtc aactaaaatg attttgtttg tttttaattg gtgtttgata cattcttctt    203640

     gggtttgaat catgttggca aaacttaaaa aatatctagt taaattatgt aaattattgt    203700

     gggttaaaaa cgtttcacgt atagaattcc cgattgtaga acttcctaat ccgcgaatca    203760

     ccaccacttc attaccttgt ttttgtaatt cttgttgaac gctttttatt agacttgttt    203820

     ttccgctacc gtcaagtcct tcgaagataa ttaatttcat tttatgctcc tttttaaaaa    203880

     tttgggtata aaaaatagac tctcgtgatg agagtcttaa ttaaaattta ttttttttaa    203940

     tttttttaaa taagttgttt gtgataattc ttgttttgct ttgtgtagca attctaaata    204000

     ttttttacca tctgcaatca ttttattaat gaagttattg tcttggtaaa tgcgaactac    204060

     atgataattt gtgttattga aataaactaa aaagtaagca aaattagctt gactacaata    204120

     gagttggcat tggacttggg cccaatagtt taaagggact ttttggtagg aaaagaaacc    204180

     attccaagtg ggggagatgt tgttgttttc atcaacataa gggcatttga tttctaacaa    204240

     agtgttggtt ttagaattat atccatcaag tgatgcagaa aacattttga cttcatcatc    204300

     cgtaaagatt gtatcaggga agtttaattt agttgttttt tcaaagaaac tgcgtgctag    204360

     tggttcagtt ttattgccgt gttcagtgta tttattgctt gtgaaagttg tgccgaatat    204420

     tttatcatga actaattgtt ctaaggttct gaatttatca tttccagtga tgctacctat    204480

     ttctgatgca ttaatgtatt tttgtcgatg ttggtaccat tgtgatgttc tttggtttag    204540

     attagttatt tgcattttga tgctcctttt taaaattggg tataaaaaaa gactctcatg    204600

     atgagagtct taattaagat ttattttgct taatttttta aatcaaaata ttggccttta    204660

     aaacgtttta aaaatatagt ttgatataat attcaaataa ttattttaaa cgtcattaag    204720

     gggcaaaata atgcgtttaa agggtattag gatttttatt aattgtgttt ttaaatactt    204780

     cttgatcttg atttagggtt ttgttctggt ggtttaatgt taaatttctt agtataaagg    204840

     gtgaggtatt tttttactgg gttgaagtga agatagcaaa catttaagat tgtatgtcca    204900

     tcttggtctt ctttgtttgt gggatatcga acttcatcca tgaaaaagtc tttatcttct    204960

     tctagcaggt atttggggcc ttcgtagttg atgtaaatat agtgatttga tgagtcttta    205020

     ataggactat gagggtaaaa ttgtgagtct ttgtatttgt tgtttgtgtg gaaaaaaccg    205080

     aaatcagagc gatggtggtc gaaaaggggt ttcttccatt tgtcgaaagg ataaaggtct    205140

     ttgatgtaaa aaggtaggtc agttggttcg tattcttggt ggtgtccgcg tcctaagcca    205200

     gcgataccat agaaggtgta ttttctttta atcatcggtg ttccttggat tttaaccttg    205260

     gaaccatctt ctttaacttc ttcaagtatt atttcacttg ctttcatagt ttttagtttt    205320

     tctttatttt cttcactata atcaattctg tatgagggta tatatttata ctctcccttt    205380

     tcatctctac cacttttact ttctgtttca aaccattcat cgtaagtttc tgtttgggag    205440

     gttttaattg tatgtgaatc actttgattg tttgttttga ctttcatata ccaaatgaaa    205500

     gaaattattc cgattaccaa cgcacccaaa aataatttaa tataataaaa aaatattgtt    205560

     gattttaaat tgatttttgt aattcttttt ttattttgtt gagtttgata aaaatacata    205620

     cacaagggga ttgtaacaac aaaaagaaag agcaaaaatc ctataatgat taatttatga    205680

     aataattcca tattaaaaat acttcctttt tttattaact tagcttgact tataattatt    205740

     ttaacataaa caaaaaacaa taatgcaaag aaaattgcat tattgttacc accaacgttt    205800

     tagagctttc catgcgtcta ttacttcatt tacaaccaca ccagtagcag cacctacaac    205860

     catgcctacg ggtccaccta aggcgcctat cgtagttgtt gtttgggtga tgtcggattt    205920

     agcttgccaa tctttatttt gtaattctag tttttctttg tcggtggtta agtcttggtt    205980

     tttgttgttt aattcaacaa tctctttatc taatttttct ttcattgttt tgtgggattt    206040

     ttttgctaat tctaattcat tttttaattt atcaatttca tgttgtaatt ctttgttggt    206100

     ttcacctaat ccactattgg ctgattctaa ccctttaatt gttccttcta attgtaaaat    206160

     ctttttacct tgttcagcga aaagattaat ttgttgttct aattgaattg ttaatctttt    206220

     gatttcttgt gattgttgtt gaatattttg ttgtagttga gttatttctt cgtctttttg    206280

     tttgatgatt gtttgtaatt gagtttcatt ggtttctaag gttttaattt taccttttaa    206340

     ctcttttatt tgtgattgtt ttgtgtttaa ttgtttaacc aaaacttcat cagcattatt    206400

     gtttttaact aattcatctt gtatttcttt catttctttt tcaagttttt cgttttcgat    206460

     tttagatgtg tttagttctt gtttgatttt gtttaaattg ttagtatact tttctttgag    206520

     gtttttgttt tctaatttca aagtatcaat ttcacttcta aaaccttttt cttttgtttc    206580

     tagttgttgc atttcatttt ttaatgtttt gatgtaggtt tctttattgt ttagttcttg    206640

     ttttagagtg tcatcaggtt tttggttggt aattaaatca gtgcattctt gttgatattt    206700

     atttaattct tgttgttttt tggttaattg ttgtttaatt tcagataaat cattagtttt    206760

     ttgttctaat atggatttat aattattgat ttttgttggt ggtggagttt cgcttacatt    206820

     atgactaaat tgaaacatcc aatctgttgg actttgtgta gtattgtata ttcggtgtat    206880

     tacatttagg tctttgtctt ttatgtagaa aaaattagag tgaaaatcaa attgaatata    206940

     gtaatacttg acgttgttaa tttttatttc taagctattt attgtttgtt tattttcttt    207000

     tttttggggt tggttaggat tgaatggttt taattcaact gtaaaaggct cggtagaata    207060

     atatattgtt tggtcaataa ctcttttgac attttttaaa tctaggtttg atgctatttc    207120

     attagcttta atttcacagt tattttccca ttcatcaaaa agttgtgtta aattatttaa    207180

     ttcttgttgt aaagaaattt gttgatttga aagactaact aattcttggt taattttatt    207240

     gatttgtgtt tgtttagtta ataatttttc ttgtaattgt ttagtatttt cattgttttt    207300

     tgcaatttgt tcttttagtt tttgggtttc ttgttcaagt tcagaaacca tgtttttgta    207360

     atttgcaatt tgtttttgga tttcttccaa agtttttaaa tgttgttctc ttaagtttgt    207420

     ggtttcttct tgtttttggg ttaattgttg ttttagttta tcttcatttt gttttaattg    207480

     tttgatttct tcttctttaa gtaataattg agcttgataa ttgatttgac tttgttcaat    207540

     gttgcttctt aaattattaa tttcaacatt taattgtttg atttcgtttg ttgataagtt    207600

     tttctggtct attaattttt gttctttgtt ttctaattct atttgttttt gttcaatttc    207660

     aatttttaat tgatttacat ctttaatatt tgaagctaat tgtttttcta aagttgttat    207720

     tttttctttt gataaaatca actcgttgtc tttttttact attaattcat tctggtttgt    207780

     aatattattt tttattactt cgatttctga ttgtaattta tttttttctt catcggataa    207840

     atctttagtt tgttggagtg ttgtttcttt agttttaagt tgagattgta attcaattat    207900

     ttttccttca agggataatt tttctagttg ttgagcttga aggttaatgt ttaaatatcc    207960

     cttttcggtt tctaaaatct tttgtttttc tctttcttgt tgaattattt tttctatttg    208020

     ttgttgaagt tcaggattca ataaactttt tgtatttttt tctttttgtt tttggattgg    208080

     ttgttgaggg gtttgtttag aatcccttaa ttcagttgtt ttttttttaa ttctttggtt    208140

     ttttctattc tttcattaat tttttgttca atttcttttg gggtttttcc ttcttgagaa    208200

     agttttgttg catattctgt taaatctttt tttagttttg tttcttctgc tgctttgata    208260

     gcatctaaat cataaacttc tactaaattt gggggtggag ttttggcttt gggggttggt    208320

     tcgttaaaat accaaattat tcctgtataa atagctgttg caattaatat tgttacacct    208380

     aaaaaaggtc ctataacagg aattccaaga caaaataacc ccaaaatgag gccaaatgca    208440

     ataataatac tattaaatat gtaagtaatt agtttcaaag gaaatcctaa ccattctaaa    208500

     aaattcttac cgcgttcatt tatataatga gccaaatctt tggttttttc ccaagcagct    208560

     ttagccattg gtccaatttt agctgctgat tcagggaaga atttagaaat tattaaccat    208620

     attgcccctc caattagtgt gattagtaat aaagtaagga ttggttttgt gatttttttg    208680

     attattttta caaaccaatt atcttgcttt tgttgggttt caacaattat ttttgggggt    208740

     tttggattgt ttttggtaat ttgttttgga ggttttttga ttataggtga ttttgtaatt    208800

     gtttttattt gaggttgaat tatttttgat ttttttatag gtattttggt tagttttttt    208860

     gatggtggtt gtttaataag ggattttgtt ttgggttttt ttacattggg tttatttggt    208920

     ggttttggtt gggatttttt tgtgataatt atttttttag ccatatgatt ttactcgctt    208980

     tctttgttga tttcatttaa tttattcatt atttctttat tttcattatt tattttatta    209040

     attaattcgg tttgagtttg gtttaaattt ttatttatat ctttaaaatc ttgtttcgtt    209100

     tctttttgga aatcagttaa aaaagcatcg actttattga tattagaatt aatgttataa    209160

     taacaaatac ctaatattat aatgatagaa aataacatca gaataaatgg aaaaattgct    209220

     ttttgtttgg cttgttgttt catttttcaa gttctcctta ttttatttat ttatattttc    209280

     tttagtgtta aatttcttag tataaagggt gaggtattgt ttggctgggt tgaagtgaag    209340

     atagcaaaca tttaagattg tatgtccatc ttggtcttct ttgtttgtgg gatatcgaac    209400

     ttcatccatg aaaaagtctt tatcttcttc tagcaggtat ttggggcctt cgtagttgat    209460

     gtaaatatag tgatttgatg agtctttaat aggactatga gggtaaaatt gtgagtcttt    209520

     gtatttgttg tttgtgtgga aaaaaccgaa atcagagcga tggtggtcga aaaggggttt    209580

     cttccatttg tcgaaaggat aaaggtcttt gatgtaaaaa ggtaggtcag ttggttcgta    209640

     ttctgtgtgt ttccctttgc ctagtccgtt taacccgtag aaggtgtatt ttctgtttac    209700

     ttgagtatta tctttagagg gagttaagta ttttaataat ccttgcttcc attctacata    209760

     ttggtcttcg cattcttttc ttctagcttt tttttcagtg tcagaaattt taacgttttg    209820

     gaaagtgtta atagcttcat ctaggtctga aggcaacatg acttcgtggt tggggttttt    209880

     acgtttgtgt tttttggctt taatataagc gctatcaatt attttttctt ttaaatttct    209940

     agtagaataa tttttgcctt tacatttgtt agcgatttct tttaaataaa gataagtgtg    210000

     ataactaatt tgataatcac ctaccaaaaa ttttaaaaat ccttcaattt catcatcttt    210060

     taataaatca attttaattt ctttgctaaa tctacttctt aaagcactat caattttatc    210120

     taaatgattg gtagctccca ttaagacaat ttttttatca cttcttttga atccatctaa    210180

     tttagttaat aaattattaa caatgttgat gcttgttttg ttagattgat tatcttcgcg    210240

     attagctagt ccactaattt catcaataaa gataatggtt ttttcgtgtg attccgcttc    210300

     ttgccatatt ttctctaatt cttcattacc ttcaccaacg taagtcttat caaatcttga    210360

     tggctctaat tcaatatagt gtatacctaa ttcattacat aaagctttaa ttaaaaaact    210420

     ttttcctgtt cctgggggtc catatagtaa atatcctcta gggattaatt tatcaaaatt    210480

     aaccatatcg gaaccattat cttgaaaata ttcaattaaa tcttctaatt cttctttttc    210540

     ttgtttcatg ccgtatatat cagaaaacat aattttttgg tttttgggtt gataagaatt    210600

     attgttttgt aaagatttga tttcttcttg caattgttta atttgtttat caaaatgtat    210660

     taattgacca tctaagaaca aatcataact ttttaatttt tggaattctt cagtattgtc    210720

     tttgttttga atcattaagt ctttaatgat attcttatta gcgtaattca aagacatcac    210780

     ttcttgtaaa gtttgaagtt ttttggtaat aaataaatta ttgctagttt tgataatttg    210840

     agaagtggtt gttttaattt gttcttgaga ttttgatttt gtagttaata attgtttttt    210900

     ttgttctatt aattccaaag tttgtttatg aattggttct tttttgtcgt taatttcttg    210960

     tattttttcg tttaaagtta ctaattcttg ttgtaattgg ggtttttctt cttcttttaa    211020

     gtctttattt tggaggttgt tttctttatc ttctttggtg gttgttaatt ttttaagttc    211080

     aatattgaaa tcacttatta actctaaatt taatttaatt tgttgagtta attgttctat    211140

     ttgttgattt ctttggttat tttcgttaat ttgagcttcg ttagtttttt ttaactcttc    211200

     gagatatttt gatatttctt caaaagattt gttttgttcg gttgaaggat gattattttg    211260

     aaataaatta ttattgttat atttttttag ataaaatcca taaatccata aacctaaaat    211320

     ggcaaaacca catacaacta acaaatttaa ataaatttgt tttaatttca tattagttcc    211380

     tttcttttat tttttttatt caacatcata atataaagta cgattttgtc cagaacgttt    211440

     ttcatataaa tcaatttttt ttaaagattt aatatgacta ttcgaccaca cattccttct    211500

     tgaatataat tataaaaagg caattttaag acaaaatcat aattatgaat gtaaaaaggt    211560

     tcttcaattt tttgattaat tgggtaaaca gctacaattt tatctttttg aatatcttta    211620

     ataatgattt tatctattgc taaataacta ggaccaccat aattagttcc tttatcatat    211680

     attatttcta aatgataatt ttcgggagta aaagaagttg attctggtat ataaggtctg    211740

     ttattactcc aaaaaaaata caaatcagaa gcgccgttac ccatttgagt taaagtatct    211800

     aaattataaa gattattttt tccatctctg gttcctccat caaaataagc taataaaaaa    211860

     tctttaggag gaggttcttt aatgcggtat tgaaaatcaa tttcattatt taaagaatta    211920

     ttattgtaaa gagcataact aaaattactt ttaaaatttt tattaggaaa atgataatga    211980

     agccatccta aggcgtcttt gatattgctg ttttcgccta aatgaacatt ataacatttc    212040

     atattatcta tttctttttc ttttatgggg atgattttat cataaaaata attatctatt    212100

     tctttagatg agagtttaaa agcagaatta atttttttta attccgtatt tttatttgat    212160

     gattgttcaa cagacaaaaa aacattgttt ttgtctgttg aattgacagg ttggataaag    212220

     tcatattttg gaggttgata aataatattt gcaaatccaa atccgattaa aacacaaaga    212280

     aaacaaataa agattttttc aataagtgtt aatgtaatca tttgttttat tgggtttcta    212340

     aattagttat ttgtttttcg gtattttctt tatatttaat taaatattgt tttaattcag    212400

     aagaaatttg agggtcttgt aattcttgtt caatgacatt cttttttgtt tttaaattaa    212460

     tgagattcac ttttttagtt atttgttcat taatgttttt tatgttgttt tgattttgtg    212520

     ttttttggtt ttctaaagca gttttagttg cactatttaa atcagattgc actaattttt    212580

     ggtctaattg tgtaatatta acaatattta attctttatc ttttaataat ttttgatatt    212640

     taataatttc tttttcttta agtaattttg tttctgtaag cgaatgtttt tcttctaatt    212700

     gatttgttgt tttgatttta ttatcaattt ctaaaatttc ttcttcagat ttttttaaga    212760

     atttttttaa gaataaatca atttgtaatt cttttttttg ttgggttttt aatttgacga    212820

     tttgttctat tacttgtttt tcttgaggag ataaactagg ctcttttaat tcttcatttt    212880

     taatagttat ttcttcattt aattgtttaa ttttgtcatt ataatcatca aaacaatcat    212940

     tattattggt ttgaaatata gtgtttttgt tgacaataat ttcataaaca ggttttttta    213000

     gatttttaaa aaaataataa ccaattcctc ctgtagttgc aattatcatt gttaaaagta    213060

     aaaagagatt gaaaaaatat cttttattaa taatattttt tgggtttttt ttaattttca    213120

     tttgaattaa ttttcctttc ttttttaatt attttcttga tttattaagg tttctaatgg    213180

     ggtattttcc ttatattctt gttggtttga aaatttttca tcgatatcct tttttaaatc    213240

     ttttatattt ttttgattgt ttgaatttgg ggtttcattt tcttttgttt ttcttttaat    213300

     tgggtaagta tcgttgggat tgaaaagttg aagaaaactg aaaaagagat atttaaatac    213360

     aaaacataaa ccagtaacaa ataatgcccc cgatacaaaa ccaatagtaa aatttgaatc    213420

     agtcattttg attttccttt ccgattggtg tgtggttttt ttgagatttt aacaatcttt    213480

     ttctttcttt tttaaattgc caaatggcta ctttatgttt ttgttgttct atttgagata    213540

     atatttcttc ttgcgaagtc tttatttgtt ctagtttttg gagtaataat tgttcttgat    213600

     gttcttgttt ggatgattta ttttctaaat ttcttagttt tcttttgggg gaaaagagac    213660

     caaggaactt atttttgata aaaacaattg gttttttaat taatttaaaa ataggtttaa    213720

     aaccagtaac tattaatatt gtaaatagag ttgtttggat tccatccaat cttctttcca    213780

     tgatttcagc agtgttaaat cctttagtgt aatttaataa aaaattgcta attattacaa    213840

     atattgaaaa aatccacatt atttcctact ttcttaataa ttttttataa attttattca    213900

     tttgttttta gataatttct ttttattttt aaaggtttta tgtaaatgat gtaaatttat    213960

     ccatttacct ttgggagttt tggcagttga acggtcttta aagtaagttc ctcggtatgc    214020

     ttcagtcatt gcgtcgctca tgttatttct ccttttattt taattgaagt tttttgactt    214080

     cgtctttgat tggttttgac attttaaaac taacaaccgt ttttgcaggt atttttaaat    214140

     ttttaccagt tcttttgact gttttttttc ctgtttgttt attgatgatg aatttagttt    214200

     cgggtgttat gtgggctttt ctagttttta agatgaattt gccaatttta gaggataaaa    214260

     ctacttcttc atttgatgta attgctttaa ttagagcatt ctcaaatgaa ttgtaaaact    214320

     cttcggtttg ggttattgag gttttattta cctcagctat tgatttaatt aattcttttt    214380

     tattcatatt tttttctcct tttggtttat aaaaaaagtc ccttttgggg acttaattgt    214440

     attaatatta tttggatttg ttgtctaaaa agatgacgtt ttggataatt actttggtgg    214500

     tggttcgtgt tttaccttcg ttggtggtat atttttggat taataatgcg ccttctgcat    214560

     atatttttga accttttttt aaatatgtac tcatgttttc agcttgatta cgaaacacta    214620

     cacaagggat gtattgcact ttatccttgt tgttaattgc taaattgaaa tctatttttg    214680

     ggatttgttc gttgttgcta ttgatatatt gtttttctag gttatgggag atattaccga    214740

     ttaattggac tttatttaac attttatttc tccttatttt tataatttgg gtttagtttt    214800

     ttgatggcgt ctttttttaa gttttctatt tgttttaaag ttaaatttag tttttgggcg    214860

     attgcatgat tggatagggg ttgttgatta ggtttgttgt tgttttctaa tgagatacca    214920

     aaatttaaac aaataacatt gaattcattt ttacttagtt tagtttttag tttttttatt    214980

     aataattcat gttttacttg ttttagccat aattgatgcg gattaaggat tttatcccaa    215040

     ttaggttgtt tgtattgttc ttctttaaaa ctgatattgt ttggtttggt tgttttttgg    215100

     ggaattgaag gtgaatggct ttttcttatt agttcattga ttgcaaattt tatttttgga    215160

     gttgcataag taacaaagtc ataacctaaa tcttggtaat tatttagagc tttgattaat    215220

     cctaaaatcc cttcttgata taaatcctcc ttagttaaaa ctttagggta atatttaaaa    215280

     tgataagcta gtttttttac taaaggcaaa tgaagttcga ttaattgatt acgaatttct    215340

     aaattctttt tattttttaa aaaatcttta aataattttt gtcttaacat tcaattcctc    215400

     tctaaaaaca tttttttaga aaagatatga aattattttt cagtcttgaa acaaaaaaag    215460

     actaacttaa tagttagcct taaagaattt ttaaaaagta aaaagtgtct aaacttttgg    215520

     aacacctcac tgtaattgaa aactttttcg gccaaatgaa aactatctta caacatcaac    215580

     atcctttttt atttcaaaaa tcacctgaaa aagttaaaaa aataatcaat tatttcgcca    215640

     aattttggaa caatcaatgg attttagcta aattaaatta ttcatcacct tctcaatatt    215700

     gtcaaaattt tagataataa ttttttattt caaattttca accttgaaaa aggttacttt    215760

     ttgcgtattt tttaatcaaa ataacataat tacgtaaaaa aataattata atttcatttt    215820

     cttaccactt ttttaacttt ttttacctaa ctatatagtg taaatataaa atatgacaaa    215880

     aaaatatctt ttcaaactaa tgaattatta aaagttttag aaactttttg aaattttaaa    215940

     aaaataattc cttagtttga aaagatatga aattatctac ttaattttaa gtcttaaaga    216000

     acaattttaa agacaaaatt tgtctaaaaa aacgtaacag tgcaggctta ataaattgtt    216060

     tattaagtaa attaaagaac tgataatttt tatcaatatt gtggggataa gtttgataag    216120

     caaaattata acctaaccaa cgatcgatta aaataatctt gttagtgttt aaatatattt    216180

     taattatttc ttcttgaatt tgaaccaaat tggcgaaact aagaatatat ctagttaatg    216240

     gttttaattg ggaattagtt aaaaagatat cacgaagagg ttggtcgatg gaggaactac    216300

     ctaaaccttg tagagtaatt aactcgtggc ctttttttct aactttttga attaaagtcg    216360

     ttttgccgct gccatctaga ccttcaaaga taattaatta catttttttc tttgaattga    216420

     aacttgggca taaaaaaaga ccttcaattt tgaaggcctt agggttttaa ttattattta    216480

     aatttactta atcgttttaa ataagttgtt taaaataatt tttgtttggc attatgtagc    216540

     aattctaaat attttttact atctgtaatc atttgattaa tgaagttatt gtcttgataa    216600

     atacgaacca aatgataatt agtatcgcgg aaataaacta agaaataagc gaattgagct    216660

     tgactacaat agagttgaca ttggacttgg gccccatagt ttaaagggac ttcttggtgg    216720

     gaaaagaagc cattccaagt ggaggagatg ttattgtttt catccacata aggacattta    216780

     atttctaaga gagtgttggt tttttcatta taaccatcta aggaagcgga aaacattttt    216840

     tatttgtcat ctgtaaagat ggtatcagga taaattaatt gggtggtttt ttcaaagaaa    216900

     gttctagcca aaggttcggt tttgtttctg tgttcggtta ttttttgctt gtgaaagtag    216960

     taacaaagat tttgtcatag actagttgat ttaagattct aaatttatca ttacctgtga    217020

     tactaccgat ttcggaagtg ttaatatatt tttttcgatg ttggtaccat tctttggtac    217080

     gttgggataa tgtaatttgc atggttattt ttctttctta aataatgaga tgatatattg    217140

     gcctaaataa taaataaatt taattaatat aatgtaaaaa tttaaaaaga aaatcaatta    217200

     aacataagag atgaggtagg aataataaat aatggttaat aaagctaaat taagccattg    217260

     gttttgatta ttaaaaaata attacttata gcagcaaacc aattatttaa ttttgttaac    217320

     caagtattaa ttaggttcca catgattatt agttttaata gtggttagat attgataaaa    217380

     tctaactacg atacctttcc tttaaccttt ggatgcttaa ttgataagta aaaagataga    217440

     atttgattaa ataattaata aaaattaaag ggattaaaaa aataaagata attatgttga    217500

     tggataaaga tgataagata tttttaataa acatatttta atatttcctt tcttttttaa    217560

     gtattgggta ataaaaaaga cccttgtgaa gggtctttgg atgatatttt aattaagaat    217620

     cgaggatatc tggtttttta ggtggtcggg ttgtttctaa aaattgataa taagttcttg    217680

     tttgccaacg atcaccacca gaacaacaat ctttgccatc gatataccaa ttatcagaaa    217740

     acaaaccttc ttcatattta taataatgtg tattaccgtt ttcatcataa agtgttttag    217800

     atgaacaact taatttgttt ctaattgttt ctccttggta ggtacatcca tatttgatat    217860

     aacattggtt taaccatgca atataatctt tttgatattc cattaaaata tctctttttg    217920

     gttttgtatc ttgacaagta atccgatata ttttatcttc attttcaaaa gtattttcta    217980

     ataaattaat agcatatgaa atattaattt ctttataagt gggttcgata atagttatag    218040

     gattattgcc acttttagat tctctgttat attctccttc ataagcatat aaattgttgg    218100

     ctcttttcca atctcggatg tctttgtagg ggttaagaga gtctgggaga ttaatgtgga    218160

     ttacttgtca agatacaaaa acaaaaagat agattttttt agcgccattg gaaagtttta    218220

     agaggtcttc gatattttct tgttgaggtt taatgatacg aatcccatca tcaaaataaa    218280

     tggcgtcaat atcaatttca tggaaagttc ttgatggtaa aggtgccact aaaccagtat    218340

     taggtgtgat gttgcaacat cctaatttga tgagtttggg ttttttgata atgttgttgt    218400

     tgattaatta tttcttcttt attttgaccg acgaagatat tgatactatt aatttttata    218460

     ttaggtttat ctttgttagg tttttgtttg gcatcccaaa agataaaagc ttcttcacaa    218520

     tggcgatttt gtattttatg agatcttcta aggtgtaatt ataatcacca taaggatatt    218580

     ctattttaaa agggttcgta cgtggcttaa aataaattcc taaaaggtct tttgatggat    218640

     ttttgaggta ccaatgtatc tttgggtcgt tatacaaatt atatgaaggt ggtatatagt    218700

     tataaacgga tgctgaaata tcgtaatatt ttaagatatt agggatatct tctttatcaa    218760

     gaacgttgat gtcgtatctt ttcatttttg gttcgacgtt taaccattct tgttgaaggg    218820

     tttggtagtc agcgagtttg attttagatt ttgtttgttt gtgaaaatag ttatgggcga    218880

     aaataggatt aatgaataaa atagtgatta ataaagaaag ggttataaaa acttttttaa    218940

     ggatttgatt ttaatcatga tttgtttgcc tccttttggg gtttagttta atggcttatc    219000

     cgtgttattt ttgttgtttg ggtaaaagaa aaagaccccg aaagggtctt tgatttgtta    219060

     ttaaaaaatt taatttttta atcatttaaa gattttaaaa gtgttttata tgttttcagt    219120

     tgttcttttt gattatttat tataaataaa aatcctacaa agattattaa acaaagataa    219180

     attattctaa attggttttt taatttaatc attaattaaa tctcctttaa attattattt    219240

     aatgttttat tataattatt cgattggcct tggaatgttt tgggtttctt gtgtttgggg    219300

     gtttattgta tgatgtctcg catttgaatc tgttgcatta tcatatatat ttccatattt    219360

     atcttaacta tttccgttct aacatgacat aatctttcaa tatttacatt atttcttggt    219420

     tcttgagata gtactatttc ttgtgacttt aattcatttt ttctttcttc taatcggatc    219480

     ttttgtgttt ctaaagttat tccaggtaaa gcatacaaat atttaatatt aataataaat    219540

     aataaactta taaataaaaa taaataaata ctaattattt taaattggtt ttttgattta    219600

     aacattaatt attaaatctc cttttatttt tttatcactc ttctgaggtt atttcgtaga    219660

     ggaaggattg ttgttttgcg ctaaaatata ttcaattttt ttattaatta attttatatt    219720

     atatttattt tttttgaatt tattttataa aatattacaa ttacaaccag atgttttgac    219780

     attatattgt gattcatcaa attcatcaat tgtttcattt tgtattgttg tttgagaaat    219840

     tctttcttta ttgattaatt tatttagtgt ttttataaat tctttttttg tcattatttt    219900

     tttttctaat aattcatcag ctaatggtga taaaaatctt tcatatttgt caataatttg    219960

     ttcagttttt tcttgagcaa agtttcgaat attttgtttt gtttcttcaa tattatttgt    220020

     tttggaataa tattctgaaa accaatctct ttgtataata tactcaatta tatcttgaat    220080

     atctttttcg tcatcatgac ctttatattt caattcttct ataggcattt taattctttt    220140

     ttctgcttca ggacctccta aagacacatt tagtgaaaat aaataaccaa attgtgatct    220200

     atcaaaagaa aagtctacgc caccttctat caattctttc aagattacac catctttttg    220260

     aatttcttta ttatttactt ttaattctat tgttttaaga tttataagat cgttgccaga    220320

     atctatttga cttaaatcat aagctactaa cgcatgtccc atttcgtgta agctgcaaaa    220380

     tttttgaata cttataatat cttcttcatt ttcttgaatt atttcatttt cttcagttat    220440

     ttcattaact aaatcatcca tcgccattac tttattatta aaaataaata ataaacttat    220500

     aaaagttatt gaaaaaagat aaattatttt aaattggttt tttaatttga acataaatta    220560

     aatctaaact ccttttttat ttattcctca tccgaggtga ttccgtagag agagttgagg    220620

     tcggatagga cgaattgttt gtcttgtgta aacaatctat ttaatccttc aattaaatct    220680

     ttttttaatc tttcagtacc ttgtagttgc tcggttaaag atttgatttt tattttatca    220740

     aattcatttt gggggttaag tttgcttatt tttgtattat aatcatcgca ttctttttga    220800

     tatttgtcta tttgagactt taagccattt tcgctatctt tcatattatt aattaaatct    220860

     tgttttattt tttcaatttc agttttttct tgttcagaaa gagttaatat taaaaataca    220920

     tctttgtttt cagagaaaac ataagttttt attttttcaa aatctttttt agttatttgt    220980

     tttttgttta ggagtatcta ttttgcgttt ggttcttggt ggatgatttg gtttttgctc    221040

     gttatttaat tcttcatgat aatttgatat ttgttttttt cttgtttggt tttgtaaaga    221100

     ccttcaaaaa atccaataat aaaaagaaat aattaaaacg gtaataatta aaataagtga    221160

     tccaatattt tttaaaaaag ttcattattt catagccttt ccgataatag tgataattga    221220

     tattatcttt taaagaaatt aattaataat attatacaac tttatttgat taatattaaa    221280

     gaaaaagttg ttttttatgc tgggataggt attttttctg ggattttgtt tttatttgtc    221340

     tgtttgattt ttttttttgg gctcttgtat agttaggatt tatttgtttt agttcttctt    221400

     tgattgtttt tatttcttcg tcaatatcgg ttctagtttt atttctagtt gttcttgttg    221460

     taatattttt tggttgttca tttttgattt cgtcggttat ttgttgtctt ttgagttcta    221520

     attcttcggt gattttagtg tattcgtcaa taacagtttg tatttcttgt ttcatagatt    221580

     gttcttctat ttctatattt ttagattatc ttttcaattc ttgtgttata ttttctttat    221640

     tattacgtgt attgtattct tctaatttct ttttttagtc tttttgatcg gcatcgattt    221700

     tggctagttc gcggtcgatg tgaactgttc caaaacttta gacacttttt gcttttttaa    221760

     aaattcttta aggctaacta ttaagttagt ctttttttct ttttaaagac taaaaaataa    221820

     tttcctatct tttctaagaa tatttttaga aaggaatcaa atgttaagag aaaaattatt    221880

     taaagatttt ttaaaaagta aaaagaattt agaaatgcgt aatcaattaa tcgatttaca    221940

     tttgccctta gtaaaaaaac tagtttctaa atttaaatat tatccatgcg tacttcaaaa    222000

     acaagattta taccaagaag ggtttttagg attaatcaaa gctctcaata attaccaaga    222060

     tttaggttat gactttatcg cttatgcgga accaactata aaatcagaaa tcagagaatt    222120

     aataagaaaa agtcattcac cttccgttcc tcaaaaaact cataaaacca ataacccttc    222180

     ttttcaagaa gaaaacacac acatggcatt atcaaatcct taaccctcat caattatggt    222240

     taaaacaagt aaatcatgaa ctatttttaa aaaaactaaa aactaaacta aataaaaagg    222300

     agtttaacgt cattagatta aattttggag ttcctttaga aaatattaat gaaacttatc    222360

     aaccgagtta ttccaatcaa gaaatcaccc aaatactaaa tttaacctta agacaagtag    222420

     aaaatattaa aaacatcgcc atcaataaat taaaaaaata aaaagacccg aataaggtct    222480

     tttttttatt aagaaaggaa atataaatga agttgaatcc taaaattatt ttaactatct    222540

     taactttaac ctatattggt tttattatca ctaatattat gactttatct tttaattttc    222600

     aattaggcgt taaagctaat acatttatta gtcttatttc ggatatcgtt tttttatttt    222660

     atttatgtat taaagagaac aaaaatgcac aaattcatta attgggttgg ttgtaaaaag    222720

     aaattattac cacatctttt acttttaatt cctaaaaaat ttaaaaatta ttacgaaccc    222780

     tttttaggaa ctggcgcctt atatttatcc ttaatgccta aaaaagccgt tttaaacgat    222840

     aatgacacac aactaatcac aatatggaaa agcgttttat acaatctccc agatttttat    222900

     aataaaacat tagcttttga aaactttatt tatcaatatc ccaaatcgca acaaaaacaa    222960

     caaaaaacag cttttaaaaa cttattaaaa caatataatt tgttattaac aaaaaaagaa    223020

     aaaaagatta accaaagcat cacttttctt tattttaagt aaatattgtt ttcgtggcat    223080

     tttaagatac aaagataata catccttata tacaactttt ggttataagt ctaaatataa    223140

     aactagccta ttaaatttaa ataatttatt ctccttacaa aaatattttc acaaaaataa    223200

     acatgtcttg ttatgtactg attatcaaaa aataattgcc aacgccaaga aagatgattt    223260

     tgtatttatc gatccacctt attacaacgg taaaaacatc actatatcat ttttttacaa    223320

     aggagttttt ggttttactg aacaagtgaa attattcaac tgtctcgaaa aagctgataa    223380

     aagaggagtt aaatggttat acaccaatta tgatactccc gaaattagag cattatttaa    223440

     aaattattac ttccaaagta tcaaatctag tactagccat aatttgacaa acaaaaacaa    223500

     taatcatgaa atcattatta ccaattatta aaaaaataaa aaataagaaa agagtaataa    223560

     aattatgtta aacaacgttc aattaatcgg tcgaattaca catgacttcg aaaaacaata    223620

     cattaacagc aataacgaac aaattccaaa aatagatttt caattagctg ttaaccaaac    223680

     caaagacaaa gttcaatata ttccatgtgt agttttttag aacccaagct gaaaattttc    223740

     ataaatactt acataaagga tcgaaaattt atctcgaagg aacattatcc atccaaaaat    223800

     ataccaacaa cgaaggtcaa aagaaaacaa atacaaaagt gatcgcacat aaagtcatct    223860

     ttttagataa taaatctcaa actgataatt taccatttta aaataaaaga acattgatat    223920

     taaacatctt aacttttcaa aagaaaacca gaaaggagaa taaaaaataa tatgagtgac    223980

     gccatgactg aaatcgctcg cggtacttac ttcaaagacc gcagcaaatt aaaacctaaa    224040

     actaaaaaaa ataataaacc aaacaaaaag aagaaactta aaaatgacta aaaaagaatt    224100

     aattaaaaaa atagctgagg taaataaaac ctcaatttca aaaacagaag aattttacca    224160

     ttcattcgaa cataccctaa tagaatccat tacttccaac gaagaagtaa ttttatcctc    224220

     taaaataggt aaattcatct taaaaactcg taaagcctac actggtagaa atccccaaac    224280

     aggcaaaaaa ctcaaaatcc ctgcgaaaac cgttgtctct ttcaaattat ctaaaaccat    224340

     taaagataaa gtaaaagatt taacattaga ataaaccaat atcaaccaac aaaggagaaa    224400

     ttaaatatga ataaaatcat taagaaaaaa acaaaacccc aatactcacg aaacaaacca    224460

     aaaccaagaa ataaaaacaa tgactaaccc caaacaagaa aatataacta ttatcccaat    224520

     aaaaaaacgc aatttattaa aaaaaatagc ttacataacg atcattttac attttatttt    224580

     acaagtcatt attatttact atgataataa aattcactgt ttaacaacag gaattaataa    224640

     ttctcttgaa ttgattaaat ttctcatccc aggaggaact aaataatatg aataaaaaca    224700

     taaaaaacaa aaataaaata ttaactatta tcacaattat tatcgctatc tttttcacta    224760

     ccgcatccat tttcgcttta actaattact tttctaaaca aagaaaagaa aaaattcaat    224820

     taatgaacaa tcttcctttt ttcactattg aacgaacagg cggcaataat gaagataaaa    224880

     cccttttacc aattcccatt ccaaacttaa acgaacaaaa atataatcac ttaattacga    224940

     tcgaacacga agcgacacta aactccaacg gaatggatat taatgttcct ttatatttga    225000

     aaatatcaac taaatatgat acacttcaaa cttttaccaa tcctgaaaaa tatttaaata    225060

     ttggtttaaa agtggataat aatgattacg atgatactaa acgcccacaa ataatcttag    225120

     actcaaacag cttaggaaaa cttaacatcc aaattagcat tgaacaaaaa gaaatcatta    225180

     ctaataaaaa tcctcaatta gaattaattg tagattatga attagtcgat ttccaaggaa    225240

     aagcttatgg cagcggcagt caaacaatcg aaaataaaat ctctaattta gcataataaa    225300

     acatcaaaag accaattaat tattggtctt tttttattga gaaaggaact aagatgacta    225360

     tcaaaaacaa atcaaataaa aattcaacta atttaatcat aatcatcata acatctatgg    225420

     tcttattttt taagtactta tgtttggatt catcatcaaa ctttaacaga aaccgaaaga    225480

     aacctcgaaa cccaacaaca taaattagaa atccaaaata aaaatctcca agaaatgaaa    225540

     gacaaactac aacaaaacaa agatataatc caaaaccaaa ttaccaatac aaataaagaa    225600

     tcacaagaag aaacaaacac taatttacaa caattaaata atcaagaaga atcattattt    225660

     actccttcta acaaccaaaa attcccttct ttcaaccaat taatcggttt caaagaagaa    225720

     aaacaagccg tagaaggttt tattgattac ctcaacaata aagaaaacta caccaatatt    225780

     ggtgaggttg attcgccctt aggcatttta atgtatggaa ttccaggaac tgggaaaaca    225840

     accttagcca gaaccttagc caaagaaact aatctccctt tctttgaagt aagtagttct    225900

     atcttttctc aaaaatataa aggaattgca cctcaactag taaaagattt atttatgaca    225960

     gttcgtgaag aagctcaaaa aggaaaagga gctattattt tcttagatga atgtgaaacc    226020

     gtctttactg atttaagtgg gttagaagct ggttcagaaa tcgccaatgt ggtaaaccaa    226080

     ttcaaaaccg aaatgacatc atttgaaaat gaccctgaac atcctatctt tatcattggc    226140

     gctacaaacc atatcgccca aatcgatgaa gctatcaaat caagattcac ttataacatc    226200

     gaagttaaac caggcaataa agaagaaaga aaagcctttt tagaattctt aatcaacaaa    226260

     cgtaaaaacc cttacagtga agaagcgaaa aaatatttat acaatattat caatgaatcc    226320

     ttagaaaggt taccagttaa ccaccaattt aaaaaagcca atcgtactct agaaaacctc    226380

     ttaaaaacaa cagtagcaac cttcgctaaa aaccgaggac aaggcgaaac acgaagaaac    226440

     gaaatcaatc aagaagactt aaaacaggct tacaaaatga taatctcaca agatgacacc    226500

     attttaaaca ctatcgaaca agaaattaaa gtgaaaggag gtaaataatt atgaaaacac    226560

     ctttagactt aattaacact tatctaacct ttaaatctta tttcacttgg ttttttaatg    226620

     gcttccacca tctttggtat cgtccttttc tttaaaagaa aactttccac caaccaaaca    226680

     acatacaaaa accatacatg gaaaggctat ttaacttatt ttttaattat tattggtatt    226740

     ttaagtttca tttacttatg tttctttcat aaaccaaaag aaccatctag taaatacgca    226800

     ggccaattag tccaagaaat tgataaagcc attgataagt acgatgaatt catcaacaat    226860

     taccaaggac taaaagataa ttgggaacaa gaattaacca aagtagaggt cgaattaaaa    226920

     acactctatg aagaacaaaa aataacccaa gaacaaaaag aaaaaatcaa agaattaata    226980

     aaccaaacag aaacaaagat taacgaaatc aaaactcaaa aacaagaaac tgaaaataac    227040

     attaatgcct taaaagaaca attaaaacaa aaagaagaag cattagccaa caaagaaaaa    227100

     gaaataaaac taacagaaaa acaaatcgcg gaatccaatg atttaactga aaaacaaaaa    227160

     ttacgcacta aattagatat cctttatgat gaaaagatag cattagttaa acaaatcact    227220

     gaaataaaaa gtcaaatagg attattagaa attaaaataa aacatctaaa cgaaatactc    227280

     cagcgcgccg aaaaagaaaa aaatagatta caaaaaaatt atgatacgtt taatgataat    227340

     gaaaaatatt tattcaacca aataaaatcc gtcgaacaac gccgtgatga aatccgaaac    227400

     aacatcgaac aagtgcgctg tttctttttt ttagacaatg tttgtatcta aaattattct    227460

     ttaaaactta aaattaagtg ataatttcct atcttttcaa actaacaaag tattttcatt    227520

     agacgaaaaa aatgtctaat atttttttta taatttgcta gtttcaaaag atatttttgc    227580

     taatatttta tctcttcact atatatttag gtaaaaaaag ttaaaaactc atatacaaaa    227640

     taaaaagaaa atacattttc ttattaataa tatcatttga ttgaaaaaaa ggcgcaataa    227700

     agataccttt tttaaaaggt ttaattaaaa agatatttgt aaataattta tattaagttt    227760

     tgagaatatt gagaaggaga tgaatagttt aatttagcta aaagccattt tttattccaa    227820

     aaataaggaa attggttaat gatagttttt atttttgtca ttggtttttg gaataaaaaa    227880

     ggatgacgat tttctagaat acttttcatt tggccgaaaa gattctcaat aaccgcgtta    227940

     tcaagtggag ttgctttacg agacatgctg attaaaaatc cttttttgtt taaagtttgt    228000

     tggacttttt gtgattgata aactgtacct tggtcagagt ggataataca aggatttttt    228060

     agtttaggaa tttttttgat agtgtttaaa attaaatcct tattttgttg cttagaaaca    228120

     tgagaagcga ctattttatt attaaaagag tcgataatac aagaaaaata taaaaatcct    228180

     tggggagttt taaaataagt gatgtcggta aaaagttttt gcattggcgc agcgctttta    228240

     aaatcttgat taattaaatt agggactatg tttaaattat cctttaaaga acgataatga    228300

     tatttatttt tttggattct aagacgacaa caaatgtcgt ttgctttcat aatgagataa    228360

     acttttttct tagtgatgaa ttcattaaat atgttttgat ataaatgagt aattttacga    228420

     tggccaaaga aatattcata tgtttgacac aaagcttgga tgcgtttttg ttgtaaaaga    228480

     tattttgcct ttttttcttg gtgttttgtt ttaactttta accaataata ataggtactt    228540

     cgtttaatct taattgtttg taaaatggtg gttaaattta aatctttttg aaatttggcc    228600

     accaaattaa agataattcg tttatctagc ttttctattt tgtgaatcat ttgttgtaat    228660

     aagttgattt tttgttttaa ttttttcatt ttaacaccaa tttatcttat atttttttta    228720

     tatcaaccat tataactctt taaaggtttt ttttaatgct attaaataat tattaatatt    228780

     gtttttaact aatatattat ttatttaaac acacaacaca tacctataac tggtaaggca    228840

     gttattttaa aaattaaagt ttatttaatt attaaaataa attaaaaaat aaaattaatt    228900

     aaaagaaaga tttttttata tcgataaata ataatgataa acatgataca acgataatat    228960

     caaatatcga gtatcattat cattatcgat ataaaatata aaatatcact ggttcgatgt    229020

     gtttgttttt atctaggatg tttgaaaagc aatatggtaa taaagtggta ataaaaaggt    229080

     aacttaatgg taataaaatg gtaattataa attatttatt tatttttaat tcttttttat    229140

     ttaaatttga taaataacca gaacgtattt ttttgcccga taaccttgtt tggttttagt    229200

     taagaagaat tgaatatatt ttaaatcttc ttgtcgataa tagatgatat ttaaaccttt    229260

     cttatagttt gttttaatcg gtttattgta tttatctagt ttattggggt ctaattggta    229320

     taattgtaag ttttctagtt tataaagatt gattttgcca attaattctt tgatgatatt    229380

     tttagattca tttttataat tgatttgaaa gatatcatga taggttttaa gggggttatt    229440

     ttggtttaag ggggggtaaa tctgaaagta atagtttact attactagaa gagaaattat    229500

     cattaattaa ggttattttt gtttgtttaa tttcatccaa gatttgagga tcgatgaaga    229560

     gagtttggtt tttagggcga taattggctt cttgataagt atttttcttt ttagagtggg    229620

     ttataatggt caggttgatt aaatcttgtt ttaaggtttg taaaaagagt ttaatttggt    229680

     ctaaatcagt ggggttgttt ttggcattcc atccaccgat tctaattcct tgatcgaagt    229740

     tattgttcat atttttctcc tttttagtta gttttttagt tttttgttat ttttgatata    229800

     aaaaaagacc ttcaattgaa ggtcaagttt gaatattgaa atatttttta ggtatatgtt    229860

     ggatggcatt tattaatatt atggattctt agtcccataa ttggttagtt tagttacttt    229920

     actcttttta tttgtattcc tcgatataat taattgtacc gttgaaattg tataggggtt    229980

     tttttactat tttcccgttt ttatcgtatt cgtcaatcca atcaattgtt ttgccatctt    230040

     ttaaatatgt tattttggtt aaattaattt tcattttttc aaatctcctt ttattgatat    230100

     aattacatct atttgataag gatgggattt tgcaagtatt aaaagtttta tttttaactt    230160

     cgattgtttt aatgttgcct aaaacatatc ctgattcatc tttgaaaata ttattgtttc    230220

     tttgaatttc taatcttttt ggaaataatt catttattag ctaaatattg aaaaacagtt    230280

     tgattaaaac catagcaaac aattacaact gatgaaaaaa agaatggtgt taaatggaga    230340

     tagtggttta tttgtaaatt tatttttttc atattttcat taacttttat ttttataaat    230400

     ctattataac acaaatcaac ttcggtaatc agttttttaa ttagtttttc aattcttgca    230460

     tattttgtct cctttcgatt ttattttgta attttgttaa attatttatt aattttggac    230520

     cttagtaatt gaatgtgcgt gattcatatt actaatttga atttaaaagg ttttataggg    230580

     acaaaatttt gagtttgggt ttaaattgtt attttataat aaataattat gtaattattt    230640

     caactttatc ttctccaaaa aaataaatag ctaaatctac tatttgtttc ttttcagctt    230700

     cttcatatga gatgtatgga tctaaaaaac atttttgata aacttctttc ccatattgtc    230760

     gtaataaatc atcaacatct ttacaagttt tgtcataagg cggcaaaata cgtctaattt    230820

     cataagggat ttgttgttct ttaagttgtt cacctaaggc ttcgttgcgt tttcttccag    230880

     tttcatcgtt atctaaggca ataatgactt taattgcttc tttttttaaa atatccattt    230940

     gagtttggga aagtaattgg gcaacacaaa ttaaccccac gacatttttg ataccgtgtt    231000

     gccaacaact aatgacatca aaaaaacctt catgaatgat gattgtttta gtttttttta    231060

     tatacggtaa agcttcaaaa aaacgataac tgaaatgaaa agtaggaatt tggctgaaat    231120

     tgttaataga ttgatattta gattggaaat aagacacttc acgaaagtta ttttgataaa    231180

     aatgaaatgt tttattatat ccattttcaa tgggaataat aatagaaccg tgaaaagtat    231240

     cgtgataata tttagttcct ttttgattgg ttttttcttt gataaaacca tattcaacta    231300

     actttgtggt atcaatattt ttctttttta agaaattgct taatctaaaa gaaagtggtt    231360

     tatttaataa tggagcataa cctagtttaa attctttaat agtttctagg gttaattttc    231420

     ttttttgggt taaatattca agacccattg atgattcgtt gttgtggtta gttattaata    231480

     aataatgata ataatcacgg atttgattga ataatggtga tgtttctttc aagagttggt    231540

     ttttgatgag ttgaatttgg tgttcgtcga taggattttg ggattgttta gtttgatatt    231600

     ggtgttgaaa gggattagaa gatgttgtag ttatttcttt ttcttgttga atgaggttgt    231660

     taaattcttg atttttcata aagtgaccta ttctttgaat ggcttcgcta aaggatttaa    231720

     tttgtcttat ttctctatat acatcaataa tatcgtaatc acgaccacat ttccaacaat    231780

     gaatctggtt atgatcattg atatgacaac aagtaggatt ttggccttga tggatgggac    231840

     aaggaaaacg atatttgata ttgaaattag ttggtaaaat ttttaatttt tttaataaaa    231900

     caatcatggg aaaattagtt ttaatgtgtt taattttgtt ttgatgattc atttatttta    231960

     actcctattt ttttgattaa taataagttt ctattttata aggtaaaaca taaccgattt    232020

     cttggaaagt ttgagtactc atttcaaagt gataaattaa ggtttttttg ttaccacttc    232080

     tatttttttt gatacatact tcaattattt tttgattttc attgtcatca gattctaaat    232140

     agagttgatt taaggttgaa ttataaatat ttaaaggttt ttcttggtct ttggctagtt    232200

     ttggtctaaa ttcagacatc attaagacga tatcagaatt ggtttcaatt ccaccacttc    232260

     cttttaaagc ggttatttca ggggattttc cttggtaatt gctgtatgta tctcttgaaa    232320

     attgagagag aatgataata atgatgttta attccatggc taattgtttg agtttagtca    232380

     taatttcgtc aatggctaga cggtcatttt ctaaatgatt actagcttta gtaatttgga    232440

     gatggtcgat aacgatgatt tctacttgtt tttctaaata gagtcgataa actaaatcaa    232500

     tgatataatc aatatttttg cttttatcat aactaaatga taaattgata ttaacaaaaa    232560

     attgtttggc ttgtttcatc ctttccgtgt attgttgagg tgtgatgttt gagtcttcca    232620

     aatttttatc taaaataaca tctaaaggaa tttgagtttg gtgagctaat aaacgactta    232680

     aattttcctc cattgtcatt tcataagaaa ataccaaaat atgaggataa caagaacttt    232740

     cttgatgttt tgttttggcg atatctaaaa gaaggttgta gacaaaagtt gttttaccta    232800

     atccagtata gcctccaata gttatgattt ggcttttttt gaatccttta gtggattggt    232860

     tgagtccttt aaaaatttct gataatcggt aatattcttc ttggattttt tgttttgctt    232920

     ggttgtcggt ggcaaaaaac tcagtatgta aagaggccat ttggtttaaa gtaaagtgtg    232980

     ttttatcatt tttgtgggga attgaagaga taaaatttct taatttatca aagatttctt    233040

     ggtaatataa gtttttagtg taaggatctt gggtttcaaa agaaggacta ataattttta    233100

     agagttgttg gaacagcttt tcttgggtat aggtgtgttt taagttatct aagaaatcaa    233160

     ggttattttc cttactaaaa tcattattta aaaaagataa tgattctttg gtaaagttat    233220

     cttgttggaa attagtttgt aaatatgtta ataactcttt gattatatca gtttgagatt    233280

     ttattttatc ccaaggatga gttgtttgtt tttctaaaaa taaatatttt aaagttgtaa    233340

     atattttttt attttgggga tcgagtaaag ttttagggtt tattatttgg cagtaaaggt    233400

     ttaacttttc ccattggcct tgttcgatat aatttattag ttgttttaac gctttttgtt    233460

     cgttggttaa catttttata ttaactcctt tttttatttt ttaattatat tgatattaga    233520

     aaaagggata aatttgttgg taattaagtt ttgtaagaaa ttgttagctg aattggaaaa    233580

     taagttaatt acttgattaa ttccttgcac ttttccttga ttgattttat tgtttagtct    233640

     ttgggtttcg gtttcgttat tggttaataa atagaactca aaacgggtgt ctaatttttt    233700

     taattgttgt ccttctacca tggcttgttt atagcggtct cggagacagg ttttaaaatt    233760

     aaacgccatt attcgtttgg tttctgtgaa taaaactaaa tcaaagcgaa tatcggggat    233820

     gaaaaataaa taagcctggg gatataaatt gatgatgcct ttgttttgaa aatataataa    233880

     aatgagatat tcattgattt taccgcggat gactttttga ctttgagaat tggtgttatt    233940

     ttggttaaaa taatggttta attgttggtc attggtttgc atatatttgt taatagaaag    234000

     attaaaagtg tctttgttaa aaaaatattt taaaatttcc acagtttgga tattagtatt    234060

     aaattgttga atattaaaaa aatcttggtt atttaacatt tgatattcct ttctttaaat    234120

     aaaaaaagac ctttaaatta aggtcttttg ttggtttttt gagttttttt aaagattttt    234180

     ttagttttcc atttaacaag accgtccttg gtgacggttt tgattttgcc gttggtatag    234240

     tagtaataag tgtttctgtt tttacaggtt ttttttagta attattgcca ttttgtattt    234300

     ctcctatttg tttgattatt tgtttttggt tagttaatgt tgttttgcta ttcatctctt    234360

     ttaagatgaa tttgtggccg aggttttttc tttctaagaa taattcatat ccttggctta    234420

     cttggtgaaa gtatgataaa ggatgagttt ctatgacgtc taatttatga tctttttggt    234480

     tctgtttgcg ttctaaacct aattgtggtt tgattttgag ataaacagtc atatttggtt    234540

     taataaattg tttattaagt aaattaaaaa gctgatagtt tttatcaatg ttgtgaggat    234600

     aagcttgata ggccaagtta gaacctaacc atctatctat taaaatgatt ttattagttg    234660

     ctaaatgtgg ttttatttcc tcttcttgga tttgttgcat attagcaaaa ctcaataaat    234720

     atctagttaa tggttttaat tgggaattag ttaaaaagat atcacgaaga ggttggccga    234780

     tggaggaact tcctaaacct tgtagattaa ttacttcgtg accttgtttt tctaattgtt    234840

     ttctaatttt ttgaattaaa gttgttttac cactgccatc tagtccttca aatacgatta    234900

     ttttcatttt aattctcctt tgaatttata ttttgggtat aaaaaaagac cttcgatttg    234960

     aaggtctaaa ataattaatt atttgatttt acttaattgt tttaaataag ttgtttgtga    235020

     taattcttgt ttggcttttg ataaaagttc taaatattgt ttgctatctt gaatcatttt    235080

     agtaataaaa ttattatcta agtaaattct gactacatga taatcattat cattaaaata    235140

     aactaagaaa taagcgaatt gagcttggga acaataaagt tgacattgaa cttgtgccca    235200

     gtagttttta gggacttctt tgtttgttaa aaagccattc caagattgag atatgttgtt    235260

     gttttcgtca cgataaggac atttgatttc taagagagtt ttggttttag tattataacc    235320

     atctaaagaa gcggaaaaca ttttttcttt gtcatctgta aagatggtgt caggataatc    235380

     aagtttcgtg gttttttcga aaaaagttct cgctaaaggt tccattttat taccatgttc    235440

     agtgtatttg ttgcttgtga aagtagtgcc aaagattttg tcatgaacca attgttctaa    235500

     agaacgaaat ttgtcattgc ctgtgatact acctatttct gatgcgttta tgtattgttt    235560

     tcggtgttga taccattctt tggtacgttg tgataaggtg atttgcattg ttattcccct    235620

     ttcttaaaaa ttttctttaa taatgaaaaa agatattttc ctaaataata agataaattt    235680

     aatatatgat aaagacattt aaagatgaaa tcaattaaac ataagagatg aggtaaaaat    235740

     aataatataa tgattaataa agctaaatta agccacttat tttgatgatt aaagaaatga    235800

     ttacttatag tagcaaacca attatttaat tttgttaacc aagtattaat taggttccac    235860

     atgattatta gttttcgtag tagttagata ttgataaaat tgaactacta ttccttgttt    235920

     tagtcttttg atgcttaatt gataggtaaa aagatagaat ttgattaaat aattaataaa    235980

     aattaaaggt attaataaaa tagagataat aataaaaaag atgatgttac tcggtaaaga    236040

     tggtaatatt tttttaatgg acatattttt aatagttcct ttctttttta agtattgggt    236100

     aataaaaaaa gaccctgagg agggtcttta taaaaagtta aatattttta tttcttatta    236160

     aatacaaatt aattattttc atcatttaaa gtttttaaaa gtatttgata agtttttaat    236220

     tgttcttttt gattattaat taaattttct aaattttttt ttaaggttaa aagagtattt    236280

     tttctaggtt cattatttga taattgttgt atttcgtttt ctatatttat ttttttaact    236340

     gcattttctc gaattttata ttttaaatta attatatttt cttcaataga gtaattagtt    236400

     atgtttgggt tattattact agtgctagca atatctttat ccatccccat tacttgttga    236460

     ttattattaa ttaaaaataa tcctaaaaaa gcgaatacaa atacatttaa taacaataat    236520

     aaattatttt tgattttaaa cattatatga aatctccttt tattttttat taccagacat    236580

     cagtctgtct tcttttcatt tctgcttctt caactttatc attgttatgt ttatctttga    236640

     agattgataa agttttacgg atagggttga agtggaggtg aaaatcggtt aatttgaagt    236700

     tttcattgtg aacgaaagca tcaccaaggt aatagtcttt gtcttcttgt aagaaatgtt    236760

     tagggccttt gtattttagg attaagtagt taccacctgg gcctttgtgt tttttttttc    236820

     gaagttaatg taagaatata attggctgtc ggcttttgcg tcaaaagatg cactgtcgaa    236880

     accgtctaaa gtagtatgat tataagtatc gccatcttta ttccatcggt cgaaaggatg    236940

     gcggtttttg atgaagatag ctaggttgga aggttcgggt tgggattcga ggcgttctaa    237000

     tattaagcgt tgatttattt taattagttc atcttgattt ttcatgattt tttttgataa    237060

     attatctaat tcaggattat taggtgaacg attcatatct atagctttat catttaaata    237120

     aatttgtagg tttttttctt tagcttctgt ttctaataat tctcgttcac gaaataattg    237180

     ttctgctttt agtttttgtt gttgataata accaacacca tttaacccat caaaggtgta    237240

     tttagcttta atcattgtac atttttgatt atcgtcgtac cattcttcaa tgttttcaaa    237300

     tttagtttct tgaaaggtag gaattgggtc tttagggagt ttgatgactc ctgtttcagt    237360

     taagatgata aacccaataa aagctgccac gattaaaata attattaata aaaaccattt    237420

     gcttattttt ttaattttga acatgtttat taattccttt ggaagaattt tcaatatata    237480

     ggtattttaa catatttaac tttttaatta accttaaaac catttacgaa accaagaagt    237540

     tactttatcg atttttttgt ttacgtcgtc tttaattttt gtagtaaaag gttggattga    237600

     acctttccag gttttttgtt tgtctatgat ttctttggtt tggttgtatt ctgctgtttt    237660

     gtcggttaat ttattcatat tatctttcaa agttttttta gttgcttcgt gtcgggtttt    237720

     ttcggttttt aatttttctt tgagagtttc gatttcgtga cggagttcag cgttttcttc    237780

     gatatattta cctgaagcgt tttctaaagc tttgattgtt ccttcaaggg cttgaatatg    237840

     taggccttgt tgtacccatt tatcgatttg ttgttctaat tcgtcgctta aacggtttat    237900

     ttcttcagct tgttggttaa tgatttggtt tagttcggtt atttcttgat ctttttgggc    237960

     gatgatagtt tgatattcct tttctttttg ttgaaaatta gtagttaatt gattgatttc    238020

     cttttggaga gtttgctttt cttgttcgga taaggcttga ttggttaata attcttgatt    238080

     tttagcttct agtaaggttt tttgttcttg gagttgattt tggaggtttt ccatattttg    238140

     atgttgttcg ttaatttgct cgattaattt attaatttgt ttttcttttt ccgtgttgag    238200

     agttttttct tggtggagat cggtttctag ttgattattt tttttgatct tgggtaaaga    238260

     tttcgttttc tttagaacgg attttgtcag tttgttgatt gatttctttt tgaagttctt    238320

     gtttttcttg ttcagatagt ttttgattat tttctaattc ttcttgtttt tgaattaaat    238380

     catgttctaa attggctttt tgggtttcta aattaagact atttattttt tcttgttgga    238440

     gtttaatttc taataacttt ttagctttga gtaattcttc aggagtttgt tggtgagttt    238500

     cagttacttt actagtttct tttaattcct cgccaaggtg ttgtgtgtgg tgacgttgtt    238560

     cttcatagat ttgttctggt tcagttgttg ttttatcaac tgaaccttga tcagggattg    238620

     agattatggt tttcactttc gttggcattt gtatcttcag tattgttagt ttcttcttga    238680

     gttgtttctg ttattttatt ttcattatta ttagttaaag ttgattcttc attttcaata    238740

     atggttgggc ttggcgtttg ttgaatagat ggcgcttgta agattggcgc ttggggattt    238800

     tctattttgt tggttaatgg ttggggcgga tgaggatttt tagtttcgct ttgataaaat    238860

     tggtaaagtt cataagcggt tgaagctaaa gaaacaaaga aaatggcctt gctgccaaat    238920

     cttaacagtt tgccaccgaa attagctact ttagaagtag ctttcttttg aacgatagtt    238980

     ttagtacctt tttttattgt ttttgtcttg ccacttttaa accaattacc gattttacct    239040

     aatcctaaac aaataccgat cacacttaaa gtagttgcta aataatatcc taatttcgtt    239100

     tgtggcgaag gaatgtgatt aggatcttta tcattgcctg ttaatttacg atagatatat    239160

     tcaataaaat tacgaattgg ttgagtagtt ttatcgtata acgatttaat tttagtcgcg    239220

     gcgttatttg taaaatcgtt gatttggttt aaaacttcag gaaaaaattt aaaaagtgtc    239280

     caataaattg ccccaccaat taggataaat ggtaataaaa taaggatgat attgaaaatt    239340

     gattttaaga tttttaggaa ccaattttct tttttagttt gtgtttcaat aactatttta    239400

     ggatgttcgg ttgttggttt tcttttggta atgattattt ttccagttga tttttttgta    239460

     ttttttttgt tatttttttt attcatagtt cttctctctt tctttaattt gatataaaaa    239520

     aagactctaa atagagtctt ttaatgttgg tgaaattatt tttaattatt attttgaggt    239580

     tttacatgat gtttatcttt gaagattgat aaagttttac ggatagggtt gaagtggagg    239640

     tgaaaatcgg ttaatttgaa gttttcattg tgaacgaaag catcaccaag gtaatagtct    239700

     ttgtcttctt gtaagaaatg tttagggcct ttgtatttta ggattaagta gttaccacct    239760

     gggcctttgt gttgtttttt ttcgaagtta atgtaagaat ataattggct gtcggctttt    239820

     gcgtcaaaag atgcactgtc gaaaccgtct aaagtagtat gattataagt atcgccatct    239880

     ttattccatc ggtcgaaagg atggcggttt ttgatgaaga tagctaggtt ggaaggttcg    239940

     ggttgggtat ttagacgatt ttcgaccagt tttaattctt ttcttagttt ttcttctcta    240000

     gtttttaatc tttgcagttt atttttaata ttaatgattt cttgggtttt gtctttgatt    240060

     gtttgttcgt atttttcagg agtttggttt aaggtagtta attccttttc taattgaggg    240120

     attttgttgg cttggtggat ttgggttaat ttttttgttg tattttctaa atcagtttta    240180

     gtttgagaat gttgttgacg gtaataatta attccgttta agccatcaaa agtgtaacga    240240

     cattctattt taatggtgtc tttaggttta gctaaatatt gattgaaccc ttgacgccat    240300

     tgataatatt gattttcaca agcttcgcgg cgttgtttgg tttgttgata atcagggtta    240360

     atttttaatt ttagttttaa ggcttcttct aaatcggaag gtaacataac ggcgtgagtt    240420

     tctgggtttt ttgtttgcca tttggcggtt tttttgtagg cttcttcgat gatggtggtt    240480

     aaatcacggt tagagaggtt tttgccttga catagttggg cgatatcttt taaagctaaa    240540

     aaagtatgat aactaatttg ataagggata atgttatgtt ttaaataacc ttcaatttcg    240600

     ctatctttta aattacccac atagatttct ttactaaaac gacttcttaa agcactatca    240660

     attttatcaa ggttgttagc ggcgcccatt aagacaatct ttttatcaga acgttgaaat    240720

     ccatcaagtt tatctaataa agtgtttaca atattggcgc tgactgagga agtattttta    240780

     tcactacggt taggtaaacc atcgatttcg tcaataaaga taattgtttt atcattttct    240840

     tcggcttctt gccagatttt ttctaaggta gctttgcctt caccaatgta tttttggtct    240900

     aattttgcag gaattaagtt aataaagtga acattagcct cgccacataa agctttgatt    240960

     aaaaaagttt tacctgttcc tggtggtcca tataaaaggt agcctttcgg acgcacttta    241020

     tcaaagttaa tcaaagattg attagtttga aaataagtta ataaatcttc taattcttct    241080

     ttttcatttt ccattccaca gacctcttta aaagtaactt tatgcttaat atttgctaaa    241140

     ggtttattag cttttaagag atttaattga gtggttaaat tatttttttg tttggtaaaa    241200

     taaagttttt gacctgttaa gaaaagattg aaagaattta aattttttaa ttcagtttga    241260

     tttgtacgat attctttttg agtttttaat tcttcgattt ttttttgatt agcttccaca    241320

     taacacaagg cttggtttaa ttgggtgatt tgttgttgaa gattttcttg agtttgtaat    241380

     tgagcttttt cttgagctaa ttttgctaat tcttcttgtt tttctttttc attttggttt    241440

     aaagcttttc tttgttcgat taaattattg actaaggttt gttgagtttg ttgttgattt    241500

     ttcagttccg ttaattgttg ttgtttttgg gcttttattg tcggatttaa ttgaggatta    241560

     ttagttaatt cagtttgaag agttttaatt ttggtaataa tgtcatttaa agttttgacg    241620

     ttttcatcaa tttgagtttt taattggtga tcttgttgtt ggagtttttg taatttggct    241680

     tgttggttaa tgattttttg ttcgagcgct ttttgtttag ttgaatccag ttggggatga    241740

     ttagttactt ttccagtttt gttgggtgtt tgattagttt gaaaaagtcc cataattaat    241800

     aaaataatta accccaacag aagaaatcct aaaaaactga gataaatttt ggtttttaat    241860

     ttcatcattt aacctccttt ctctaatgtt tttttattaa tggttatttc aagattaaat    241920

     ctttcacttt atctttaatg gttttagata atttaaaagt tactatggtt tttgcaggaa    241980

     tttttagttt ttttcctgtt tgggggtttc taccagtata agcttttctt gtttttaaga    242040

     tgaatttacc tattttagag gataaaatta cttcttcgtt ggaagtaatg gattctatta    242100

     gggtatgttc gaatgaatgg taaaattctt ctgtttttga aattgaggtt ttattggcct    242160

     cggctatatt tttaattaat tcttttttag tcatattttt ttctcctttt ggtttggttt    242220

     attatttttt ttagttttag attttaattt gctgcggtct ttgaagtaag tactgcgggc    242280

     gatttcagtc atggcgtcac tcatattatt ttttttctcc tttattttgg ttttcttttt    242340

     aaaagttaag atgtttaata tcaatgttct tttattttaa aatggtaaat tatcagtttg    242400

     aggtttatta tctaaaaaga tgacattatt aacgattact ttattatttg ttttcttttg    242460

     accttcgttg ttggtgtatt tttggataga taatgtccct tctagataaa ttttagaccc    242520

     tttatgtaag tatttatgaa aattttccgc ttgggttcta aaaactacac aaggaatata    242580

     ttgaactttg tctttggttt ggttaaccgc taattgaaaa tctattttag gaatttgttc    242640

     gttgttaacc ttaagatatt gtttgtcaag atcatgagtg atacgaccga ttaattgaac    242700

     gttgtttaac atttttttat tctccttatt ttgattattt ttaatgttga tgatgttgtg    242760

     tttatttggg aaagttgttt tttgtattga gtttaaattt tacattaagt aatagtctca    242820

     accaaagata atagaaacaa acaatgcaag caaaatatta aaagatagaa aatattttct    242880

     agtttcatat catttatttt ttcaatttat tgattgctat atttttaaga gtttctactt    242940

     gccttaaagt taaattaagt ttttgggcta tttcttgatt ggaataactc ggttgataat    243000

     cttcgttgat atttcctaag ggaatgccaa aacttaatct aatgatatta aattcctttt    243060

     tgcttaattt agtttttagt ttctttaata agagttcatg atttacttgt tttaaccata    243120

     tttgatgagt gttaggattt ctatttcctt tctccaatga atgtttttct tcttgaaaag    243180

     aagtgctatt agttttatga gttttttgag gaatggaagg cgaatgactt tttcttatta    243240

     attctctgat ttctgatttg atagttggtg tcgcataagc gataaagtca taacctaaat    243300

     ctacataatt atttaaagct ttgatcaatc ctaaaactcc ttcttggtat aaatcttgtt    243360

     tttgaaggac acgtggataa tatttaaatt tagaaactag tttttttact aatggttcat    243420

     gtaaatttat tagttgatta cgtatttcta aattcttttt actttttaaa aaatctttaa    243480

     ataatttttc tcttaacatt ttattccttt ctaaaaatat tcttagaaaa gataggaaat    243540

     tattttttta gtctagataa agaaaaaaaa gactaactta atagttagca ttaaaaaact    243600

     tttaaaaatt aaaaagtgtc taaagttttg gaacagttca aagtcaacaa aaaaatcgaa    243660

     aaaatagagg ccgaacgaga attatatcaa tctttaaaag aaaaatataa agccatgcat    243720

     gttcgtatgg aaacctacga aaaagaaaac tccttttcct ttggtaatgc atgtaaaatg    243780

     gggttcaaag ccttcgataa agtaactgat ttaatccctg ccaaatacgg tattaaaatc    243840

     ataggcaaat cacttacttt cacacgtaaa ttctcacaag gtatgactaa aactacttta    243900

     gttcttcacg aaggacaccg tttatggcat atgtacaacg aagtatcgaa cgaaaacaaa    243960

     gaatcactcc caatgattac caaagaagcc ttagaaatgt ataccaaaga catcgatcgc    244020

     gacctagcca aactcgacgc tgactacaaa gaccaagaaa agaaattaga agaatataac    244080

     gctcgtaata gtgaagataa tttaacacaa gaacatagaa aatcagaaaa cattattgaa    244140

     aatattaata aagatagaaa ttctgtcatc aacgaatacg aaaaaataac cgaagaatta    244200

     gaactcaaaa gacaacaaat aactgacgaa atcaaaaacg aacaaccaaa aataatacaa    244260

     caagaacaac tagaaataaa attagaaccc ataaacgaag aaataaatac catcaaagaa    244320

     gaactaaaac ttcaaaaccc taactacgca aaagtccaaa aaagaatcaa acaaactaat    244380

     caaaacaaaa tcccagaatt aatttctatc ccagtataaa aaaaactttt tctttaatat    244440

     taatcaaata aagttgtata atagtagtaa ttaattattt tcaaagataa tatcaattac    244500

     tactattatc ggaaaggcta tgaaataatg aattttttta aaaaacattg gatcgttatt    244560

     ttaattataa ccgttttagt tatttctttt attattggaa tttttgaagg tctttacaaa    244620

     accaaacaag aaaaaacaaa tatcaaatta tcatgaagaa ttagataaca atccaaaaat    244680

     aaataatcca ccaagaacca aacgcgaaat agaaacacca aaatctaaaa ttaaaataac    244740

     taaagaaaaa tttgatataa taaaaaatta tattttatca gaaaatgaaa acgaagtttt    244800

     aacaataaat gatctttcta aatgatcttt ctcaagaaga aaaaaacgaa attgacaaaa    244860

     taaaaaatag ttggaaatta tgtttataat tacaaaaaga tagacaaaaa ataatattag    244920

     aatatcaaaa agaatgcgac ggttataata aacaaataag tgaacttaat ccccaagatg    244980

     gatttgataa aataaaatca ttaactgaac aactccaacg cgccgaaaaa gaaaaaaaca    245040

     gattacaaaa gaattatgat aaaatgttgt ttgaatataa aaacgaattt tctattaaac    245100

     ttaactccct ctacgaaatc aacccaaatg aggggtaaaa aaaaggagat ttaattaatg    245160

     ttaaaactaa aaaatcaatt taaaataatt agtatttatt tatttgtatt tataggttta    245220

     ttatttatta atatgaatca agttattgcg atgaataata ataacgttgg aacaagcgag    245280

     catgtttata attctttaga agaatataga aattatcaaa atttattagt ttctcaacaa    245340

     acaaaagcac aagaagttat taatgctttg gaacatcaag tatcagaaac agaaaaaaaa    245400

     cttttatttg atcaactaga attaatacat caacaaatta ttataactca acaaagacac    245460

     ttagatattc aacaacaaat aactataaat ttaattttaa ataatgaaat aacagaatta    245520

     gaaaatctac attcctcatt aatgcaagaa atgacaacaa ttatcaataa catgcctctt    245580

     tatgtttcag aagaacaaat taatctttta agaaatacac aaattagaat aaatcaaaat    245640

     caaaacaata taaatacaat attagaacaa ataagaaatc aatcacctat gcctcgaatt    245700

     aatttatctc gtaatcgttc ttctcaaaga cgttaaaata attaattttt taaattacaa    245760

     attcaacaca aagattactg ccttggtcgt acaagagcgg atgactccaa cttttaacta    245820

     accgaattca accttcactt taatcctgtt atctgtagtt tatccatttt taaagataaa    245880

     cgcaataacg ataaattaaa agaagccaaa tatattaaaa gagccaattc taaatggtga    245940

     taaaatttaa caatttccaa tatgttaaaa tttaaggaat aaaacaatta aaggagattt    246000

     aattaatgtt aaaattaaaa aaccaattga acctaattta tctttattta ataactttta    246060

     taggattatc atttattttg aacaataatc aagtaatggc aatggaaaac aataatttat    246120

     tagattcaag agcatcagag gaacatttat gtctaataaa caataagatt tggagtttgt    246180

     ccgtaaaaaa acaagaatta tttatgttat ctgcatctaa cggagatcaa aaaactaaat    246240

     ctatattaaa taaaagatat tttcgttata taaatatgat taaaaatcta gaacaacaaa    246300

     gaaatacaat tatcaataga ggttattata ataacccaat tttataccat ttaataaacg    246360

     attttaatca acaattaaca aaattaaata taaattatta aaataataaa taatacatac    246420

     aaaaattaaa taaattccca aaagaccctc cctagggtct ttttctttta tccaaacaac    246480

     aaaatacatc catcgttaag gccataaact aaaaaccaaa ggaggcaaac aaatcatgat    246540

     taaaaccaaa cctttaaaaa agtttttata accctttctt tattaatcac tattttattc    246600

     attaaaccta ttttcgccca taattatttt cgcaaacaaa caaaatctaa aatcaaactc    246660

     gccgactacc aaacccttca acaagaatgg ttaaaaaccc aaccaaaaat gaaaagatat    246720

     gacatcaatg ttctagatag aggatatatc cctaacatct taaactattt taatcttcaa    246780

     tgcaatggtt ttataaatcc gaatatacct agttataaca gttatcaagg aattaaactc    246840

     tattggtacc taaaaaaccc tccttcaggc cttttaggag tctattttaa acatcgtcct    246900

     aatcctttta atatccaata tcctgcttat gaagattaca aatacacctt agaagatctc    246960

     ctcaaaaacg aaatcgccat cgaagaagcc tttatcttct gggatgccaa acaaaaacct    247020

     aacaaagata aacctaatat aaaaattaat agtatcaata tcttcgtcgg tcaaaataaa    247080

     gaagaaataa ttaatcaaca acaacattat caaaaaaccc aaactcatca aattaggatg    247140

     ttgcaacatc acacctaata cttgtttagt ggcaccttta acatcaaaaa ctttccatga    247200

     aattgatatt gacgctattt attttgatga tgggattcgc atcgtgaaac ctcaacaaag    247260

     aaacatcgaa gatctcttaa aactttccaa tggcgctaaa aacatctatc ttttcgcctt    247320

     caacattgaa aaaagagtaa tccacattaa ccttccagac tctcttaatc cctaccaagc    247380

     tatccgagat tggaaaagag ccaacaaatt atacgcttat gaaggaaaat ataacagaag    247440

     atctgcaagc ggcaatgaaa cattcatttc atttactatt aatttagtag aaaatatttt    247500

     tgaaactgaa gataaaatat atcggattac ttgtagtgat acacaaccaa aaaaagatat    247560

     tttaatggac tatcaaccag attttattaa atggctaaaa caatgttata tcaaatatgg    247620

     ctgtacctac caaggagaag caattagaaa caaattaggt cgttcatcta gaacccttta    247680

     tgatgaaaat ggtaataccc attattataa atatgaagaa ggttggagat atgatgattg    247740

     gtatatcgac ggaaacgatt gttgttctgg tggtgatcgt tggcaaacaa gaacttatta    247800

     tcaattctta gacacaaccc gaccgcctaa aaaaccagat atcctcgaat attgtaggcg    247860

     attaaagaac cattaaaaaa aataccaact tttaagttgg tttccttatt gtttctaaat    247920

     actaaaaaat atttttctta ttaaataata aaaaaggaga ttaaaatggc gagaaattac    247980

     agacgttctt atttcagtaa aaaaactttt agaagaaatt ggattttacc tacattaggc    248040

     attgttattc ctttagttag tcttaaagaa tttttaaaaa agtgtctaaa gctttggaac    248100

     agttcaaaaa tcgctttttg aggttttaaa taaaaataga gaacaccact tcctaaaaaa    248160

     ggtttatagt aggtgttaaa ttttttagtt aaataacaaa cttttaccct tttccaaagc    248220

     gaattaataa ataattaatt acctacaata atttgccccc ccagtaaaat gaatatttta    248280

     gcccaaactg taaaaaaagt ttggtttttt tgttgaaatt tcataacaaa aaacaaaata    248340

     taaaaaaata attcattaac tataaaataa taaaacatca tttataattc cccacctcaa    248400

     actatttact tagtttgggt tttttatatc caaataacta aacataaaca aaaaacattc    248460

     cctaaactaa ctaaaattaa aagaaaatca ctaaaacact tgactatttc atcttttttt    248520

     tataaaatat tattgatggt aaaacagatg tagctaaaat aattaaacca atcccttgcc    248580

     ttttagaggc ttttccaagt aattctttgc tgtttaagaa agaaaagaaa gcagttgatt    248640

     attaattatt ttagttacac aaacttacct taaaaaagga gagtttacaa atgtcacgtt    248700

     atacaggttc gctttggaaa gtttcaagac gccttaatta ttcggtttca gaaactggaa    248760

     aagaattgca caaaagagct tatggtccag gacaacacgg tcaaaaaaaa gttaaattaa    248820

     gtgattatgg ttttcaattg caagaaaaac aaaaattacg tttcacttac ggcgtatcag    248880

     aaaagcaatt tcgcaaaact tttgataatg caagtaaact aaaagggatt catggtgaaa    248940

     tgtttttagt actattagaa tctcgtcttg ataacgtagt ttatcgttta ggatttgcca    249000

     aaacaagagc tcaagcaaga caattagtta atcacggcca tattttagta gatggaaaaa    249060

     aagtagatat tgcttcttat cgtttaaaac cagggcaaac agttacttta agagaaaaat    249120

     ctaaaaatct aaatattgta caagaagctt taaatagtaa gtttgttcgc gcagattatg    249180

     tttctttaga taaagaatta gtgggtaaat atgtaagata ccctcaaaga aacgaatttt    249240

     taccagatat taacgaacag ttaatagttg aatattataa tagataactt aaacgccctt    249300

     taattagggt gtttttttgt gtatttggaa tatataaaat agtagttaat tagttgtcat    249360

     tatataatga aaggcaacca aaactaattt attattaata aatcgataat taagataact    249420

     cattacataa aataataatt ataaaacaaa atataatagc ataagataaa ctaacaaaaa    249480

     accaaccatc ataaaattat tgtctataat gaacatagct ttttataata taatattttt    249540

     gtaaactaat atcatttatt taacattttg ccctaattat caattattaa agtttcagtt    249600

     ttaattgctt ttgatcaact ttaactttta aaaatctcaa aaaaaggaat tgtttaatat    249660

     gaaaaaagta aatttgaaac gccaagaaac aattgatttt ttaaaaacta tgagtcaaaa    249720

     atcccaagaa aaaactttac aaacccttaa ttcttctttg aaaggattag atcaaaaaca    249780

     agtaatgttg catcaaagtt tgtatggtaa aaatatttta tcccaagaaa ctaaaaccag    249840

     ttttactaaa caattgctcc aaattgcaat tactcctttt aatattgttt tattaatttt    249900

     aactcttatt tctttgttta atgatgttct tactcccagt caagaaaata gaagttattc    249960

     taccgttata acaactattt taatgttttt gggttctgta attgtccaat ttagtcaaga    250020

     aagcaaacat ttaaaaatta cttctcaatt aaaaactttg gtacaaaaca caactgcagt    250080

     caaacgcaat aattttaaaa tggaaattgc tttagaagaa gtagtaagag gagatattgt    250140

     tattctttcg gcaggagatg ttattccagc tgatattaaa ttattagaaa ccaaagattt    250200

     ttttgtaaaa acaacaactt ttactggtga atcagaaccg gtagaaaaaa tggcatgttc    250260

     ttttttacaa agtgaaacaa ttttagatga tcctaaatta gttttggcag gttcaactgt    250320

     tatttctggt tatgctacag gtattgtttt agtcaccggc aaagacactt atttaggcaa    250380

     tatcagccag gaaattacta aaaaaaaatc cctttcacac ttagatcaaa gcattaatac    250440

     cattgctaaa ttgcttatga tatgtatttg tttaatggca cctttagtat ttttattcaa    250500

     tttttacaaa cctcaaaata cttttttaca atcattcctt tttgctctta ccattgcttt    250560

     tggacttact cccaaaatgc ttcccttaat tgttgctact tctttttcta aaggaattgt    250620

     tgctttatct aagcgcaaag taattgttaa aaacctaaat gctatttcta gttttggagc    250680

     aatgaatatt ttatttactg acaaaacagg aacccttact gaagaccaaa tctttttgga    250740

     aaatttctta gaccttaacg gcaacgaaga tatacgcgtt ttgcgtcatg cctatctgaa    250800

     tagttttttt caaacagggc ttaaaagttt aattgataaa gccatcatta ccaaaacaaa    250860

     taatgccaaa actctacatc cttctttaca aggaattact gcacaattta ccaaaattga    250920

     tgaaattcct tttgatttta aaagaagaaa aatgagtgta gtaatacaag atgcctcaca    250980

     aaaacaacaa atgattacta aaggagcaat tgaagaaata ctttctattt gtgatcatgt    251040

     agaacttgaa ggcaaagttg ttcctttgag tgaccaaagc aaacaaatag tccttcaaca    251100

     aaccataact tacaatcaaa aaggttatcg cgtagttgga gtagcccaaa aacttatctc    251160

     aaatcccaag caacaacctt gttttactcc tggacaaatt gaagaaaaat caatggttct    251220

     aatcggattg cttacttttt tagatcccat taaagaaagt tcaacccaaa caatttcttc    251280

     tttgcaacaa aaaggtatta tcgttaaaat ccttacagga gacaacgata ttcttactaa    251340

     agctattgcc caaaaattaa atattcaaac aacttattgt cttcaaggga gtgttgttga    251400

     taatttaagc gatgatgctc tttacgaagc ttctcaaaaa accaatctct ttactaaatt    251460

     atcccccgaa caaaaagcaa gaattgtatc tgttttcaaa caaaaaggca atatcgttgc    251520

     ttttatggga gacggcatta atgatgcttc tgccatgaag caagctaatt taggtatttg    251580

     tgtcgatagt ggtgctgaaa ttactaaaga aattgcagat attattttat tagaaaaaca    251640

     acttaccgtt ttagaacaag gagttttaga aggaagaaaa acctatacta acgcccttaa    251700

     atacattaaa tttactctat cgtctaattt tgccaattct ctcagtattt tacttgctag    251760

     tttatgcctt aattttcaac ctatgatagt tttacaagtt ttatttttag accttatata    251820

     tgatttgatt tgttttgcta ttccttttga taatgttgat gatttttatt tacaaaaacc    251880

     atgtaaatgg gattttgcaa gcattaaaag ttttatgtta tggtttggtt tttgttcttt    251940

     cttgttggat tttgcttttt taattggaat gaaatttctt ttaaaaaact tatcccaaaa    252000

     cgatcgatta ttccaaacta gttggtttat tttttcaatg tggtcacaaa cattaaccat    252060

     tttcttactg agaactgaca aaattattgc taaaaacaat caaaaaaacc ttccctcttt    252120

     ccttattatg gtatgttgtt gtctaggttt gataattact actttccttc ctttaatacc    252180

     tattgtaagt caagcgcttc atttagatca atcaattttt gaaaaaacta caattttccc    252240

     ctttttgtta tttttagtag ttatttattc attagttatg atatgggcta aaaaaatatt    252300

     tattcaaaaa cacaaacaat tattataagt tgtattgatt aattttgtta ttttttacct    252360

     ttgtattatt ttattatttc aaaataaaaa tggtttgctt tggttttttg tttgtcaaaa    252420

     attaattata aattgattgt tttgctttct aacatccccc ccctttatcg ccttccaatt    252480

     tttttcaatt tatcgataat catttttgaa aggaatttct atgtttggta cttccccttt    252540

     atggacagtt tttttgtttt tgtgcatctt tatttttttt cattttttct tacgcaaata    252600

     tcaagtttta aatattgtat ttttattttt gctgttattt tcctttgttt atggtttgaa    252660

     aagctaccac gatacttttg ttgaacctat ttttaaaaga tatcttagtt tagacatttc    252720

     taaaaacatt tatgattgtt tattaaattt tattctaact agtattatca tcatcaaagc    252780

     tccttattta agagttgttt ttaataattg gtctaaacat tggaatatca aacgaaaaaa    252840

     cttttttatg ggtggagata atactcaaaa agaaattatt aaagctactt tagaacttgc    252900

     ttcgcgcaaa ataggagcct taattacgat tgaaaaaaat aatactttgg aacaatacgc    252960

     tcaaaaagct atcttaattg atggcaatgt ttctaaagaa ttgttgttaa acatctttgc    253020

     tcccaacacc cctttacatg atggagcagt tattattaga ggagacaaaa ttttgtgtgc    253080

     tagtgcctat tttaccttgt cttcatcagc tgattactta gataaaaaaa ctggttcgcg    253140

     ccaccgtgca gctttgggaa ttagcgaaac tacggatagc atgacaattg ttgtctccga    253200

     ggaaacagga aatatttcta ttgctttaga agggatgatg tttcaaacta acgaacaaga    253260

     aaaacttcaa gaatatttgg ctatttttat gaattaatta aaataaaaat taaaaataaa    253320

     taaaatataa cccaatttta taaaataaaa taatccctac taacctcaaa ccccaaataa    253380

     accgaaaagg aaacaaataa atgaataaac gaaaattagg catcgtagtt gattctactt    253440

     gcggaaatac ttatggaaaa aacttttttg aagatatttc agtagtgcct ttaacattaa    253500

     ttgttggaga aactagctat atggatggta ctattgacaa cactacttta ctaaatttta    253560

     ttgaaaacaa acaaaaagta actaccagcc aacccaatcc agagcttttt attaaagctt    253620

     ttcaggaaca attcgactta ggatataaac acgttatttg tttaacttta tccagtaaac    253680

     taagtggcac tcataatagt gctcttttag ctaaaaaaat gcttaaaaat cccaatatta    253740

     ctgttattga tactcaaaat attggccctg gagtttattt tttcttacaa agaattaatg    253800

     attggcttac tcaaaaacct gatgtttgcc cccaaacaat cactgataaa attaatgaag    253860

     aaaagctaaa aggttttttg ttatgtacta ttaataattt aaaaatattg gcttataatg    253920

     ggcgtatctc taaatttaga tttttaattg gtaacctttt gaaaatacac cccattttaa    253980

     aatttcaaca aggagtttta tcaatcgaaa aaaaagtaag aaacttaaaa aactgtttta    254040

     actattgtct taaaaaaata ttagaacaca aaaccacaaa taataaactt gatattcaag    254100

     ttatttatgt agatgatgac aaagatgcca aaaaactttt agcacaaatc acaaacttag    254160

     caaatcctca aattaaagtt actctttatg gtgctatttc tcctgtagtg gcggctcata    254220

     ttggctataa aggatttgga ttttatctta acgaaattac agattaactt ataattgcat    254280

     atttttttaa tcccggtttt tgttaaaaca atctttttat cccaaaaatt ttcaaaattt    254340

     gccttataaa aaacacttaa ataatctttt tgattatctt tttagctatt ttaagataca    254400

     atataatgta actatatatt tagttacatt atatttttat atccttgatg ttagaaagaa    254460

     ccaaaaaaag tgcctacatt ttaccaaaga aaaaaaattt ttttcaaaat acttttggtt    254520

     ttagtattat ttttttttat tacaaccata gcttatgcta tagaagattg gcataaatta    254580

     aaaagtgata gtaattttgg attaaaaatt gctgctcctg cagaattgtt agtttccaac    254640

     cccgcagatc ttcacgacac caataaaaaa tttttagttc ctaaagagca tagtttttta    254700

     atgacaacag aacaaacaga tagagttatt tttgaacaag aagccactct aaaaactcaa    254760

     aatgacaaat taacttttat aaaaggaaaa aatattaaac tagatattaa ttattttttt    254820

     gaaaaccttg atttaaacga acaattaaaa aaaattttta atgttcagat tttttggaaa    254880

     tacaaagaac aaccccaaca aagttttgtt ccttatgaca ataaaaacaa accagttatt    254940

     attgatacaa acggtaattt aaaaaaaatt atttttcaat ttaccattta tgcttctgaa    255000

     gtttttcctt ctgaatacgt aactaaagaa aaaaaattgc atataaaata tagaatagaa    255060

     aaaacataat gttgttttga tatttttatt atttgttatt tgcaagtaat aactattttt    255120

     aattttaagc tcctttaaaa ttttaaatta tataaattgc ttatttattt caatacttaa    255180

     tttttcaaat aagcgaagac cgtatcagca cggtcttttc ttttttcttg atatttattt    255240

     tagaaaaaga ttaatttatt acaaaaaaat ttatattaat aaaataaaat cctaaaatta    255300

     ttattttttt tataaaatga attgatgaaa aaacattttt ttgtgtcttt tggtaacgtt    255360

     ctttaatgat aaaaatttct tttagtaaaa taatttctat ttcaaacatc ctaaaaatat    255420

     ggaaactgtc tcacaaacgc caaattgaaa tctttcataa agccttaatt atggcaatta    255480

     ttaatgttac ttctgattct ttttcatatg gcaaccaaca ttttgccact caaaaagcag    255540

     ttaaacatgc tctttgttgt ctcaaagaag gtgctgatat ccttgatatt ggatgcgaat    255600

     ttactcgccc aggagcaact ctaattactc ctttagaaga acaaaaaccc attttgcatg    255660

     ttattaaaga attatcgcac caccccaaag ccattatctc tgtttatact tatcattttc    255720

     aaattgctaa attagccatt aaatcaggag ctcatattat caatgatgtt tagtggattt    255780

     caacaaaatc atcaaatggc aaaaacaatt gctgcattaa atgaaggcgt ttgcattatt    255840

     catacaggca gaactcacaa aaacctttct aataaattgc aagaccaatt ttatttttaa    255900

     atcattcctt acaaattgcc aaacaagctc aaattgcaac agaggaaata gtgatgaatc    255960

     cttgatttat ttttttaaaa aatattgatg aaaactttga tattataaaa gattttgaat    256020

     aattaactaa aatgggaatg acctatattg gtaggtcttt ctcgcaaaag atttttccaa    256080

     gctataatta aaactgaagg cattttgtaa gtataatctt tagaagccat tactgatgct    256140

     gctctaattt tttgttaaga actaaagggg cttcgatttt ttgagtgcat aatgtcaaaa    256200

     ttaatcaaaa tagtttgctt ttgagatata ctttaatgaa aaaatataaa tattattata    256260

     aatatatttt aaaaattatc acttttaaaa gaatgaaaaa aattaatttt ttcaacataa    256320

     aaaacgtaaa caaaacacat tcttaaaaaa ggaatttatt acttgtcaaa cttattaaat    256380

     atttttcaaa aacaaatatt ttgccaattt tgtttacaat tatacacaag taaagaaccc    256440

     acaaaacaaa tgattaattc gcatcctaaa tgcgaagttt tgaaagtttt tactttgtat    256500

     gaaacttttc cttgtaaaaa aaacatacta acctttattt ttaaaagctg cttttctaat    256560

     caaaactacc ttatcccttt tactttttta gttttttatt atctgtaaaa atgaagctca    256620

     aaataaaaca catggaatta ttggttccac ttactattga tttagatatt ttgttttttg    256680

     gtaatcacac ttgtaaaaat cctaaattaa ctattcctca tccatatatg ttagaaagaa    256740

     tttttgtcct tactttttta gcagatattt tgcctaacca aataacacaa accaaaacta    256800

     ttttagaatg gaaaaaccaa ttagatcaaa atgcagttaa aataattgaa aataatcaat    256860

     ggtattaacc ttttttaaaa aatttctaac tgtttcattt ttagacaact taattattta    256920

     aaaatatcat ttattaatgt aaaaataaaa ttataaaaag gaaattatat gaacatttta    256980

     tcaatcgaaa ctagttgtga tgaaacgagt tgtgcagtta ctcaaaatgg taaaaaagta    257040

     ctttctaatg tagttttttc gcaaattaaa gatcatcaaa tttttggtgg agtagtccct    257100

     gaaatagctt ctagaaacat attcaattta tgaccttggc attacaacaa acccttaaag    257160

     aagcacatct cacaccccaa gaaattgatt tagtagcagt tactcaagga cctggtttag    257220

     tgggttcgtt gttagtgggc attaacgccg ctaatgtttt cgcctacact tataaaaagc    257280

     ctcttttggg agtaaatcat ttattagggc atatctattc tgctcaaatt gaacatgaaa    257340

     ttaaatttcc tgccttagta cttttagttt ctggaggcca caccgatctt ttttatctta    257400

     cggatcatct ccaaatcaaa cctttgggta ctactattga tgatgcagta ggagaagttt    257460

     atgataaaat tgctaaaaac cttaatttgc cttatcctgg aggacctttg attgatcaat    257520

     tagcccaaca aggaaaagac acttatcatc tggtacgtcc ttatttaaaa aatgacaatc    257580

     ttaattttag tttttcagga ttaaaaagta ctttggtaaa tttagtgatg aagcaaaacc    257640

     taaaagatat caatattcct gatttatgcg cttcttttca aaccagcgtt attaatgttt    257700

     tgtgtgaaaa aaccaaaaga gctttaacca aatatcatgt taaacaatta attgttgttg    257760

     gtggagttgc ttctaattct ggtttaagac aaaagtttat gacatctttt tctaacttgg    257820

     aagttatttt tcctagttta caatattgta ctgatcaagc tgctatgata ggaattgcgg    257880

     cttattatca gaatcaaatt accaaagctt ctaaaaaata tgatcttacg gcaaaaccta    257940

     acttgttttt ttgatttttg ataactctcc tttgaatata atgaaaaaaa gattcctaaa    258000

     agggaatctt ttattttttt taccttttgt ttggttgttg gtggtatttg ctttttcttt    258060

     attgtttatt tcaaaattgt tctttttctt cttctttcaa agcataaact tcactttgat    258120

     taagggtgtc ttttttttct aataaagcct gatttatttt tccactaatg ctttattttt    258180

     tctaaaatat ttttaacttc ttgataacat acatcaacta tttttttaaa tattttacct    258240

     ttatactata tagttaggta aaaaaagtta aaattccgtt aagaaaatgc aattatattt    258300

     ttttacataa ctgtgttatt ttggttaaaa aaatgtgcaa aaataacttt ttttcaaggc    258360

     taaaaattaa aaaaataatt tatataagac tttagtaata ttgataaggg atgaataatt    258420

     taatttaact aaaatccatt gattgttcca aaatttaggg aaataattga ttattttttt    258480

     aatttttcgt gtgatttttg aaataaaaaa tatgttgatg ttgtaagata gttttcattt    258540

     gatcgaaaag gatttcaatt acgtctttat tacattgatt agcttttctc gacatgctga    258600

     ttaaaaaacc ttttttattt agtgcctacc taattaactt ttttgttttt tctgattgag    258660

     tatttcatca ttatctttat agcatctttt ggagtttttt ctttttgtta taagttgcat    258720

     cccaagactt gcctgattga ggaggtcaat ttattaattt attttcttct gtgctgtttg    258780

     ctcattaatc tgtatatcat gattgttttc cttgcaattt tttatataaa aaaagagact    258840

     taaaaagtct cttttgggat tatttcatta tttaaaaaaa catttttact ttttttcaat    258900

     caattttttc taaattgcgt tctgcctggg ttttagttaa gtagttagga attaataaat    258960

     ggggattgga aacaattttt gcaaattcct tgatggtgcg caaatctatt ttgatagcag    259020

     ttggctcaat taataaatga ttaggaaaag atttcaagaa attactctca aatctacctt    259080

     cggttaagca aatgtggttg tctttgaggc ttaaagcaaa aaaagcatta cttctagcat    259140

     caattaaggg agtaagcgaa gcataagaat aaccactaga taaaagcaat agactgctta    259200

     tttggtataa aggtattttc aagttgaagg ctaacatttt ggctgtaaga actgctacac    259260

     gagtgccagt ataagaacca gggcccacac caactattaa agcatctaag ttgtttatac    259320

     ctaaattatt ttcttgtaag acgctttcaa ttgaaggaat catgtaagga acataatcgt    259380

     ttttgccaag gcgggatttg aaagtagtaa tttttccttg gatgactaaa ataactattt    259440

     ggcttttggt tgcattatct agaattaaaa tgtttttgtg attcattgtt ttatcgcttt    259500

     caaaagtttg tttggaaaat tataaaaaaa attaaaggtt gatttttggt ataagtattt    259560

     ttcatatcat tttttaatta tttattttta ttatcgaggt tgtcattttg atatatagta    259620

     atttttcttt tagtttcatt taaaaatgtc atttctacta aaaaagcaaa atcaggaaaa    259680

     aggtaactgc aattttgaaa atattctact ataacaaaat cttgataagt aaggtcttct    259740

     aatagttctt ctaaaaattc aggttcaagg tttgtgcgat ataaatcaag atgacaaata    259800

     gtgtgtaatt tgttcttgta ggttttagaa atgacataag taggactaca aatgttttga    259860

     aggatagcga aacttttaat aaagccctta gtaaagatag tttttccaca acccaaagat    259920

     ccttgcaata aaatgattgt tttgctttgt ttttcttttg gagtgtttct tttttgattg    259980

     acgatttttt ttcctaaatt gtagcctaat atttggcttt cttttggggt gttagtaatt    260040

     gcttctaaat atattttggt tttcatgtac gttttagacc tttaattatg atattaaaat    260100

     aataatgata agtcatttgt tcttttgttt tttttttttt taatgttggt ttaaaattaa    260160

     ttttctacga catctatatc aagtacttct tttttgacaa ctgctactga aactgcttta    260220

     tgacctgttt ttaatttgat gatgcgtgtt ccttgtgtag ctttgttttt ggttttggtg    260280

     atttggtcaa ttgcaactct tactacttgt cctttgtcag aagaaacaat aagatcatct    260340

     gaaggtagga ctacttgtag tgttataagt cttccttttt gatcgtttac tttgatagtt    260400

     ttagagcctt tgccactacg cgcttgaatg cggtattggt tgacattggt gatttttcca    260460

     aagccgtttt cagtcattac taaaatgttt tgttctttgg aatcaacatc aaataaagca    260520

     gctcctacta agaattcatc acttccaaga cgcatcccaa ttacacccat actgttgcga    260580

     ctaatgcttt taattttggt ttcgcaaaaa caaatagcat tgccattgtt agatgctaga    260640

     atgatgtttt taatgcctgt ggtttttttt actgtaagga cttcatcgtt ttcttttagt    260700

     ctaattgcga taagtcctct tttggaaatg tgactgtatt ctttgagagg tgtttttttt    260760

     actatacctt ttttggtagc aaagaataag taatcttggg attgatcaaa gtttttaata    260820

     ctggtaaaag aagttaaaaa ttcgtctttt tcgaatggta agaaattaac aaggtggctt    260880

     cctttggatt gtctttgacc taaaggaatt tcgtagcctt tgagttgata gactttgcct    260940

     ttgttagtaa aaaataagtg ataatcgtga gtagaagtaa ttgctagatg ttcaatgaag    261000

     tcttcttcgt agattttcat accagaaacg ccttgtccgc ctcttttttg ttgtttgtaa    261060

     gtatcaatat ccatgctttt tatatagcct ttgttagtaa ttgtaataat gataggcttt    261120

     ttttcgatta ggtcttcgtc ttcaaagttt aggggagcat caaaattgag ggtagttttt    261180

     ctgtcatctt ggtatttttt tttcatttct agaagttctt tttctaaaat gcgttctttt    261240

     ttcttttggg aatcaatgat acttttacat tctaaaattt cttgagtgag gtttttttct    261300

     tcggtgataa gtttttgagt ttcttggtta gaaagtcttt gaaggctcat ttctaaaatg    261360

     gctttgcttt gtatttcgtc aaaattgtat ttttgcatta attttctttg ggcttctttg    261420

     acatctgtag aagttttgat gagtttaata gcaatttcga tgtcttctaa aatagtgata    261480

     agggccgtta ctaaatgttt tcttgcgctt gcttttttga gttcaaagct tttttgtcgg    261540

     ttaataactt cgatgcggaa attgaaaaaa gcttctaaga tttgttttaa agaaactaat    261600

     tggggagttt tcccaactaa ggcaaccata ttgattccaa aagaaattct taattgggaa    261660

     tgtttgtaga gtttgttaag aataattttg gcgttagcgt ctcttttaag ttcaattacg    261720

     attttcattc cttttcgact ggattcgtct ctaaggtctg tgattccttc tactattttg    261780

     ttcttaacta gaaaagcaat tttttcaatt agatcagttt tttttacttg ataaggaatt    261840

     tctgtaacaa taattgaagt ttttcctctt tcttctaaaa cgtgactttt agcctttaag    261900

     ataacagctc cttgtcctgt atgataagca ctttttaaac tttgtaagcc taaaagttca    261960

     ccaccagtag gaaaatcagg tcctttaata tgttgcatta actcatcaat agaaatgtct    262020

     ttattattaa tgtagttaat taaaccatca atgacttcgc ctaaattgtg agtagggatt    262080

     ttggtggcca ttcctactgc aattcctgta gctccattaa ttaataagtt gggaagagct    262140

     gttggaagta ctaatggttc tttttcagtt ccatcgtaat tatcaacaaa atcaattgtt    262200

     tctttgtcaa tgtttttgat tagttccatc gccatttttg ccattttaac ttcagtataa    262260

     cgcatagctg ctgctttgtc gccatcaatt gaaccaaagt ttccgtgacc gtctactaaa    262320

     ggataacggt aactaaaatc ttgagccatt cttaccatcg cctcataaat gcttgaatcg    262380

     ccatgaggat gatatttacc cataacatcc ccaactacac gagctgcttt tttgtagctt    262440

     gcgtgactgt agacgcctaa ttctttcata ctatataaaa tacgtctttg gactggtttt    262500

     aagccatctt taatgtctgg taaagctctt gatacaatta cgctcattgc ataacttaag    262560

     aaggattttt tcatctcttc acttaagttt acttcttgaa ttttgccatg atcgtggggt    262620

     ttgtggatgt tggcttcatt gttttgagtt ttatggtcgc tcatttttaa cctctttttt    262680

     aaatatatat atatatatat atataagttg ttatttaatg ttatagtttg ttagttttag    262740

     ttttattaaa atattttttt aattaaacgt ctaaatcagc ttctaaggct ttttctaaga    262800

     tgaagttttt tctcggtaag actttttctc ccattaacat gttaaaagtt tggtctgttt    262860

     ccattaaagc ttcttcatca cttaaagcat taagggcatc tttgagactt gctttgagaa    262920

     gagtacgatt ttctgggtcc atagttgttt cccaaagttg attaggattc atttctccaa    262980

     gtcctttgta tctttggaac ccatctttta agctgttttt atttgcaaaa gtttgtttgg    263040

     ttttttcatc gtaaaaatat tttggagttc cttttccttt ttggtatttg tataaaggag    263100

     ggcgagcaaa atagatatat cctttttcaa ttaattcgcg aaaatgtctg aaaaagaaag    263160

     ttaatagtaa agttcttatg tgggctccat caacatcggc atctgtcata attataattt    263220

     tgtgataacg gattttatct acattaaagt ctttgccttt accgatgtta attcctgcac    263280

     caattgcttg tattaaggat ttaatttctt tattggtaag aattttggca tctagacttt    263340

     tttccacatt aaggacttta ccacgcaaag gaaggatggc ttgaaaacgc gagtctcttc    263400

     cttgtttagc agaaccaccc gctgaatctc cttcgacaat gtatagttca gaaatatgag    263460

     ggtctttgct tctacaatca gctaatttgg aggcaaaacc taaagaatca aggggcttat    263520

     ttcttactac ttcacgagca cgtttagcag ctagacgggc atttgcagaa agaagacatt    263580

     tatcaattat tttccttgaa tcttggggat gttctaataa atatttttct aaaaattcgc    263640

     caaacaattg ggatgtaatt tgtcttactt cagtatttgc tagtttagct ttagtttgtc    263700

     cttcaaattg agggtcttga tgttttaaag aaataatagc agtaattcct tctaagatgt    263760

     cttcacttaa taaatgttca tcttttttta aaagattgaa ttccttagca tatttagaaa    263820

     taacacgggt tagggctaat ttaaaacctt cttcgtgagt tcctccttca tgagtaggaa    263880

     tattgttaac aaaagaaaag attttttggc tttgagtgta tctaggaata gtgtctttgt    263940

     cttctttttc ttctatttcg tttccttgtt cgtctttttt ggtaggacgg agttgggtag    264000

     tgtattcaaa gacaatttca aaagctagtt tttgagcttc tttttccaga taaaaaattt    264060

     cgtgaaaagg aatttgtttg tggctagtgt taataaaatc tatgtagtct tgtaatcctt    264120

     tttcatggca aaagttaaaa acagtttctt tttcgtatct tttgtcagca atttttaatt    264180

     taagaccttt gtttaaaaaa gacaattgtt gcattctttc tttgagagta tcaaagttat    264240

     aaatggtagt ttcttggaaa atttcggggt ctgataaaaa ttggatagta gttcctcttt    264300

     tgttagttcc cccaattact tccaaaggtg aaactgcaat tcctttttcg tatttttgaa    264360

     aatagatttg tttgttaagg cgaatttcta cagtaaacca attagaaaga gcatttacca    264420

     cagaggctcc tacaccatga agccctcctg aaaccttgta agaagaactg tcaaattttc    264480

     ctccagcatg aagagtagtt aagattgttt ctactgctgg ttttcctgtt ttggggtgaa    264540

     tatcaactgg gattcctcta ccattgtcag aaacactaat aatttctcca ggtaggattt    264600

     ctaaagtaat gttgttagcg tgtcctgcta aagcttcgtc aatggaattg tcaacaattt    264660

     cccagactaa atgatgaagt cctttttgag cagtcgaacc aatatacatt cctggtcttt    264720

     tgcgaactgc ttccaaacct tctaaaattt gaatactatc agcattgtaa tttttcaaaa    264780

     gaatagctcc ttttttgtaa atttataaaa tattaaaaat agattaaaga ttaaagaata    264840

     aaatttttaa aatatgcaaa acatgcaaaa aaagataaat aaaaaacttt tcaatagcaa    264900

     aatattaatt aatgaaaaat atttatcaat tattttttta attcattatt ttttggtaaa    264960

     atatttatta ttgtttttga taatttggat aaaaagatga tattttatac aacttaatca    265020

     caacatatta taacataaaa actagttatt ttgtgttttt tacaattagt gagtaaaaaa    265080

     tactctaaat tgactttttg agttataata gaagtaatag caatttcgtt ttgctatatt    265140

     aatattgtaa aaggaaggac aaacataaat gcaaatagta agcttaggca agaaattttt    265200

     tttatttttt agtttatttt taagtgtact ttttatttct ttatttgata tttatcaaat    265260

     agttggagca gtaacacaag tagacaaaac aactttaact actgaagata gtgaaggaaa    265320

     agttcctaaa gaagttgtaa aagaaaccaa taatggtgct aaaactgaaa catctcctga    265380

     aggaaacaaa gtaacagcac aaactttagg agaaaataat gcagttacta aaactgaatt    265440

     aaatactgaa ggaattaaaa ccacagttaa aacttttgga gaaggtgacg cagttgtccc    265500

     aacagttgaa aaactacaag aacaagaaaa aaaagaaaaa gataaaacca aagataaaga    265560

     acaatctaaa ttcttacttt gttttttagc ggtattagta gtattatcag tttctgcagg    265620

     atttctttat tctaataaac aaaaacaagc taataaataa aaactttaaa caattatata    265680

     atttataaat taaactgcct taattggtaa tttttttaag aagtttatat tcaagataaa    265740

     agaagataaa atatttttag taaatttttg aatctcatta tcattaatta taaatgatga    265800

     aaaaaattat aatttttatt tcttttttta cgttataata tagttaatag taagtcatta    265860

     atctcttaat atttgctatt tttattaaaa ataaaaaaga agaaaaggtg tggcacacta    265920

     caaatacaaa aaataattta agtaagaaga gtagaactct tttagttttt agttttttta    265980

     tttttagttg gtttattttt atttttaata tgagtaatat taatattagg gcatattgag    266040

     acaaagatac agaagctaat cgagttgtac aagaattatt agacctagat attaatgttg    266100

     aattggctaa atgagtccaa taatcagata aagaagtcgt taaagataaa attaacaaag    266160

     attaattaat tacaactgca aaatgtttac aacaagttaa agataaagtt gcaggttttg    266220

     cataataagt taaaaaaatc ttttgttaca aaagaattaa cttaagtatt caaaaataca    266280

     gaagttcaaa cagcagttaa tgcaaaatta gctcaagcta ttaaagctgc tgttaaaaat    266340

     tatttgatga aaggtaattg ctttagttaa taaggtgttc caaaagttta gacacttttt    266400

     tgttttttaa aaaacaaaaa gaatttagaa atactagatc aattaattaa atttcattca    266460

     caattagtga cattagtcaa aaaattagtt aagcaattta aatattatca tctaatttta    266520

     attaaagaag aaaaatagat acaaccccaa ttgggataaa atatttaata ctcatcaatt    266580

     atggttaaaa aagttaatca tattttttta aatcaactaa caaaaaaatt aagtccaaaa    266640

     ggtatttcag attatccact taaatttttg tattccttta gtaaatatta actaagatga    266700

     tacaaagttt tataccaact ccaaaatcac tgaacaactt catttaaaaa taacacaaat    266760

     caaaaacatt aaaaacgtca ctattaaaaa aatatataga agagaaataa aattatgtca    266820

     agctatgtca agcaaagtct aattaattgg tcatctaaac caagatttag aaaaacaata    266880

     cattaacagc aataatgaac aaatacccaa aattgattta caattagctg ttaatatcaa    266940

     agatataacc caatttatcc catgcgtagt ttttagaaac caaactgaaa acatggataa    267000

     atatttacat aaaggttcta aaatttgccc taaaggaaca atttctatcc aaaaaaatac    267060

     taaagtgatt attaataata taatcttttt agacaataaa tctaaagaaa ttttatcttt    267120

     taactggaaa aataaatatt aaaaaaccga aaaaatgaca tataagatta aattataatt    267180

     atttttttac gtaaattatg cttttttata aaaaaatata gaaaaatata acccttttct    267240

     cttcatctcg atatttaatt aaaaagtgtc atattattat gtaataataa taaaaatact    267300

     attattaaat tatggatata attaacatct cagtaaaaaa attaaaatat tcacctaata    267360

     attataacac ccacagataa tcttcaaact gagataaagc cccaaaatgg cacctagaaa    267420

     aagaatcaaa aaaaatctta tcaaaaattt tacaaaaaac acaatagaag taaaaaaata    267480

     aaggaatttt taaataatga agaaattaaa aaatataaat attttattat ttatttgttt    267540

     aggattgtta ttaattatta ttaaaaaaaa tcatatgctt ttcctggaat tactttagaa    267600

     gcaagaaagt ctcaattaga agagattaaa atcgaacttg agtcacaagg aatagtttta    267660

     ttacaagaat taagaaatat tacaaacaat aatggaatag aaaatattca agatattcat    267720

     atgaggttaa ataataatca aacacaactt cttgcaacaa taatggaaat aaataatata    267780

     acagaacaat tgaaaaacac acaaattaat taaattaatc ctaatatcca attctaaaaa    267840

     caacaaaaca catttacaat atgacatgaa atattgcata attcccaatt tgaatgtaaa    267900

     gttttcaacc tccactttaa ctgtatccat aaaaattttg tccatcttta aaaaacataa    267960

     ttatgacaaa tctatatgtt aataaaaaaa taaaaggaga atttaataaa tgtttaaatt    268020

     tcaaaatcaa tttaaaagaa taactatttg tttatttatt ttcttagggt tatttttaat    268080

     taattgttat ccagttatgg cgataaataa tttaaatgat gaaaattcaa taaataatga    268140

     aattaataaa ctttatttag aacaaaaaga attatctaaa aaacttaaaa aaattcatat    268200

     ttatcattta agtggtgata taaaattaaa aaaaattaga taatttagat caaataatca    268260

     aaaaacttta tcaaagactt tctgacataa atcttttaaa gtatataaat gaacaaattt    268320

     ggaattattc atatgaacga aatcaagtag cgaacaaaat tttaagtcat ttttttcaag    268380

     accccactac aatacaagaa cttaatttaa atcatcaaaa attaataaaa aaaattaata    268440

     atctaagtca aaaatatatt aatttacaat ataaattaaa ttgttgtgaa taaataaaca    268500

     attctcctta tcgcccttcg acttctttta cgaaattacc tcaaccgaat gataaaacaa    268560

     aaaaggggat ttaattaatg attaacttac aaaaacaatt aaaaataata attatttatt    268620

     ttaaatataa agactcaaat tattttttta taaaaaaaat aaaaatttca aaataaaaaa    268680

     agtataaatt tttttgtttt cacttttgta cttattaaaa aaagaggaaa ataaagtttt    268740

     atgaaaatta caagtttaat taattttaat caatttaaaa aaaaatcatt tttactttta    268800

     tttttacttt tatttgtgca ttttatttat aatacaaaaa attttgtaaa agctatggaa    268860

     acaagacaaa atgaaaatag caaaaatatt attcatttaa acttaaatga tgaactacaa    268920

     gaatccgaaa tatttcaatt taataatgct tttaatgata ttgatggttt aaataaaaca    268980

     ttaaaaaaat ttaaaataaa attaaataat gaattaaata taaattcttt aagtgaaata    269040

     aaagaaaaat ttaatggttt tcgaatgaac tttttcatta aattaaattt tttatggtat    269100

     atatattcca aacacgaaaa tcatgctcat atattgtata ctaattatgc ttcggatgtt    269160

     gataatatgg gtaatttgtt tcttgtgcct tcttttcaac gtaatcatta cataagtttg    269220

     ggtgataaaa taaaattaat agacgataca ttcatgatgc aaaataacga tagaatagaa    269280

     atttatcgta atagttttga tgctaaaaat caaagagaaa acactttaga atgttttaat    269340

     tccatttatt cagacaattt atttcaaatt tttttggatt ttgatataaa ggaagaacat    269400

     gatggtttgt atatgtattt caatttatat aaacatggat ttacagaatt aaataattat    269460

     tgttttaaaa tagatttttc tttagatcga aaaattgatt ttattaaaaa tataatttaa    269520

     tattgaaatt tttataataa aaaaagattc aataatttgt ttacttttta aaaattcttt    269580

     aaggctaact tcatagttat ttttttgttt caaaccctaa aaaaataaaa aaattagaaa    269640

     tgtgatatta attaaaatca atttaacttt agtaaaaaaa taagttcaaa atttaaatat    269700

     taatttatat taagaactta tttgtatatt tttaaaatat aaaaataaca acgaaaatcc    269760

     tttttaaaga aaaggtatat taaaatattt tttcttttca atatatagtt cagtaaaaaa    269820

     atttaaaaag tcgtgtaaaa aacgaaatta taattatttt ttactcaaat gtgttttttg    269880

     gtcaaaaaat gtgcaaaaag agaacctttt tcaaggttga atatttgaaa taaaaatgga    269940

     tgttgatttt gatgttagtg gtttttcttc acatacttat taaaaaactt ttttttaaaa    270000

     tctgtttaac ttttttttga ttgataaact tttcattaat ctaagttaat tataaaaaaa    270060

     tatttttctg tgtttaaaat tttctaattg ataataaata aaattcagcc cctttttata    270120

     ggtttgctat attttatcta ctttttagca tctaatttat gtaactttaa attatctatt    270180

     ttttatattt ttgttttgct tatcaattct tttattggcg ttgatataaa tttaattaga    270240

     aagattttta aattcttttt aaaggcatta ttatcccttt taatcttagt aatttaacta    270300

     attatattaa taaaaagact aaaaattatc ataatccacc agttaaataa ataaacaaaa    270360

     aaccacacaa aaaattaatt tttactatta agaaagtatc taaaaataag gagatattaa    270420

     aattgagaat tataccttat gaactttatc cttatgcctc tgatcttact ttatgtgctt    270480

     taagaaaaga gtttggtatg tatgatcatt gtttaaatac ttgcaaaaaa aataaagcta    270540

     tgcaaccgtt tttagatatg aaaagaaatt atttttattt atcatttgat ttgtgggtat    270600

     tagagatgca acaaagaaag cattatatta atagttttca tttgttttat gccaacaaac    270660

     ataaatatta ccttattaaa actgatttta tcttgatatt ggagtgttgt attcaatggg    270720

     aaataaaagg atttacacct tacaacactt ctttatcttg gtttttggtg gcattaaaat    270780

     gtttagaaaa acgacaagaa gcaaaatacc aaaacaaccc ccaccccaac tttttaccaa    270840

     ttccatcaac taattattat ctagattttt gcatttatca aaatttatta ttttggtaca    270900

     aacaaacttt tatgcaagcc aacgaaaaag gaaacctaaa acccaaacaa ctcaatatgg    270960

     aagaagtgaa aaactatttc caaacacaac taaaatacat ataggctttc aaattagtaa    271020

     caatccatca atgtattgtt ttttttaaga ttatttataa atgatgtttg cccctttttg    271080

     tctaaaaaat gcaaaagtaa gaaaaaacaa caaaatgaac tgaacacttt ttattaaaaa    271140

     ttataacacc ttcttttttt gatcttttta aataacaatt ttttttcatc gatatcgcaa    271200

     aacatttaca aaaaatataa ttttgcaaaa aatttaacaa aagttttttt tacttgccaa    271260

     atcctaaaat gtttgttata atattatagt aattatgtta tatatttttt gaagcacaat    271320

     ttcgacagat caaatttgcc tgaataaatt ttataatcac cccaactttt accatttatt    271380

     ttagcaatta ttttgccgca tttcaatttt ttttaatttt taaaaaaagc aacaaaacat    271440

     ttgctatttg tttttttata tgatataata aaaaaggtat tgcaatttta tttgctttga    271500

     aaacattttt tgaaagcaaa aacaacaatt ttcaattatt ttttgaatta tttgtaactt    271560

     gctaaattgc atattttaat tatttattct taatttattt tttcacaaat ttttactaaa    271620

     actaccttaa tctttgaaaa ctgaagatga taattaacga atattttcaa ttattttttt    271680

     aacaccttaa aattgacacc aaaaagcaat ttttgatgca tcaattttgt aacatacgaa    271740

     gagtttgatc ctggctcagg attaacgctg gcggcgtgcc taatacatgc aagtcgaacg    271800

     gaagtttaag caattaaact ttagtggcga acgggtgagt aacgcgtaag caatctgccc    271860

     ctaagacgag gataacagtt ggaaacgact gctaagactg gatagtagac aagaaggcat    271920

     cttcttgttt ttaaaagacc tattaatagg tatgcttagg gaggagcttg cgtcacatta    271980

     gttagttggt ggggtaaagg cctaccaaga ctatgatgtg tagccgggct gagaggttga    272040

     acggccacat tgggactgag acacggccca aactcctacg ggaggcagca gtagggaatt    272100

     ttcggcaatg gaggaaactc tgaccgagca acgccgcgtg aacgatgaag tatttcggta    272160

     cgtaaagttc ttttattagg gaagaataaa tgatggaaaa atcattctga cggtacctaa    272220

     tgaataagcc ccggctaact atgtgccagc agccgcggta atacataggg ggcaagcgtt    272280

     atccggaatt attgggcgta aagggtgcgt aggctgttaa ataagtttat ggtctaagtg    272340

     caatgctcaa cattgtgatg ctataaaaac tgtttagcta gagtaagata gaggcaagtg    272400

     gaattccatg tgtagtggta aaatgcgtaa atatatggag gaacaccagt agcgaaggcg    272460

     gcttgctggg tctttactga cgctgaggca cgaaagcgtg gggagcaaac aggattagat    272520

     accctggtag tccacgccgt aaacgatgag tactaaacgt tgggtaaaac cagtgttgaa    272580

     gttaacacat taagtactcc gcctgagtag tacgtacgca agtatgaaac ttaaaggaat    272640

     tgacgggact ccgcacaagc ggtggatcat gttgtttaat tcgaaggtac ccgaaaaacc    272700

     tcaccaggtc ttgacatgct tctgcaaagc tgtagaaaca cagtggaggt tatcagttgc    272760

     acaggtggtg catggttgtc gtcagctcgt gtcgtgagat gttgggttaa gtcccgcaac    272820

     gagcgcaacc cttattgtta gttgccagca cgtaatggtg gggactttag caagactgcc    272880

     agtgataaat tggaggaagg tggggacgac gtcaaatcat catgcccctt atgacctggg    272940

     ctacaaacgt gatacaatgg ctgttacaaa gggtagctga aacgcaagtt tttggcgaat    273000

     ctcaaaaaaa cagtctcagt tcggattgaa gtctgcaact cgacttcatg aagttggaat    273060

     cgctagtaat cgcgaatcag catgtcgcgg tgaatacgtt ctcggggttt gtacacaccg    273120

     cccgtcaaac cacgaaagtt ggcaataccc aaaaccggtg gcctaacttc gcaagaagag    273180

     ggaaccgtct aaggtagggt cgatgattgg ggttaagtcg taacaaggta tccctaccgg    273240

     aaggtgggga tggatcacct cctttctaag gaaacaatta tcatcttcag ttttgagaga    273300

     cttaagaaag tttttcattt taaattgttt gcaaattgta tttgcaacat ttaaatcttt    273360

     ttaagattaa gggcctatag ctcagttggt tagagcacac gcctgataag cgtgaggtcg    273420

     gtggttcaag tccatttagg cccaccataa ccaaaaatag gcaaaatctt aaaaaagctc    273480

     tttgaaaagt agataaatga aggttaaaaa atcaaaggaa ctaagggcgc acagtggatg    273540

     ccttggcact aagagccgat gaaggacgca attaacggcg aaacgccacg ggaagctgta    273600

     aataagtgaa gatccgtggg tctccgaatg ggaaaaccca ttacattgaa gatgtaatat    273660

     tcttctaata cgatttatct tattagaaga aaggaaacgc ggcgaactga aatatctaag    273720

     taaccgcagg aaaagaaagt aataacgatt ctggtagtag tgacgagcga acccggaaca    273780

     gcctgatatc atttgtagtt ataaaatttt aacgaagtag aagcttttgg aaagaagcac    273840

     caaagaaggt gacagtcccg taaacgtaag ttaaaatcta gggtatcaat aagtacggcg    273900

     agacacgaga aatcttgtcg gaagatggga ggaccatctc ctaaggctaa atacttctta    273960

     gtgaccgata gtgaactagt accgtgaggg aaaggtgaaa agaaccccga aaggggagtg    274020

     aaatagatcc tgaaactgtg tgcctacaat tagtcaaagc acgttaatgt gtgatggctt    274080

     gccttttgca gaatgaaccg gcgagttatg atatggagca aggttaagtt ttaaggaacg    274140

     gagccgtagc gaaagcgagt cttaataggg cgtttagttg catgtcatag acccgaaact    274200

     gaagtgagct agccatgagc aggttgaagt ttaggtaaaa ctaaatggag gaccgaacca    274260

     ggacacgttg aaaagtgttt ggatgacttg tggctagggg tgaaattcca atcgaactca    274320

     gagatagctg gttctccccg aaatagcttt agggctagcg ttgatttagt aatttggtga    274380

     aggtagagca ctgaatgagt aagggctcca cctcggggta ccgaactcaa tcaaactccg    274440

     aatgttacca aataaaatca gcagtcagac tgtgggtgat aaggtccatg gtcaaaaggg    274500

     aaagagccca gaccgtcagc taaggtccca aaattgatgt taagtggcaa aggaagtgaa    274560

     gacgtttaaa caactaggag gttggcttag aagcagccat cctttaaaga gtgcgtaata    274620

     gctcactagt cgaatgactc tgcgccgaaa atgtaccggg gctaaaacat cataccgaag    274680

     ctacggattc aaatgacttc ttagttattt gaatggtagg ggaagcgttc tgacatcagt    274740

     gaagccatag cggaagcagt ggtggagagg tcagaagtga gaatgccggt gtaagtaacg    274800

     aaaagatagg tgagaatcct atccgtcaaa aacccaaggt ttccagggcc aggttcgtcc    274860

     tccctgggtt agtcgggtcc taaggtgagg gagaaatccg taatcgatgg caagcaggct    274920

     gagattcctg cactagttaa tcaactgatg gagggacaaa gcaggctaaa cacccccctt    274980

     attggattgg ggcagaaaaa ctaagtctga gaagacaggc aaatccgttt tctcatttaa    275040

     aagataaggt ttgaaagtaa agtgattgat gtcatacttt caagaaaaac ttctagggct    275100

     aattgattaa ctacccgtac cgcaaaccga cacaggtggg taggtagagt atactaagac    275160

     gcgcgagcaa actcttgtta aggaactcgg caaaattact ccgtaactta gggataagga    275220

     gagcttttat taaaactaaa agccgcagag aataggccca agcgactgtt tatcaaaaac    275280

     ataggtctct gctaaaccgt aaggtgatgt ataggggctg atgcctgccc ggtgctggaa    275340

     gattaaaagg agatgtcagg caacaaagca ttgaattgaa gtcccagtaa acggcggccg    275400

     taactataac ggtcctaagg tagcgaaatt ccttgtcggg taagttccga cccgcacgaa    275460

     aggcataacg atttgggcgc tgtctcaaca agagcctcgg tgaaatcaaa ttaccggtga    275520

     aaatgccggt tacccgcgac aggacgaaaa gaccccatgg agctttactg caacttaata    275580

     ttgaaattgg aaataagatg tacaggatag gtgggaaact gtgagagaaa aacgctagtt    275640

     tttctggagt tgtccttggg ataccaccct tgttattttt agtttctaac ctgcacatgt    275700

     gtaatgtgag ggacagtgtt tggtgggcag tttgactggg gcggtcgcct cctaaagagt    275760

     aacggaggcg ttcgaaggtt ccctcaaaat ggttggaaat catttgtaga gcataaaggc    275820

     ataagggagc ttgactgcaa gacttacaag tcgagcaggg acgaaagtcg gacttagtga    275880

     tcttacggta ccgaatggaa gggccgtgac tcaacggata aaagctaccc tggggataac    275940

     aggcttatcg cttccaagcg ttcacagcga cgaagcggtt tggcacctcg atgtcggctc    276000

     atcgcatcct ggagctggag aaggttccaa gggttgggct gttcgcccat taaagcggaa    276060

     cgcgagctgg gttcagaacg tcgtgagaca gttcggtctc tatccgtcgt gggcgttgga    276120

     aatttgaaag gaactgtccc tagtatgaga agaccgggat ggatataccg ctggtgtttc    276180

     agttggttcg ccagagccac agctgagtag ctatgtatag aagggataaa cactgaaagc    276240

     atctaagtgt gaagcccccc ttaagatgag atttccctat gaggtccctg aaagactatc    276300

     aggttgatag gctagaggtg taagaagagt gatcttttca gctgactagt actaatagac    276360

     ccattgactt tgatttttta aataccaacg tttatctagt tttgaaagat ccttggtgca    276420

     taaaactaag gggcaacacc tgttcccatc ccgaacacag cagttaagtc cttagtactg    276480

     acaatagttc tttattgagc gaagataggg agtgccaagg tttgctttat aaaaaagaat    276540

     aaaaaagagg attagctcag ttgggagagc gtctgcctta caagcagaat gtcgggggtt    276600

     caagtccctc atcctctacc aaacaattac tatctttttt attctttttt ttatagaaaa    276660

     acaataattt tattgccaaa atagctcaat aggtagagca actgatttgt aatcagtagg    276720

     ttacgggttc gattcctgtt tttggcacca ctttattgtc ccgttagctc agctggtaga    276780

     gcacttgact tttaatcaag gtgtcgaagg ttcgactcct tcacgggata ccacttttta    276840

     ttaaccttta cttttctttt tttattttta tacaaaaaaa tgtttatata tattgcctgg    276900

     atggtggaat cggtagacac gtgggactta aaatcccata gtttatagct gtgtcggttc    276960

     aagtccgact ccaggtacca ttttgtttgg ggctttagct cagctggaag agcatctgtc    277020

     ttgcacacag aaggtcagcg gttcgatccc gctaagctcc accataaaaa cattaacatt    277080

     aatatattaa tcttaaaatg atggcggtgt agctcagctg gctagagtgt acggttcata    277140

     cccgtgaggt cgagggttcg aatccctctg ccgctaccat ggacctgtag ctcagctggt    277200

     cagagctacc ggctcataac cggttggtcg taggttcgaa tcctaccggg tccaccattt    277260

     tttggaggaa tacccaagtc cggttgaagg ggtcagtctt gaaaactgag aggtccgaaa    277320

     ggacgcgggg gttcgaatcc ctcttcctcc gccatcaatt aaatattata ccgcggggta    277380

     gagcagtttg gtagctcgtc gggctcataa tccgaaggtc gtaggttcga atcctatccc    277440

     cgcaaccaaa attggtccgg tggtgtagtg gttaacatgc ttgcctgtca cgcaggagat    277500

     cgcgggttca agtcccgtcc ggaccgccat aggctctgta gctcagtcgg tagagcagtg    277560

     gcctgaagag cctcgtgtcg acagttcgat tctgtccgga gccaccatat tattttctga    277620

     ttttattttt ttaactatat ctttcttaag ccaaataaac aaatgagtag ccccaaaaag    277680

     gctactttta tctttttata tcgactttta ttaaattatt tataactatt agaatataaa    277740

     aaaaccacct ttttgggtgg tttttttatt gatataaatt ttaattacat tattaaattt    277800

     atatttcgtc tactgtaaat tgttccaaat tccccaaaag ttcattttag gttctttttt    277860

     caagatttct atagaagaag gaaagtcttt tagataataa agtaaatcat tattattttc    277920

     tttaaataat tttattttct atcaattatt ttttctattt tttttaataa taaagaaact    277980

     aataacacca aaactaaata agcaaagaca ggaattaaca aagcaattat tcctcctgtt    278040

     atactattgc ttcttttgtg tactgtttgt gccacttcaa aaagttcgtt catcccaata    278100

     actccaaaaa cacaactatc tttgatatta acgataaatt cattagaaat tcttaataaa    278160

     gatttacgga caacttgggg acacacaact tttttaaagg tttgtgtttg tgtcattccc    278220

     aaagctaatg ctgcctcaat ttgtccataa tcaaaaaact ccatattttt aatcataatt    278280

     tcggcaagat aagcggctga gttgaaagta atcacaaata aaccagactg aagtggagtt    278340

     aaccatccaa aataaccagt tcctttgagt ccgaaatgaa ataaaactgc ttgtagcatc    278400

     ataggaacac ttttaattat aaaaatatag ccattgatga tgtaatcaaa cattttgata    278460

     taatatcttt tagcaatatt tgtccttacc cgcttattat tttgaataat ttctttaaga    278520

     tgcaacaaac ataaagacac cataaaagct cctatagtgc caaaaaaagc aatcttcatg    278580

     gtgtttttaa aaccttcaaa atacaatgta tgccaatctt ttaatatttg gcataataaa    278640

     cttaaccaag agttgttatt agacattatc agttttgatt tattgcaact tcaatagctt    278700

     tttgctttaa ttcttgggtt gtgttgttat ctgttgtaaa ttgtaattgt tctaatgctt    278760

     cgtccacttt atttttaagt ttgtcatttc cttttttaat tcctatacgt gattgaaagc    278820

     tttcttgagt ttgatctctt aaatctgtat tgattttttc cattaattcc ttgttaattg    278880

     tttttttttc cattgctaaa gttggatttt tttctaaaaa aatatctgcg atatctgatt    278940

     ctacaataaa tccgtcaatt tcattagctt gtaatgccaa ctttattgtt cctaaatctg    279000

     aatattcttg agtttgagtt gttattcctt ctgctatttt ttgatatgta gaaccacttt    279060

     ggtaaccgat tttttcactt tgtaagcttg aaagattatc aacttttgaa ccttgtttta    279120

     aaacaatttt aactgttcca aaaacataag gttttgaaaa atcaatttct ttatctctgt    279180

     caggattttt gtttaagcct gcaacaacta aatctatgtc attggaattt aaagcagaaa    279240

     tcaaactatt aaaatttatt tttttgatta ctagtttttt acctaacttt tctgctaatt    279300

     ttttagcgat aaaaacatta taaccacaag catatccact ttgtccataa atgggatgat    279360

     tttggtcttt gtttttttca ttttttgttg gaataacata ttctaaaggc gagtattcaa    279420

     gttccatgcc tattactaaa acattatttt tagtattttt cggccataaa attcctccta    279480

     ttatccctaa aattaaaaaa acaccaacaa ctaaactaat aattattttt ttatttagtt    279540

     tcatttattg cctctttttt tagattatat tattaaaatt atttattaaa aagtttctca    279600

     aatttttaat ttaatggtaa ttattttttt accagctgaa attaccccct ttatttcatt    279660

     attttttttg ttttcggttg ttttttttgt aattatgata aacagatatt ataatttatt    279720

     atatcttggt ctcatttata tttattaaaa gaagcatctt tgaggaattt ttttaattta    279780

     tcgctttgag ggttgttaag gatttgttgt gggtttcctg cttccaaaat tataccatct    279840

     gtcataaaaa caattctatc agaaattttt tgagcaaatg caatttcatg agttactaaa    279900

     ataatagtta ttttttcgtg agttaagtta gtcataatat caaggacttc tttagttaat    279960

     tgtgggtcca aagaagcggt aggttcatca aataaaatta tttctggatt catacataag    280020

     gctcttgcaa ttgcaactct ttgtttttgc ccccctgaaa gtgtttgaat gctttgagat    280080

     gctacatcta aaagtcctac tttttgtagt ttttcgcgtg ctattgtttg tgcttcttct    280140

     ttgctttttt taaatacttc tgtgagtgcc aaagtacaat tattcaagac atttttgtgg    280200

     gcaaataaat tgaaattttg gaaaaccatg ccaatttttt ttcttaaatt atgcacatta    280260

     tattttggat ttaaaatatt tgttccttca aataaaatat tgccaaaatc aggttcttcc    280320

     aataaattaa ggcatcttaa aagagtagat ttaccagctc ctgaaggccc tattaaagta    280380

     ataatttcgt tttgttttat ttttaaatta acttctttta aaacagtttt agtgccatat    280440

     tgtttttgga gatttgtaat ttcgatgata ttatgcattt ttattaccta atttggtttc    280500

     tagttttttt aaaagataat aagagatgaa aattaaaatt atatatatta aagatgcgtt    280560

     gatataagga gttacatagt cataactttt tttggctaat ttttgactca aagtaaaaat    280620

     atctacaact gtaattacat aaaaaacaca aatatctttt atatttagaa taaattcatt    280680

     gataatacgt agtaaagatt gattaactaa ttgaggacat ataacgcatt taaaagtttg    280740

     tttacgattc attcccaaag ctagggatgc ctcaatttga ccagggtcaa aaaaggacat    280800

     atttttaatc ataaattctg ctaacatagc acaagaatta aaaataagga taaatagtgc    280860

     ggcttgaaaa ggagttaacc aagaacaaaa ccctgctatt tttgttcccc aatacaaaag    280920

     cattgcttgt aacatcatag ggacactttt aacaaaaaat atataaaaat ataataaaat    280980

     atctatcgtt ttgtaaagat atctctcata aaaacttatc cgttcctttt ttcttattcc    281040

     tttgagataa agtagccata aagataacaa aaaagcccct aatgttccta aaaaagcaag    281100

     gcttatagta gtgacaaatg cattccaata tgagggtata ttatttataa ataaagtata    281160

     gcattttttc ataggatcgt tccacagttt cttccttttt cgtatattta attgtatttt    281220

     tttgatatag ttttatacaa ttttacttaa attatttgtt attttctttg gttttgattt    281280

     aagataataa atttcataat aatttttaaa attcacttta tgaaatcgtt aatttaatag    281340

     ttatttaaaa atttattaat gtttttaaaa agaaaaaatt atttcattta agtaatgcct    281400

     ttattataac acattatttg tttgataatg gtgttttttt atataattat ttttttcaat    281460

     aatttttttg aagtgaaatt tataaaataa caaccattaa ggggatgccg taaatggttt    281520

     ttttcaataa tttaatttat aattttaata tttttatttt gctgggtatc aaagttcctt    281580

     aactgtttgg atctatattt tcggataatg atgaataagt tttttcaaaa aacaaagttt    281640

     aattgaactt ttaaagcatc tttaaaacta tcaatatcaa atgtttctct tgtgaaaata    281700

     gtaacttgta cgcgtcttcc caaacatcaa catttaaaat atcattaaaa aggcagtcca    281760

     taaatgaatt gatatatttg ctactgtctc aaaaagaata ggcgataact ccgcaaaaaa    281820

     tatgttatta ttaataaaat aaaaaggaga ataattaata tggcaaaaaa ataatcgttc    281880

     ttattttaga agttttagaa acagaaaaaa tgactttggc ggatatttaa tgtcgggttt    281940

     cacctaaatt aggtcttttt attctgctgc tgttttattt tgcttcaaaa ggttatttat    282000

     caatagctaa ataataaaaa ggagtataaa aaatgacttt aagtttggaa cgaattaaat    282060

     gttataaaaa acatttaaaa gaaaaaaaag aagaaaggta tttgtcatta agtgatgatg    282120

     atttgaaatt ggattattct ttaaaaaaca attaaaataa attaaattgc aagaaattaa    282180

     accaaaatca aaaattttaa ggcattatcg agattcttca caaaatgcta aggataaact    282240

     tttatataat ttcaaagatt ctaaaaaaat atcttttatt actttgacag ctccttatga    282300

     tgatttacaa ggtaaaacta taaaatatac tcatgaacct gatattatgg gacaggtaag    282360

     gaaacgtttt attcgtttag tgagaaaaaa ttatttatca aatttatttc aacaatgctc    282420

     tcaaaaagat ttggtttatt ccaaaatgca agattttcgt tatttttggt ctttggaaac    282480

     tactaaatta ggagttattc attatcatat tatttttaat attgatgttt taaattcttt    282540

     tggtgtatat tctcgttatt tgtgtactga taaagattat gctttgggtt tgaaaaaccg    282600

     acctattaaa ggaaataaga gtatttttta tgatgattat ttaatgcata aaatagatga    282660

     aaaaggtaat attaaaatac ctcaaaatta ttatgagaaa aagaatgtta aagtgtcaaa    282720

     aattactttg ctttgggcta atgcttatgc atctgttatg aataaaaata atataaaaca    282780

     ttataaacat ttaaatccaa ttagtcaaaa cgttcaaatt tttagaccat caaaaacaaa    282840

     tcttttattt gaaaaaattg aaattagtaa atgtaaagtt ttttataagg gcacttttga    282900

     taaaaaaaat tatgttaata aagttgtttc atatgttagt aaatatgttt ctaaaaatga    282960

     taaacaaatt gaatcaaatt ctaataaagg aattgatttt tatagtcgtc atttgtttgg    283020

     attttctggt acatgttttt cttgtcctca agaatctttt ttagcattat tcccttatga    283080

     tataattaaa gaaatagaat taagttcatt tccaatggtt aattttaatt tttctaatat    283140

     atttgaatgg aatattaaaa aaataattaa tggaaaaaat attaaaattc cacataattt    283200

     aactttattg tttaaatctt atatgactcc aaaccaagtt caaaattcta attattttag    283260

     tttaaattta tctagtattc aaccaaaaaa ttattttctt aataagaatt ttaaaaaata    283320

     ttttaaatta caaaaactta aattaaaact taaaaaagat tatgaaaaaa aagatattaa    283380

     aatattaaat aaagttgaat gtcaatattg gtatagatat cttgaaaata attatattca    283440

     aagttttcaa ctttctcctt aatttgatta aattagttta aattaaatat ttttaattaa    283500

     ttttgctgtc taattattgg acggcttttg ttgttggaaa aaaataaata aaattattta    283560

     taaattacaa aaacctaaaa aaacttaaaa ttattgaaat tattaatgct ataatataag    283620

     taataagaaa aagatttttt taaaagaaac aatattttga aaaaactcag caatcgccta    283680

     caaaaatccc ttgaaaaaag aaatacaaga tgaattagtt aaaaacaata atgctaatga    283740

     agttttggtt aaacaattaa acacaaaaca atcacaaata aaagagttaa aaggtaagat    283800

     taaaatctta gaaaccaatg aaactcaatt acaaaaaacc accaaacata aagatgaaga    283860

     aataacttaa ttacaacaaa ctatccaaca acaatcgcga gaaatccaaa gattaacaat    283920

     tcaattagaa caacaaataa atcttttttg ctgaacaagg taaaaagatt ttacaactag    283980

     aaggaaccat taaaggttta gaagcagcca atagtggatt aggagaaacc aacaaagaat    284040

     tacaacatga aattgataaa ttaaaaaatt aattataatt agcaaaaaag cccacacaac    284100

     aatgaaagaa aagctgctta aatcagatat cctcaaagga ggcgtcacaa taggctcctt    284160

     aggtggatcc gcagcttaat tgtaggtggt gtgctgctac tggtgtggtt gtaaatgaag    284220

     taatagacgc atggaaagct ctaaaacaag ggttttatac aagaaagaga atataaatga    284280

     aaaaaataaa tttagattat atacaaaaga tattttttta acttattcaa aatgtccttt    284340

     gggtaaagaa aagattcata atcatattaa agaattaatg gcttcaaaaa aacaagaaat    284400

     atcatatatc atttctaaca ccgaaaacca tcaagaccac aaaaagattc acatccatgt    284460

     tctttttcaa ttaactaaac gttttaatat tcaaagtgat agattctttg acattgaagg    284520

     gttccatcct agaattaaaa ctgctcgtaa tatagaaaaa tcaatttctt atataaaaaa    284580

     agatggcgac ttcattgaag aagtcaccct agacataaaa atatacgttc gtcaaaatca    284640

     gaaagaagaa tgtaaacaat taatctatga taaaataggt atattaaaag accaatatta    284700

     ttataatgat aatttaactt taagtcaagt taaaaaatat cttgattatt ttattaaaaa    284760

     tctagacctt gatttttatt acgaacaaat agatttaatt gaaaaaattc taaaaaaaag    284820

     tttatcaaac aatatgagga gtttttggaa gaacaagaaa tcgaaaccaa atcaattttt    284880

     agtttcgatt cttttaagaa taatgatagt acgcaagaaa ttataatggc tataaaggaa    284940

     gagatgaatg taacgcatcg tcctaaatcc attgtgattg aggtccctag taaactagtt    285000

     aaaaccgatt ttattataag ctatttgaat caccaacaaa tacaattcaa ttatatcagg    285060

     ggttcattag aatttaacaa aaatatctat aatgataagt ttaaaataga tgtttatgat    285120

     gatataagca taagagatat taaacaagca ggtttgttaa aaaaatatta taggtggtca    285180

     aagaggattt atagtagata ttaaatatta tcctaaaaga agattatctg ttaataaatc    285240

     atcaaccttt ttatgtaatg aagatattag tttttcaaaa tagtgtaaac tagaagaatc    285300

     ttgtggtgac aacgaacata aatatatcaa taaaaattgt atctttataa atgtagaaga    285360

     taaattatat aaaaatttta aaaaacaaaa tatttaaaaa aaaataaaat gttgttaaac    285420

     cagcaataaa caacaatgat aaaaaaagta ggtaaacaaa attgaaaaaa aacaatcaaa    285480

     aacaatcaaa taaaatttat atcttttggg gatcgattgt ttcattagct tttgtgtttg    285540

     tattagttat tttattaata gctattaata aacctcaagc taaaacggac acccaaaaag    285600

     aacaagaaaa atataatatt caaccccaaa aagaacaaga aaaatataat attcaacccc    285660

     aaaaagaaca agaaaaatat aatattcaac cccaaaaaga acaagaaaaa tataatattc    285720

     aaccccaaaa agaacaagaa aaacaacata atacaattat ttctaaatcg gacaaagaag    285780

     ttgattcttt aacgaattca aaaaaacaaa ttagatatag acttgatggc aaaacaatag    285840

     aacaaattga tgaatacaac aaaaataata aactaattaa aaaaactgat tttaatttag    285900

     acggaaaatc aattaatttt attaaagaat acgaccccca aacaggttac atgattaaac    285960

     taactaatta taacttaaaa gaaaaaacaa ttaattttat tagagaatac gacccccaaa    286020

     caggtaatga aattaaatca accattttta atttagacgg aaaaacaatt acttttatta    286080

     gagaatatga cattcaaaaa aagaataaaa tcttaaaaga aacttattac aaccaagatg    286140

     gaactattaa agaaaccaaa acattttaat catgaataaa aaaagaaaaa ttttattaat    286200

     aatttgggct atatttatct caattattat tttaatcctt ttttccttta atataaaaca    286260

     taagccccta atttaattag gggcttatac aagaaagagt ttataaatga aaaaaactaa    286320

     gtttcaaaaa aatgcaaaag acatcttttt aacttattca aaatgtcctt taggtaaaga    286380

     taaaattcat aattatataa aagaaataat gatatctaaa aaacaagaaa tttcatatat    286440

     catttctaac accgaaaata attaaagaaa gaacaaagcc cccccttttt tgagagcccc    286500

     ctacaaaaat aaagggcgaa ctgagatgtt ccaaaagttt agagactttt tactttttta    286560

     aaaactcttt aagactataa aaaataattt cctatccttt ctaaaaacgt ttttagaaag    286620

     gattaaaatg ttaagacaag aattaattaa agaattttta aaaaataaca agaatttaaa    286680

     cattcgtaat caatcaatta attaatttac atttaccttt agtaaataaa atagtaaaca    286740

     gattgaaata ttatccgctt ttattagaaa gaaaggattt ataccaagaa ggaattttta    286800

     ggatcaatta aagctctcaa taattacaaa gatttaggtt atgatgaggt gttccaaaag    286860

     tttagacact tttttgtttt ttaaaaattc tttaagacta actattaagt tagtcttttt    286920

     ttgtttcaaa gactaaaaaa ataatttcat atcttttcta aaaaatgttt ttagagagga    286980

     attgaatgtt aagacaaaaa ttatttaaag attttttaaa aaataaaaag aatttggaaa    287040

     ttcgtaatca attaatcgaa cttcatttac ctttagtaaa aaaactagct tatcaattta    287100

     aatattatcc gtgagtttta actaaagagg atttatatca agaagggatt ttaggattaa    287160

     tcaaagccct taataattac caagatttag gctatgactt tatcgcctat gcaacaccaa    287220

     caataaaatc agcaatcagc gaactaataa gaaaaagcca ttcaccttca atcccccaaa    287280

     aaacaaccaa atcaaacaat atcagtttta aagaagaaca atacaaacaa cctaattgga    287340

     ataaaatcct taatccacat caattatggt taaaacaagt aaaacatgaa ttattaataa    287400

     aaaaactaaa aactaaacta agtaaaaatg aattcaatgt tatttgttta agttttggta    287460

     tctcactaga aaacaacaac gaacctaatc aacaacccct aaccaatcat gccatcgccc    287520

     aaaaactaaa tttaacttta aaacaaatag aaaacttaaa aaaagacgcc atcaaaaaac    287580

     taaacccaaa ttataaaaat aaggagaaat aaaatgttaa ataaagtcca attaatcggt    287640

     aatatcgctc ataacctaga aaaacaatat atcaatagca acaacgaaca aatccctaaa    287700

     atagatttca atttagcaat taacaataaa gataaagtgc aatacatccc ttgtgtcgtt    287760

     tttagaaatc aagctgaaaa catgagtaca tatttaaata aaggttcaaa aatatatgca    287820

     gaaggcgcat tatccatcca aaaatatacc acaaacgaag gtaaaacgcg aaccaccacc    287880

     aaagtaatta tccaaaacgt catcttttta gacaacaaaa ctaaataata tttaaaaaat    287940

     taagtcccca aaatggactt tttttataaa ccaaaaggag aaaaaaatat gaataaaaaa    288000

     gaattaatta aatcaatagc tgaggtaaat aaaacctcaa taacccaaac cgaagagttt    288060

     tacaattcat ttgagaatgc tctaattaaa gcaattacat caaatgaaga agtagtttta    288120

     tcctctaaaa ttggcaaatt catcttaaaa actagaaaag cccacataac acccgaaact    288180

     aaattcatca tcaataaaca aacaggaaaa aaaacagtca aaagaactgg taaaaattta    288240

     aaaatacctg caaaaacggt tgttagtttt aaaatgtcaa aaccaatcaa agacgaagtc    288300

     aaaaaacttc aattaaaata aaaggagaaa taacatgagc gacgcaatga ccgaaacata    288360

     ccaaggaact cactttaaag accgttcaac caccaaaacc cacaaaggta aatggataaa    288420

     tttacatcat tccaataaaa cctttaaaaa taaaaagaaa ttatctaaaa ataaatgaat    288480

     aaattttata aaaattatta agaaagtagg aaataatgtg gattttttca atatttacaa    288540

     taattagtaa ttttatatta aattacacta aaggatttac cgctgctgaa atcatggaaa    288600

     gaagattgga tggaatacaa acaactctat ttacaatatt aatcattact ggttttaaac    288660

     ctatttttaa attaattaaa aatacaattg tttttattaa acaaactatt ataaacatat    288720

     tttttcctaa taaaaaactt caaactttag aaatcaaaaa caccaaacaa gaacatcaag    288780

     aacaattatt acttcaaaaa ctagaacaaa taaaaactgc acaagaaaaa acattatctc    288840

     aaatagaaca acaaaaacat aaagtagcca tttggcaatc taaaaaagaa agaaaaagat    288900

     tgttaaaatc acaaaaacac aacaacacct caatcggaaa ggacaatgaa aatgactgat    288960

     tcaaatttta ctattggctt catgacgggc gcagtttttg ttaccgtttt atgttttata    289020

     tttaaacatc tattttttag ttttcttcaa ctattcaacc ctaacgacac tcatccgttc    289080

     aaaagaagaa tacaagaatt accaacccca aaaccaaaca atacaaacaa tagccaaccc    289140

     aaaccccaaa ccccacaatc aactcaaaac caacaaaaac cccactcaca aacaaacaac    289200

     ccaaatcatc caaaaaccaa ccatccaacc cctggaaaat aaataacaac caagactctc    289260

     accacgagag tctttttttt gtaccaattc acacgaaagg agaaaacatg aaaacattaa    289320

     caaaaatata tcttagtttt ttatcaatat ttgttttaat ccttattgtt ttatttatta    289380

     tcggattaac caaatcacca ttcacaacca acaataacca aaatacacca ccaaacactc    289440

     acacacacca ccacgaagag gcaaaacaaa ataacaaaga actaaacccc aaagaaaaag    289500

     aagcacttag tgaaatccaa actcgtttac aagaattaga attattcaac caaaaaaata    289560

     tagaaaaatc aaaaaaaata aaagaagaag acaacatttt atctcaacaa attaattcta    289620

     atttagcaaa aatcaacact ttaaatcaag aaataaatac cctgaaaaac caattagaag    289680

     aaaaaaccaa ccaattaaat aacaaacaaa caaacttaac taatgatgaa aaaacaaaat    289740

     tagaaaatga tataaacgca ataaatcaag aaataaccaa aacaacccaa aaacgagata    289800

     aaatcaatga cgaaaccaaa tcccaaacta aaaaacgagt agaaaacaca caatcacaat    289860

     taactaatca aaacaaaatc caaacaacta aattagaaat agataaaacc accaacttca    289920

     aagatattta tcaaaaaata aacaccttgc aacaatcaat taattacaat aacgcaaaca    289980

     aagaacaaat aaaagaacta atcacccaac accaagatga cccccaagaa atccaaaacc    290040

     taaaaagtta tgatttattc ttagacggac aattaatcca attcgaaaaa caaattaaac    290100

     aactaaaaaa cgaaattgaa atcatccaaa acccaaacac cccaaaactt gaaaaaaaga    290160

     aagtcacatt caaagatgta tacggaatgg aaagggaaaa agaagaatta gaagatttaa    290220

     tttattattt aaaagatgat aacaacgatt tagttaacta tgacaaaatc aaacccaaag    290280

     ggtacctact atacggccct cctggaacag gtaaaagttt tttaatgaaa gctttatgta    290340

     atgaaaccga agcacatttt attgaatttg aaccttctaa actagataag acttacgttg    290400

     gtgaaggcaa tgaagaatgg gaaaaaattt ggaaagaagc agaatcacat ggtaaagcaa    290460

     ttatctttat cgatgaaatc agtggacttg ctaatagaga agacaaaaac actaacaaaa    290520

     caagtcaaaa tataattaat aatatattaa ctaaactaga tggatttaac agtaataaca    290580

     aaaaaattgt cttaatgggg gcaactaact accttaatca aatcgacaaa gccctaagaa    290640

     gtagatttag caaagaaatc aaaatcgact taatcaaaga ccacgaaatt gaagacttct    290700

     taaaattcct aatcacacct tatcaaatta gttatcacac atatatacat ttaaatgata    290760

     tcgccaacaa atgtaagggt aaaaactatt caaatcgtga tttaacaact atcatcaacg    290820

     aagcatacaa caaaactaat aaatataaat cacaaaataa aattcatgaa gtaatgttgc    290880

     cttccgacct agatgaggca atagacgtca aacaaaataa aaacaaaaac atgaacgata    290940

     tcaaaaaacg cagaaaagaa tgcgaagaac aatatacagc atggaaacaa ggaataatca    291000

     aatacctaaa acccccaaaa gaccaaacaa tgattaaaag aacttacacc ttctacggcc    291060

     tctacggcct aggacgcggt caccaccgcg aacacgaacc cgccgacctc gccctatttg    291120

     taaaaaaccc atttgacaaa tggtacgatg agggtatgcg agtagatgag tttgatggtt    291180

     tctacacaaa agaaaaacaa aatgattcac aatttggtgg gggcaatggt gttcgtatag    291240

     atccatcaaa tcattacata aaactcaaat acgaaggccc caaacaccta atcgaagaag    291300

     ataaagactt tttcatggat gaagtaaact gcacctcaaa cgaaagaagt cctgaaggcg    291360

     ttttgaaaag caaaacctac tacctacact tcaaccccaa acaaggctac atcaccctat    291420

     atacccaaaa acacaacaca aaagaaaata aataattaga aagagagaaa ataatatggc    291480

     aaaaaaaata atcataatca aaaaaactaa aaaacaacaa acaaccaaaa aaaccacaaa    291540

     aaatcaaaga aaattaaccc caaaaaccac caaagcaacc ataatgaaaa aaacttcaac    291600

     aagaattact aaatcaaccc caaaaactac aaaaccaatt aaacaacaaa gaaccgcaca    291660

     acctactaaa ataatcgttt caacccaaca aaagcaagat aattggtttg taaaaataat    291720

     caaaccacta aaaactacaa tcctcatttt attaccactc acactaattg taggtggtat    291780

     ttattgggtt ctttttaaat tctttcctga aatattctcc caaataaacg attttacaat    291840

     caatgccgct accaaaacca aatcgttata cgataaaatt actcaaccaa ttcgcgattt    291900

     tatcgagtat atccataata aagcaacagg caataatcaa aatcctaatc aaacaccttc    291960

     acgccaaaat aaattaggtt attatctcgc aactaccctg agtataatcg gtatttgttt    292020

     gggaattggt aaaatcggta attggttaaa aggtggcacg aaaaaagcta tccgaaaagg    292080

     aactaaaaaa ataattcaaa aaaaagctac ttccaaaata gcgaatgtcg gtagtaaaat    292140

     atgtaaaatt ggtggtaaaa ttttattttg ggtttctata gcatcaaccg cttatgaact    292200

     ttaccaattt tatcaagaag gaacccgaaa tccaaatcca cctcaacaac tagaaaataa    292260

     aaataaaaac ccaaacactc acacacaccg tcacgaagag gcaaaccaaa ccacaaaaga    292320

     tgaacctcaa gaaagagaaa ctcaaaaaaa aaaaaaacag ccaaacctcc tgaactaaac    292380

     aataacgaac aaactcctca actaactaca caacaaccaa ttcataaaca aaaaatagaa    292440

     aacaagagaa atgaattaaa tcctgaaatg caaaaacaag ttgaggagtt aatccaacaa    292500

     gaaaaagcaa aaactcaaca attagaacaa gaaaaaaact atctagaagc taatttacaa    292560

     gctcaacaat tagaaatgtt aaacatcaaa aatcaaaaag ataacttaga aaatcaactc    292620

     acatcaaaag aaaaagaatt agcaaacaat caagaattaa cagaagaaac caaaaacaaa    292680

     ttacaacaag aaattaacga tatccaaact aatttaaacc atcaaattga aaatacccaa    292740

     aacaaaaata acgaaatcca aaatttacaa acccaaaaaa ctcaattaga aaatcaattg    292800

     ttttcaaaca aacaagattt agaaaaacta cagcaagaaa ttaaccaaaa agaagaacaa    292860

     ctacacatca aagaacaaca attaatcagt caaattaact tatctaatga agaaaaacaa    292920

     caactaaatt cagaaattaa caccttaaaa actgatatta accaagaaaa ggttaatttc    292980

     gaagctcaac tagcactcaa agaagaagaa atcaaacaat taaaacaaaa tgaagataaa    293040

     ctaaaacaac aattaaccca aaaacaagaa gaaaccacaa acttaagaga acaacattta    293100

     aaaactttgg aagaaatcca aaaacaaatt gcaaattaca aaaacatggt ttctgaactt    293160

     gaacaagaaa ccaaaaaact aaaagaacaa attgcaaaaa acaatgaaaa tactaaacaa    293220

     ttacaagaaa aattattaac taaacaaaca caaatcaata aaattaacca agaattagtt    293280

     agtctttcaa atcaacaaat ttctttacaa caagaattaa ataatttaac acaacttttt    293340

     gatgaatggg aaaagaactg tgaaattaaa gctaatgaaa tagcatcaaa cctagattta    293400

     aaaaatgtca aaagagttat tgaccaaaaa atatattatt ctaccgagcc ttttacagtt    293460

     gaattaaaac cattcaaccc ttaccaaccc caaaaaaacg aaaataaaca aacaataaat    293520

     agcctagaaa taaaaattaa caatgtcaag tattactata ttaaattttc tttttactct    293580

     aattttttct gcataaaaga caaagaccta aatgaaatac actgaatata caatatcaca    293640

     aaaagtccaa cagattggat gtttcaattt agtcataacg taagcgaaac tcttccacca    293700

     actaaactca ataattataa atccctatta gaacaaaaaa ataatgattt atctgaaatt    293760

     aaaaaacaac taaccaaaaa acaacaagaa ttaaataaat atcaacaaga atgcactgat    293820

     ttaattatca accaaaaacc tgatgacact ctacaacaag aactaaataa caaagaaacg    293880

     catatcaaaa ccttaaaaaa cgaaatgcaa caactaaaaa ttaaagaaca aggatttaga    293940

     agtgaaatag atactttgaa actagaaaac aaaaacctaa aagaaaaata cactaacgat    294000

     ttaaataaaa tccaagaaca actaaacaca tctaaaaccg aaaacgaaca actagaaaaa    294060

     gaaatcaaag aaattcaaga tgaattagtg aaaaacggca atgcaaacga agcattagtt    294120

     aaccaattaa ataataaaca aactcaaatt aaagacttaa aaggcaaaat caacatctta    294180

     gaagctaacg aaattcaact acaagaaata atcaaccaaa aagatgaaga aatagcaaaa    294240

     ctacaacaaa ccatccaaga acaagcagaa caaatcatca aactaaccgc cgaaattgaa    294300

     accaacatga aaacctttaa acaacaagca atcaaaatcc aacaactaga aggtgcaatc    294360

     tcaggacttg aaggcgcaag cggttcatta ggattcgaaa acaaagaact acaacacgaa    294420

     atcgaaaaac taaaagagca attgagaacc gaacaacttg ctcacaaagc aatgaaaaag    294480

     caattagatg accaaatcct tagattagaa gaagacaaat caaccctaac caccaaagcc    294540

     gaccaactaa aaatcaaaac ctccaaatgg gacaaaagcg tagaaagaac aggtgcagta    294600

     gtaaacacag ttatttcaac gaaatcagga gccataatag gagcttcatt gggctctgcc    294660

     attttacctg gtgtcggtac gattattggc ggaggcatag gtggtttaat tagtggtgcc    294720

     gcatctgttg catcaaaatg ggacacatac aaacaatggc ttggatggta acaataatga    294780

     atattttttt gcattattgt tctatttatg ttaaaataaa agtaagttaa aaaaaggaaa    294840

     tttaagatag aatggaatta tttaagatat taactattgt attttttttg ggtatcattt    294900

     ttgggtcaat ccctttatgg atttggttta ttcaaaaacg agaaaataca aataggatta    294960

     aaaaagtcaa tataaagacg ggtttgatta tttattatgt catgatgtct gtttcagttt    295020

     ttggatttgg agtattttta tttttagata ataaatatga tataatcaaa tcaaaaccta    295080

     aaatctacga aattccctca accaaaatag aaacccaaga ggagtggttt caaacaaaaa    295140

     gcggtgcaaa atacacatat aatgaaaata atttacaaaa aaataataat aaaagttggc    295200

     tattaaccga tatcgcgcaa gaaggtgttc cgatgattaa aagaacttac accttctacg    295260

     gcctctacgg cctaggacgc ggtcaccacc gcgaacacga acccgccgac ctcgccctat    295320

     ttgtaaaaaa cccatttgac aaatggtacg atgagggtat gcgagtagat gagtttgatg    295380

     gtttctacac aaaagaaaaa caaaatgatt cacaatttgg tgggggcaat ggtgttcgta    295440

     tagatccatc aaatcattac ataaaactca aatacgaagg ccccaaacac ctactcgaag    295500

     aagataaaga ctttttcatg gatgaagtaa actgcacctc aaacgaaaga agtcctgaag    295560

     gcgttttgaa aagcaaaacc tactacctac acttcaaccc caaacaaggc tacatcaccc    295620

     tatataccca aaaacacaac acaaaagaaa ataaataaaa aacagaaaag agagaaaaat    295680

     gttaattttt agattaaaaa aacaattata tttattaata atagttctat ttactttttt    295740

     aggattattt tttatcacca ataatcatca agtaatggca atggaaaaaa ataaacccct    295800

     tcaaacgatt tataacattg aaaccaaaaa tgttagaata aatccaaata aacccataaa    295860

     aattagttat tatgttaaag ataaaaattt atcattagaa gatatggcga aaaacataaa    295920

     tataataaat aaattaaaat aatcccaatt aaaaaacaat ttaatatata tttaatacaa    295980

     atattaacaa cccccaaaac caacaaataa atccaaccca agactctcat cacgagagtc    296040

     tttttttata cccaacctca accaaagaac ctcaacaatg gtaccaacat cgccaaaaat    296100

     acattaacgc ctccgaaata gttagcatca cgggcaatga taaatttata accttagccg    296160

     cccaattagt ccgtgacaaa atatttagaa ctgcttttac caccaacaaa tacacctaac    296220

     atggaaacaa aaccgaaccc ttagcgtgta gtttctttga aaaaaccact aatctaaaat    296280

     ttcccgatac catctttacc gacgataaag tccaaatgtt tccatcctca cttgatggat    296340

     acaactcaaa aaccaacact ttattagaaa tcaaattccc ttatgttaac gaattcaaca    296400

     ccacaccccc atcttggaac ggcttttttg caaacaaaga agtccctaaa aactactggg    296460

     ctcaagttca atgtcaactc tactgtagcc aagttaaatt cgcttatttt ttaatttatt    296520

     ttaatgacac aaattatcat gtagttcgca tttaccaaga taataacttc attaataaaa    296580

     tgattaaaga cagtaaaaaa tatttagaat tactacataa cacaaaaaaa gaattatcac    296640

     aaacaattta tttaaaacaa ttaaccaaac taaatcacaa ataagacctt caaattgaag    296700

     gtcttttttt atacccaaaa ttagattaaa aggagaatta caatgaaatt aattatattc    296760

     gaaggattag acggtagcgg aaaaacaggt ttaataaaaa gcgttaagca cggattaaaa    296820

     aaacaaggaa aagaagtaat cgttattcgc ggattaggaa gttctacaat tggggaatcc    296880

     atacgcgaaa catttttaac gcataacaaa ttacacaatt taactagata ttttttaagt    296940

     ttcgccaata tgattcaaac ccaagaagaa ctcatcaaac cccacttaga aacaaacaaa    297000

     atcattttag ttgaccgttg gttaggctct aatttcgcct atcgcgtata tcctaatcga    297060

     attgataaaa aatattattt ttttaacaat ttaactaaat tatttattaa accaaattta    297120

     acagtttatt taaaaatcga cccacaaaca gggctaaacc gcaaagcaaa tcaaactaat    297180

     cacacactcg atgttattga aacaagccca ttatcatatt tttatcaagt agaaaaaggt    297240

     tttcaagagt ttttaaacaa aaaactaggt ccccaaatta ttttaaatgc aatggaaccc    297300

     aaaacttgga aatccaacac aaaacaaata atcaaaaaaa taggagaaat atcaaatgga    297360

     aataataatt aagaaaaaat accaaaacgg taatctatat atccattata gcaacggtaa    297420

     aatcaaaact attaaaaaag atggcaccat tcgatggcgt actaaaaaaa taaatttcaa    297480

     aaaccccaaa agactctaac caagagtctt ttttttattt agaaaggaat aatcaaatga    297540

     atcaattaaa taatttacat ttcaacaata tcaatgtttt taaccaccaa tctttatgtg    297600

     ttgacatcac caaacttata atccaaccct cattattcaa ccaaccattt aatgagtata    297660

     tgacacaaac ccacaatctc ctaaacgaat atctccaaaa caaccactac aattcacaaa    297720

     gtcaaaaatc aatccgtggt aaaatcaatg aatatttaat tttgttatat ctaaacaata    297780

     aaggaatcac ccatttatac ccccaatcac atttattttt tatacctgac attaaattcg    297840

     atttggtttt attcactaaa accaaacgaa taatggcctt caatttcaaa acctgcctcc    297900

     gagaccgtta taaacaagcc atggtagaag gtcaacaatt aaaaaaacta gatacacgct    297960

     ttgaattcta tctattaact aataatggaa cggaaaccca aagactcaac aacaaaataa    298020

     atcaaggaaa agtccaaggt ataaacgagg taattaatct attttccaat tcagccgata    298080

     aattcttaca aaacttactt accaacgaat tcatcccctt ttctaatatc aatataatta    298140

     aaaaataata accaaggagt aaaaaatgaa tcaattaact aacgaacaac gcgctttaca    298200

     acaattaata acttatatcg aacaaggcca atgggaaaag ttgaaccttt actgtcaaat    298260

     aatcaacccc aaaactctgc ttaaccctca aaatacaaaa atattttcag cttttaaata    298320

     tttgttttta gaaaaacaaa caactcatcc atttgacaaa attactacca aatccgttat    298380

     tatccaagaa ttactaacat atctacaagc taatttccca aaagataaat tcactttgga    298440

     atcattaaat tatttgaatg atgattttaa taaccaaaac aacactcatg tgttagacaa    298500

     ccttaaacac acttacaccc aagaaaaact atttcaaaaa ttaataaaaa tcatcagccc    298560

     cacatacgaa aaccaagacc cataccacaa aaatttatat taccaagaaa tatttgataa    298620

     attaagaaac tttatctctt caatccccca caaatctgat aaaacactat ttaatctaaa    298680

     ccaaatggtc tctttacatc ctgaattttt tgacaccgac aaccaagcaa aacaaaaaat    298740

     ccaagaagaa tattaccgct tatcggaaac ttttaaagga cttaaccaat ctacaaatgg    298800

     atttaaaaaa ggccaaataa taactattgg aggctatact ggtttaggaa aaacaacttt    298860

     tgtttacaat cttcttttag atatcgccaa aaccaaacac caagaaaatt cttgctatcc    298920

     tcatatgttg gttttttctt atgaaatgac cttagaagaa aatttaaatc gtttattagc    298980

     ccaccaaact caaattcctc tagatgttat tttagataaa aattttgaag ataccaatat    299040

     cacacctctc aaatacacgg aaaggatgaa aatagcaaaa caatttttcg ccaacataaa    299100

     tttatcattt agttatgata aaagcaaaaa tattgattat gtaatcgatt tagtttatcg    299160

     ccttcatttt gaaaaacaag tagaaattat cgtcattgac caccttcaaa taaccaaaac    299220

     tacaaatcac ttagaaaacg accgtctagc cattgacgaa attatgacta aactcaaaca    299280

     attagccatt gaattaaaca ttgttattgt cattttatct caattttcaa gagatacata    299340

     cagcaattac caaggtaaat caccagaaat aacagcatta aaaggaagtg ggggaattga    299400

     aactaactcc gatatcgtct taatgatgtc tgaattccaa cccaaactat tcaaagacaa    299460

     agaaaaaccc ataaatatat ataattcaac cttagaagaa atatattcag actataatga    299520

     caatgaaaat caaaaaataa tcgaagtatg tatcaaaaaa aatagaagtg gtaccaaaaa    299580

     aaccttagtt tatcactttg aaatgaccac tcaaaccttc caagaaatcg gttatgtttt    299640

     gccttataaa atagaaactt attattaatc aaaaaaacta ggagttaaaa taaatgaatt    299700

     atcaagaaaa aataaaacac atccaaacta atttccctat gactgtttta ttaaaaaaac    299760

     taaacattat acccacaaac ttcaatacca aatatcgttt cccttgtccc atccatcagg    299820

     gacaaaaccc aacttgttgc catttaactt cagataataa aattcattgt tggaaatgtt    299880

     gtaaagatta cgatattatt gatgtttata tggaaataag aggaattaaa accttcaata    299940

     acgctcttga aaaaatcaat aactttatga aaaatcaaga atttaaaaac ttaatccaac    300000

     aacaaacttc aacccctaat atttcttgcg aaccttttaa atatcaattc caccacaata    300060

     aaatcaacaa cccaattgat gaaaaagaaa ttaacgctac aaaaacacaa ttatttaaag    300120

     aaatatcacc tttatttaac caaattagag attattatca ttatttatta accactaacc    300180

     gaaataatga atctcaccta ggattagaat atttaaccca aaaaagaaaa ttaactctag    300240

     aaactattaa agaatttaaa ctaggttatg ccccattatc tgataaacct ttgtcctttc    300300

     gtttagtaaa ttattgtaaa aagcaaaata tcgatacaac aaaattaatc gaatatggtt    300360

     ttatcaaaga taaaaccaat caacaaaata aaacatatta tcacgatact tttcatggtt    300420

     ccatcattat ccccattgaa aacggatata ataaaacatt tcatttttat caaaataact    300480

     ttcgcgaagt ttcttatttc caacctaaat ataaatcact caataatttt agtcaaacac    300540

     ctacttttca tttcagttat cgtttttttg aagcgttacc ttctattaaa caaacgaaaa    300600

     ccatcattat tcatgaaggt tttttcgatg tcattagttg ttggcaaaac aatattaaaa    300660

     acgttgtcgg tctcatttgt gtcactcaac tactttctaa atcacaaata gaaattctaa    300720

     aaaaagaaaa tatcaaagta attattgcct tagataatga tgaaacaggt caaaaacgaa    300780

     gtgaagcctt aggagaacaa cttaaagaag aaaatattat ttacgaaatt agacgtattt    300840

     taccacctta tgataaaact tgtaaagatg ttgatgattt attacgccaa ttcggaaaag    300900

     aagcatatca aaaatgtttt ttagacccat acattactta tgaagaggct aaaaataaaa    300960

     tcatagtcga tttagctatt tatttttttg gaaaagacaa agtagaaata attgattaaa    301020

     attattgctt tttaactaat atattaaacc ttacatgtat aataacatta aaataccccc    301080

     aaacacgcgc atatacccta aattttgcga ttttattttt cgcaaatttg gggattttta    301140

     tttttataac aaaaaaccaa ataaaaagga gaaaaaaatg aaaaacgaaa caaatcaagg    301200

     aatcattagg ggcggttggg aaacaaaatc aacacctaac gacttagttc aaatcaaaaa    301260

     ctttttacaa atattaaaag gagaattatt aaatattaca attgtttctc attctaaaaa    301320

     gaaaaattcc tatcaacaag caaactaccg cccaaaaaac caaactctat ttgtagaccc    301380

     tcaaatctta gatgaaatga aaaagtatag aatagaaata atcaaaactc actctcccga    301440

     aaataataat aataatcaaa ccctaaccaa ccccataaca cccccaaaac accaaaataa    301500

     tacccttaaa acacaattcc ctatcttcca aattaattat ctcaacgaac aaaaagacta    301560

     tattaaagaa ttaataagta agatacccat agacaaacta gacactttga aattatataa    301620

     attagatgac aaaaaagtag ataaatataa caatcctata aaaacaaatt ataaaaaagg    301680

     attaaatgtt atttattatc aattggaaga tttaaaacac atcaaattat ttttaaccaa    301740

     aaataaacaa ggctatcggg ttaaaaaaat acatcccatg tataaatata tatccaaaat    301800

     caaataaaca cttcactaac agttttataa cacttcacta acagttttat aacacttcac    301860

     taacagtttt ataacacttc actaacagtt ttataacact tcactaacag ttttataaca    301920

     ctttcaatat ctaaaatact ttaaaaaacc aaccttttta aggagtgata ttttatatat    301980

     tatatcgata atgataatga tactcgatat ttgatattat cgttgtatct tttatctatc    302040

     attattattt ttcgatatat aaataactcc ctatttttcc tttccattat aaatatagtt    302100

     gtttaaaatt atccaaacac aataccctaa cgcgctgaag cgctaataac aatcataagt    302160

     acacacaaac acaataaaga ataaataaaa atcccccagt tgcgcgcgac cccctttttt    302220

     aaataaatat aatcattcag agttataatg gttatgtata tgatataaaa aaaggaaaca    302280

     atatttaaat catgaaaaaa atagctaaaa taatagaaaa agaaatccac aaaaataaat    302340

     tattacaaac tctaatgaaa aaaaatcaaa aaactgataa aaaaacagtt tttgaattag    302400

     ttaaacaatt taatcaaaaa ctaaatttaa caaccatttt aaaaactatc cgaacaaaaa    302460

     gaagcactta ttattattgg ttgaaagtcg aaaatcaaat caaagccaaa aaagaaaaat    302520

     atttattaca acaaaatcgc attaaagctt tatgtttaca cgaacaatat ttttacggtc    302580

     atcgtaaaat cactgattta taccaaaaaa cttttaatga actcattacc aagaaaaaag    302640

     tttatactat tatgaaagaa aacggtattt tttgtcgttt aagaattaaa aaaaataaat    302700

     ataattataa aaataattta aaagctaaat taaaagtagt agataattta attaatcaag    302760

     attttatatc aatagcccct ttacaaaaac tctttacaga tatcacttat ttcaaaactc    302820

     cacaaggatt tttatatttt tcttgtatta ttgattcttt taacaaccaa atcatcgctt    302880

     cccacacttc aaaatatcaa aataaagaat tagttttaaa tacaatcaaa aaattacctc    302940

     cattaaaaga accttgtatt attcactcag accaaggaac agtttatcaa tcacaaaaag    303000

     tccaacaaac tttaacgaaa aaaggttttt taatcagtat gtcaagaaaa gcaactccac    303060

     gtgataacgc cgtaattgaa aactttttcg gccaaatgaa aacaatctta caacatcaac    303120

     atcctttttt atttcaaaaa tcaaccaaaa aagtaaaaaa aataatcaat tatttcccta    303180

     atttttggaa taatcaatgg attttagcta aattaaatta tttatctcct tctcaatatt    303240

     gtcaaaatct tatataaatt attttttaat ttattttaat gtttagcctt gaaaaagagg    303300

     ttaccttttt gcacattttt tgaccaaaat aacataatta cgtaaaaaaa taattataat    303360

     ttcattttct taacggaatt ttaacttttt ttacttaaat atatagtgta aggtaaaata    303420

     tttaaaaaaa atatcttttt gaaactaaag aattatcaaa aaaagtttat acactttttt    303480

     aaataaaaac aatatttcct tagtttgaaa agatatgaaa ttatctaatt atttttaagt    303540

     cttaaagaat aattttagag acaaaagttg tctaaaaaaa acgtaacagt gcaaatatac    303600

     tcataaaaaa aatttaatta aaatctaaat atacaaagga aagaaaaaat gttcaaaaaa    303660

     ccattagcat ttgctttgcg tccgtcaaca ataactgata tcattggaca aagtcatctt    303720

     attaatgatc aaaatggtat tatttcgaga atgttaaaaa ataattacgc tagttcttta    303780

     attttttatg gtgttccagg tattggaaaa agtagccttg cccaggtatt agctaatgat    303840

     ttacaaatta agtatgatat ttttaatgct gcaattgata aaaaatctaa gttagaaaaa    303900

     attattcaac aagcattaaa ttttaaaaaa tttattctta ttatagaaga aatccataga    303960

     atgaataaag atcgtcaaga tattttattg caatacttag aaaacggtca tttaattatg    304020

     tttgcttgca ctactgaaaa cccatatttt gtaattaatc cgagtattcg ttcaagagtt    304080

     aacatcatta aattagaaag aattacgacc gaagaaatgt taacaggatt aaataagtta    304140

     atcgttaata aaaaactacc attaaatatt ctacaagatg ctttattatt gatttgtcaa    304200

     ttgtctagtg gggatttacg tattgccatt aatatgttag aattgtgttt acatttatat    304260

     cctggagaag aaattacaaa aaaaattatt aaaaaaattt cttcatcagc taatttaata    304320

     aattttaaag ataacgatga gcatcacaat ttaaagtcag cattacaaaa atctattaga    304380

     ggtagtgatg ttgatgcagc tttacattat tttgcaagat tattagcaag tggtgatcat    304440

     gaagcgttaa taagaagaat gttaattacc gcttatgaag atattggatt agctaatcca    304500

     atgattatta tacatgtaaa aacagcgatt gatgcttttc gtcaaattgg attaccagaa    304560

     ggacgtattc ctttaggatt ggcaattatt gaaatgtgtt taagcgaaaa atcaaatagt    304620

     gcttatttag catctaataa agcttatgaa gatgttctgc aaggtaatgt ttttaatata    304680

     ccaaaacatt tacaagatac tagttataat tcagcaagta aattaggtat tggttttgat    304740

     tataaatatc ctcataattt tccaaataat tatgttaatc aacaatattt accacaagaa    304800

     ataaaagaat tgatttatta tatacctaaa ttacacagcg agtatgaaaa aaaaattaat    304860

     aaaatacatg aaaaatttaa acaaaatata taatgtttta aaatttttta ataattccga    304920

     acaaggtttc tgattataat ggttatcttt ggtaacaaaa tttacaaaaa aagtttttaa    304980

     ttagtatcta tcgtactagt tgtctcaatt ataattagat gaactaatat taatttagca    305040

     atttaaaata gtattttcaa gaatttaaac gtttttataa tcaaaaatgg ttaattaaaa    305100

     aaacttaatt aacaaaactc cttaattttt ttaaaaaatc aaactattaa taataaaata    305160

     aagatttaat taaatagatt atattttatc tatttatagt tattaaataa gcgctttagc    305220

     gcgctaatct ttttgtttaa tatataataa tcaatacttg gtaaggcaat taatttaaaa    305280

     aattaaagtt gatttgatga ttgaaataaa ttaaaaaaat aaaattacct aaaaagaggt    305340

     ttctattata tcaataaata ataatgatat aaaaaaggga aacgatattt aaatcatgaa    305400

     aaaaatagaa aaaataatag aaaaagaaat ccacaaaaat aaattattac aagctctaat    305460

     gaaaaaaaat caaaaaactg ataaaaaaac agtttttgaa ttagttaaac aatttaatca    305520

     aaaactaaat ttaacaacca ttttaaaaac tatccgaaca aaaagaagca cttattatta    305580

     ttggttgaaa gtcgaaaatc aaatcaaagc caaaaaagaa aaatatttat tacaacaaaa    305640

     tcgcattaaa gctttatgtt tacacgaaca atatttttac ggtcatcgta aaatcactga    305700

     tttataccaa aaaactttta atgaactcat taccaagaaa aaagtttata ctattatgaa    305760

     agaaaacggt attttttgtc gtttaagaat taaaaaaaat aaatataatt ataaaaataa    305820

     tttaaaagct aaattaaaag tagtagataa tttaattaat caagatttta tatcaatagc    305880

     ccctttacaa aaactcttta cagatatcac ttatttcaaa aatccacaag gatttttata    305940

     tttttcttgt attattgatt cttttaacaa ccaaatcatc gcttcccaca cttccaaata    306000

     tcaaaataaa gaattagttt taaatacaat caaaaaatta cctccattaa aagaaccttg    306060

     tattattcac tcagaccaag gaacagttta tcaatcacaa aaagtccaac aaactttaac    306120

     gaaaaaaggt tttttaatca gtatgtcgag aaaagctact ccacgtgata acgctgtaat    306180

     tgaaaacttt ttcggccaaa tgaaaactat cttacaacat caacatcctt ttttatttca    306240

     aaaattacct gaaaaagtta aaaaaataat caattatttc cctaaatttt ggaacaatca    306300

     atggatttta gctaaattaa attattcatc accttctcaa tattgtcaaa atcttatata    306360

     aattattttt taatttattt taatgtttag ccttgaaaaa gaggttacct ttttgcacat    306420

     ttttttaatt aaaataacat aattatgtaa aaaaataatt ataatttcat tttcttacca    306480

     cttttttaac tttttttact taaatatata gtgtaaggta aaatatttaa aaaaaatatc    306540

     ttttgaaact aaagaattat caaaaaaagt ttatacactt ttttaaataa aaacaatatt    306600

     tccttagttt gaaaagatat gaaattatct aattattttt aagtcttaaa gaataatttt    306660

     agagacaaaa gttgtctaaa aaaacgtaac agtgcatgat ttcattgctt gcgcaactcc    306720

     aacaataaaa tcagcaatca acgaattaat aagaaaaagc tattcccctt caatcaccca    306780

     aaagaatcat aaatctaata acacttcttt tcaaaaagaa aaccacacac ggcattatca    306840

     aattcctaat cctcatcaaa tatatattaa acaagttcat catgaatttt tattaaataa    306900

     actcaaaacc aaattaagca aaaagaaatt taatatcatt agattaagtt ttggcattcc    306960

     ttaagaaaaa tgttattcat ctattaaaat tgattataaa gttttaaaaa aatcttttga    307020

     attgttatta aatttgtatt atgaaaaatt aaattattat aatttaataa ctttggatgt    307080

     tttattaatt gaaactagtg attttattga atttgttgaa agaaataatg gtttaattta    307140

     taatcgtcct gtttttattg atgaatttca agatttaaat tatttttatt attttataat    307200

     aaaagaactt ttatttaata aaccaaattt tttatattgt tttggtgatt atactcaaaa    307260

     tatttatagt tcttttggtt atagtgaacg tattttgaaa ctttttgtaa aagattttat    307320

     atctcaaaaa cattttttaa attttaatta tcgttctaaa ggcattaata ttgttaaagc    307380

     agctaatgaa ttaattgata ataaggaata tttacaatta tcttttagtg aaaaaaaata    307440

     tagagatttt ataaattttt ctttttttga taatttttat caacaagtta attatttgtg    307500

     cgaaaaaatt aaaaaatctt taatttattc tacaactgtt ctttgcggta gtaatggtaa    307560

     attacaaaaa cttaaacatg agtttgaaaa aaccaaattc cttttactat atctgataat    307620

     aatagtaaag aaaatgaaat tgttttgtca acgatacatt gatataaagg atatgaaaat    307680

     gaatgtgttt atttaattgg ttggcaaaat cgaaatgaat cacaagataa agttttagaa    307740

     aaaaaattaa tttatactgc aataactcgc gctaaacatg atattgaaat tttaacttta    307800

     aatgattctt ctatttttat agattatttt tattctttaa taaaaaaaga attaatttct    307860

     gataatttta caaaaggatt aaatgataaa atttttgatt tagattattt aaaaatttgt    307920

     ttacctaatt caaaagatat agaaatttat gatgaattat ctactactat taaaatttat    307980

     aatgaaaaag ttaaccaatt agaaaaaaac ataaaattta atcaaattac tgaatcttat    308040

     tataagaaat gttatttaaa attatgtgtt ttatttaaga aaatttataa aaatatttat    308100

     aaagtacaaa aaaaagataa tggctattag actcgtttaa aaaggtttaa ttattctatg    308160

     tttgaacttt tggaacgaat taaatgttat aaaaaacatt taaaagaaaa aaaagaagaa    308220

     aggtatttgt cattaagtga tgatgatttg aaattggatt attcttttaa aaaataatta    308280

     aaagaaatta aaccaaaatc aaaaatttta aggaattatc gagattcttc acaaaatgct    308340

     aaggataaac ttttatataa ttttaaagat tctaaaaaaa tatcttttat tactttgaca    308400

     gctacttatg atgatttaaa aggtaaaact ataaaatata ctcatgaacc tgatattatg    308460

     gggcaggtaa ggaaacgttt tattccgttt agtgataaaa aattatttat caaatttatt    308520

     tcaacaattc tcttaaaaat atttggttta ttccaaaatg caagattttc gttatttttg    308580

     gtctttggaa actactaaat taggagttat tcattatcat attattttta atattgatgt    308640

     tttaaattct tttggtgtat attctcgtta tttgtgtact gataaagatt atgctttggg    308700

     tttgaaaaac caacctatta aaggaaataa gagtattttt tatgatgatt atttaatgca    308760

     taaaatagat gaaaaaggta atattaaaat acctcaaaat tattatgaga aaaagaattt    308820

     taaagtgtca aaaattactt tgctttgggc taatgcttat tcatctgtta tgaataaaaa    308880

     taatataaaa catttatttg aaaaaattga aattagtaaa tgtaaagttt tttataaagg    308940

     cacttttgat aaaaaagatt atgttaataa agttgtttca tatgttagta aatatttttc    309000

     taaaaatgat aaacaaattg aatcaaattc taataaagga attgattttt atagtcgtca    309060

     tttgtaaaga aataagaaat agaattaagt tcatttccga tggttaattt taatttttct    309120

     aatatatttt aatggaatat taaacaaata attaatgatt tgtttttgga aaaaataaat    309180

     aaaattattt ataaattaca aaaacttaaa aaactttaaa ttattgaaat tattaatgct    309240

     ataatataag taataagaaa aagatttttt ttaaaagaag caatattttg aaaaaaatca    309300

     gcaatcgctt acaaaaaacc ccttgaaaga aaaaagataa agattattac tttgttgtcg    309360

     tgcatgggtg gaaaattcag catttaaaaa cgaagatttt cgcctccact tccaccctgt    309420

     ccttaaaact ttatccatct tcaaagacaa acataacaat aataaaacca aagaagtaga    309480

     aatgaaaaga acaatccctg attgggaata aaaaaattaa aggagtttta ataaataatg    309540

     tttgaattta aaaaacaatg taaaataatt tatttttttt taataatttt cttaggaata    309600

     tcatttattt ttagtaataa tagagttatg gcaatgaata ataatgaagt tagaaatatt    309660

     aatgatttat cgattgaaga aataaagaat aatataaaaa ataaaattga tgaaatttta    309720

     tctcaaatta aaaaattatc tgatgaaatt ttacaatatg atcgacttaa tctaaataca    309780

     atgaatttaa aaaagaaatt aaaatatcta gatataaaaa tcaaaaagtt ttatatacaa    309840

     attggattat gtaatacatt aattgaaata aatcaacaaa tttgggattt ttcatataaa    309900

     agacaacaat taattataaa aataaattca cccgataaag aacattttga tatagaaaat    309960

     tgtaaacaaa taacaattaa agttattaaa ttacaaaata aacaaaaaga attaataaaa    310020

     aaattaaaac attaattatt taacaaggcc ctctttgggg tcttttttta ttatctccaa    310080

     acaacttcaa aaaaagaaac ctaaaactat gttcataaaa aaagattatg ttactttgta    310140

     aaggtggtaa gatttctttg atgaacataa tttagttttg ctttcgtttt agatattttg    310200

     tcaataaaaa aagaccatga ggaaggtctt aattaaaata gtaaaattta tattaaatta    310260

     tttttattta tttagattgt tttgtaatat ttgttctaat attaaaagaa tttgattttt    310320

     atcttcttta tcgccattca acacaatcca tttggttaaa tttttaatat cgttattaat    310380

     taaatttgaa tatttttgtt ttgaattttc aacaaaatct attatttgtt tttctataac    310440

     attaattgta ttcatcttgt atgaaattga ttcattttca taattaatcg ccataacgga    310500

     attattatta ataattaaaa ataattctaa actaataaat aaaacgattt taaaaaataa    310560

     taaatttgtt tttaatttaa acattatatg aaatttcctt tgatattaat aataacaaat    310620

     aaaatatatt ttaaattatt taacgtcttc taggattgtt ttgttgattt tgatcgtttt    310680

     gttgcgccat ggcgttatgg acaatgattt gctgagaaag cgatacgact acttaattca    310740

     atattttgtc tcacaaaatt gttaataact tcttcagaag agttattatt tctagcatta    310800

     aaaatttgtt gaactattct agtttgttga aaatttaagt tttgtaaaat acgagcttga    310860

     ttttgaaaat taacatgatt attatcatgt cctttatttt tagaattgtt ctttttagaa    310920

     ctttctgttt tatcaaccga atatatatta gaattgtttt tttgttaaat caatatattg    310980

     aagatcatca tctgatggat tattttttaa cctctattat tgaattgata ttttgtcgag    311040

     aacttgatgt ttggttatca tggtttgttg atacttgatg attatttttt cttttattat    311100

     attttttgat tgctgctgtg atacaatttt gtttatgcaa aatttcggtt tttttcatta    311160

     ttgaatttga agtttgttag ttcgtttagt attgcaaatt ctgcttgtac atataaagca    311220

     tactcttcat cattgacaat ttcgttatta ttactatttt tatttctcat cgccataata    311280

     taattattac tagtaattaa aaataatcct acgaaaatta ataaacaaaa ataaaatatt    311340

     ttaaattgtt ttttgcttta aacattaatt aaatctcctt tcagtaattt aattattttc    311400

     gtttcggtta agataataaa accaataata gctaccacaa gaaaaataat tattaagaaa    311460

     aaccatttga ttattttttt aattttaatc ataagttatt aattttttcg aagaattttt    311520

     aatatacagg tattttaaaa tatttaattt tttaattaac cttaaaacca tttacggaac    311580

     caagttctta cagatttaac tttatcattt attttatccc ctattttttg gtttataggt    311640

     tggaaagagc ctttctaggt tttttggttt ttttatggtt ttttgatttg ttaatattct    311700

     gtttttttgg gttgttaata aaatttcttg ttttttcaac tcgttttttt agttacttca    311760

     tgggcttttt gttcgtcttt tatttgttct ttgaatttgt tgatttcata acggagttcg    311820

     gcgttttctt cgagatattt gccagaggcg ttttcttaaa gccttaatgg ttccttcgag    311880

     agcttgaata tgtaggtttt gttggaccca tttatcaatt tgttgttcta attcatcact    311940

     taaacgatta atttcttcag cttgttggtt aatgatttgg tttagttgga tgatttattt    312000

     atctttttgg gtgatttttt cttgaaggta atagtctttg tcttcttgta agaagtgttt    312060

     aggacctttg tatttaacga ttaagttatt tccgcctgga cctttgtgtt tttgtttttt    312120

     gaagtagatg caaagaaata attggctgtt gttttgttga ttgaaaatag cattatcaaa    312180

     tccgtctaaa gtggtgcggt cataagtttt accatcttca ttccaacggc caaaagggtt    312240

     ggaggttttt tttgatgtaa attagtagat tggaaggttt agtttgaatt tcacgacgat    312300

     tttcgaccag ctttaattct tttcttaaac tttcttctca agggccaaaa ctagtttagt    312360

     attttgtaac aatataatgg attgtttctg aaatttcttc tttttcattg tatttatcta    312420

     tgtaatcaat gtcaacgccg tttttgagat aataagtgtg agaaatcttt tttccagttt    312480

     gaaggctata tttggattcg ttgtctattt tgttattatc ttggtaataa attatttttg    312540

     ttattttttg agtattatga tcaagatata tgacacaaaa taaagttcct tgttgtgtaa    312600

     agtgttttat ttgtaggcat tttttagttt gggggttgta tttttcaatt aaattaatag    312660

     ttttttgatc ggggtaaaaa gtagtttttt tgattaaatt gtttgttatt gaaccgtata    312720

     tatttattat ttgggtattt tcatttgagt ttatatcaat taaattattt ttattttcat    312780

     ttggagttaa tttattttga ttaactattt cattattatt tgctttattt ttttggataa    312840

     tgggatttgg cattttaaat aattcttttt tgttagtaaa tattttatct ttttgttttt    312900

     tattatataa aataaaacca cttaaaaata ttgtaataac tattaaaata aggcacaata    312960

     tgttaatcaa ttgccattta tgcttttttt gtttttgttt gctttctttt tggtcttttg    313020

     tttctttttt taaaaatttc ataaaattac ttttcttttt ttgtgttata atttgtcaaa    313080

     actcatttac gctaaaattg ctaaattgta attactaaat cttaaaatca aaagcacaaa    313140

     tcatagatca caaataagta cccttattat acaacatata ttgttatttg catcaatatt    313200

     tttaaaatta ctcaatattt tgatatttta aaagttttta tttgcaaatt gttaagttat    313260

     cgacgcttaa tatacaataa aaataaaaga aagggttttt atgtaaaagt aataattcaa    313320

     ctatatatta atttacaaac tggtttgcat aaatttttgg ttttatttat ttgtttttca    313380

     aaattaataa cattattgca aaataaaact gggttcgttt aattcgtttt gacaaagttt    313440

     aattaaatta ataccattgt cgtttaaaat agttttttag gttttaaagt ttgaaataat    313500

     atcacacttc ctaaagaagg gttcataata ggtgttgttt cgctgttccg tttttttaga    313560

     caacttttgt ctttaaaatt gttctttaaa acttaaaatt aagtgataat ttcatatctt    313620

     ttcaaactaa ggaaatattt ttttaaaatt tcaaaaagtt tctaaaactt ttaataattc    313680

     attagtttca aaagatattt ttttgtcata ttttatcttt acactatata gttaggtaaa    313740

     aaaagttaaa aaagtggtaa gaaaatgaaa ttataattat ttttttacgt aattatgtta    313800

     ttttgattaa aaaaatgcgc aaaaagtaac ctttttcaag gttgaaaatt tgaaataaaa    313860

     aattattatc taaaattttg acaatattga gaaggtgatg aataatttaa tttagctaaa    313920

     atccattgat tgttccaaaa tttggggaaa taattgatta tttttttaac tttttcaggt    313980

     gatttttgaa ataaaaaagg atgttgatgt tgtaagatag ttttcatttg gccgaaaaag    314040

     ttttcaatta cggcgttatc acgtggagta gcttttcttg acatactaat aaaaaacctt    314100

     ttttagttag tgtttgttgg actttttgtg attgataaac tgtgccttgg tcgggatggt    314160

     gtttaaaact aattctttat tttgatgttt ggaagtgtgg gaagcgataa tttggttgtt    314220

     gaaagaatca ataatacaag aaaaatataa aaatccttgg ggagttttga aataagttat    314280

     gtcggtaaat agttttttca tgggtttagt tgatataaag tcttgattaa ttaaattatc    314340

     taccactttt aatttagctt ttaaattatt tttacaataa tattttattt tttttaattc    314400

     ttaaacgata aaaaataccg ttttctttca taatagtata aatttttttc ttggtaatgt    314460

     tttcgttaaa agtttttttg gtataaatca gtgattttac gatgaccgca aaaatatttt    314520

     tcttgcaaac ataaagattt aatgcgattt tgttgtacat aagtattttt ctttttttgg    314580

     cttttatttt attttcgact ttcaaccaat aataataagt gcttcttttg gttttgatag    314640

     tttttaaaat ggttgttaaa tttagttttt gattaaattg tttaactaat tcaaaaacag    314700

     ttttttatca gttttttggt tttttcatta gagtttgtaa taatttattt ttttgtttct    314760

     ctttttctat tattttagct atttttttca tgatttaaat attttttcat tttttttata    314820

     tcatatacat aaccattata actctgaatg attatattta tttaaaaaag ggggtagcgc    314880

     gcaactgggg gatttttatt tttcttcttc ttttatttat gtgtacttat cacttttgat    314940

     aaaaaaaata tgttaataaa gttgtttcat atattagtaa atatgtttct aaaaatgata    315000

     aacaaattga atcaaattct aataaaggaa ttgattttta tagtcgtcat ttgtttggat    315060

     tttctcgtac atgtttttct tgtcctcaag aatctttttt agcattattc ccttatgata    315120

     taattaaaga aatagaatta agttcatttc caattgttaa ttttaatttt tctaatatat    315180

     ttgaatggaa tattaaaaaa ataattaatg gaagaaatat taaaattcca cataatttaa    315240

     ctttattgtt taaatcttat atgactccaa accaagttca aaattctaat tattttttag    315300

     tttaaattta tctagtattc aaccaaaaaa ttattttctt aataagaatt ttaaaaaata    315360

     ttttaaatta caaaaactta aaaaaacttt aaattattga aattattaat gctataatat    315420

     aagtaataag aaaaagattt tttttaaaag aaacaatatt ttgaaaaaac tcagtaatcg    315480

     cctacaaaaa tcccttgaaa tatttaattt cctttgattt tagcaaagtt ttaaaaaaac    315540

     tgctcgtaaa acagaaaaac tccttaattt tggaggagct gatgctgaaa atattttagc    315600

     caaaaactat caaatgaaac tttgcaaata ggaaaaggtt ctgtttctga ccacaatatc    315660

     gctaaacata acttaaataa attctctcct tatccttaaa aagattttaa taccttttta    315720

     caaaaaaaca gaacatttat tacaaaataa taaagatgcc ttagatgaaa tagcatgtaa    315780

     attattaatt aaaaaacttt atctcaaaaa tatttagatg aaactactaa aaaatattct    315840

     ttaaaaaatg ttataataaa taatatttat aattttataa taatcaaatg tttgaaataa    315900

     tacaaaaccc ttttgttgag gggattcctt tttgagttat tataatattt tcgcattttt    315960

     cacaactaat ataaaagtca atatttttga ataatcaagt atttttagta gctaaaatta    316020

     gtaaattact aaaaattacc tttttctcaa attacaaaac aacaataaaa atgaaaaaaa    316080

     gttagcaaaa aataacataa tattaaaaaa aatgctaaaa taaaatagta agtataattt    316140

     ttttagtttt gtcatctttt attttgtttg ttaaagcgcc atttcactaa gctttcaaac    316200

     aaatacaaaa aaaactatcc taaaaaatat tgggaggaaa aatattagcg aaaaattaac    316260

     cattcattaa acaaatattt ataataaaac aaataataat tgtaaatatt tttacaaaaa    316320

     atttattatt tgcaatttca tttacctgct atttatgtta tctacacttt ttactaattt    316380

     taccaaaagt atttattcct taattcaaaa ataacttttt gacaatattg acaatattaa    316440

     aataaaaaag ctaaaattaa aaaaataaat taaaaaagaa agaatagaaa aaggtttttt    316500

     aaatgagcaa ctatatcaac aaattgcgcc aaaaaattgg aaaagaccct ttattttctc    316560

     ctggggcttc cgttattgtt tatgaaaata ataaatattt attgcaattc cgcaaagatt    316620

     ttaatgtttg ggggcttcat ggtggagcaa tggaattagg agaaactgga gctgatgttt    316680

     gcgcaagaga actagaagaa gaaacaggtc ttaaagcttt agaaattcat ccctttcgta    316740

     cctattgtgg aaaacatttt gttatcaatt atcctaacgg agatgttgtc tatccagttg    316800

     ttatggcttt tttagtaact aaaacacaag gaaaattaag tccacaagat gatgaagttg    316860

     ccgaactaaa atggtttgat gaggcctctt tgccaattga tgctatgatg gaaattgaca    316920

     aaaccttttt aaaagatttt ttacaacaca aaaaccaaaa ccaacctaaa acatacaaaa    316980

     ccaaattttg tcaggcaaaa tgttttttct aagaaaaaaa ttaaaacaca ttccaaatta    317040

     tttaaaaatt atctaggtag catttattgt tcaaattttt aaagcaattt ttaaaatcac    317100

     aaaataaatt gttttaacta aaaagactat ctaatggcgg tagtcttttt ttgcattttc    317160

     tcatcgcgca ctttttgttt tttcaaacaa caccaccaaa tccacaaaca gcaaaaaata    317220

     attaaatgat gtccacaaat taataaatat atgttaaaat aaataataat tggattataa    317280

     ataagggctt ttgctaccca aaatattgcc caattatttt cattttttcc taaaattgtt    317340

     aatttttgtt ttttcactca ggtttttgat aaaaattaac attattttat tttcattgcg    317400

     ttttcatttt ttattttcat tttttaatat tgaaccaaag caagaattat taaatacaaa    317460

     ttaacaaccc aaaaattaca aattcaaaaa ctaaaaatat aaaggattaa aacggttatg    317520

     tttaattttt taaaaaaaat atttaattct tccaaaaaag ctttaagaaa agctagaact    317580

     atagctaata aagtacaaaa tttagaagcc caaatagctt tattagatga caaagatttt    317640

     gctacaaaaa ccgcagaatt aaaaaaactc tttcaagaag ggaaaaccct taaccaactg    317700

     ctccccgaag cctatgctct tgccaaagaa gctaccaaaa gagtaacagg acttactcct    317760

     tattacgttc aaattttggg cgctgtaatt ttgcaccaag gaaatattgc cgagatgaaa    317820

     actggagaag gaaaaaccct tactgccatc atgcctgctt atcttaatgc tttaagtggt    317880

     aacgccgttc acattgttac agtcaacgaa tacctagcta aaagagaatt tgaaggtagc    317940

     atcggtgatg tttttcgctt tttgggaatg acagtaggac ttaataccaa agacaaagac    318000

     caaacacaaa aacaacaagc ctatttatgt gatgttctct acactactaa cagtgaatta    318060

     ggttttgatt atttaagaga caacatggaa attgaagctt ccaatttggt aatgaaacgc    318120

     ccttacagct acgctattgt tgatgaagta gactctattt taattgatga ggcaagaacg    318180

     cctttaatta tttctcaaag tgtcaaagaa actaaaaatt tatacaaaga agcccaacgt    318240

     tttgttcgta cacttaaaaa cagccattat cttattgaat tagaaactaa aacaattgaa    318300

     cttacagaag aaggaattac caaagctgaa aacttttttc aaattgataa tttatacaac    318360

     atagaacacg cctccttgct ccaccacgtc aaaaacgccc ttaaagcagc ttttacgatg    318420

     cacaaagaca aagattactt agttgattac aaagatggtc aagttctaat tattgatcaa    318480

     tttactggac gcgccttgcc aggacgacaa tttagcgatg gtcttcacca agcattagaa    318540

     gccaaagaag ggctattaat taaaaaagaa acttccattg gagctactat tacttatcaa    318600

     aattttttcc gtctttatca aaaattgtca gggatgacag gaactgccaa aactgaagaa    318660

     gacgaattta gagacattta taacatggaa gttatcgaaa tccccactaa tgttcctatg    318720

     ataagaattg atgaacccga ttttattttt gtttctttaa aagaaaaata cgatgcttta    318780

     attgaagaat taacttctcg tcacaaaaaa ggacaaccca ttttaattgg gacaactaca    318840

     gtagaagttt ctgaaattat ttctaaaaaa ttaaaaaaac attcaatcaa acacgaaatt    318900

     ctaaatgcca aaaatcattc taaagaagca gaaattattg ctaaggcagg acttaaaaac    318960

     gcagttacta ttgctactaa tatggcagga cgtggaactg atattcgttt aggcgaaggt    319020

     gttaaagaat taggcggact ttctgtttta ggtactgaaa gacatgaatc acgaagaatt    319080

     gacaatcaat taagagggcg cgctggacgt caaggagatc ctggttattc acgctttttt    319140

     atttctagcg aagacgaact tgcccaaaga tttggtggca ctagaataga aaaaattatt    319200

     tctttgctcc aaaaaataag cgattctgaa accaaaactt catctaaaat ggtgactaaa    319260

     ttttttacta aaatacaaaa aaaagtagaa tcttccaatt ttgactatcg caaatacctc    319320

     ttaaaatatg atgatatttt acgtattcaa agagaaatca tttataacca aagaaaagaa    319380

     attttagtta gtgataaagt agaacaaatc gttcaagatt taatgaaaaa gacccttaat    319440

     aaagctattt ttacacattt taccaataaa cctaacaaat gtcaaactca agctttaatt    319500

     acttttttag aaaataaatt tttccctaaa caaacctttg atttagaaga agtacaagaa    319560

     ttatgcaaca atcccaaaac gaactctctt gattcttttc aacaatattc atttcaaaaa    319620

     gtaaaagata ttttacaatc ccaaaaagat ttttttgtaa aagaccctga aaaagctcaa    319680

     tattttgcaa aaggtcttaa atggattacg ttaaaaataa ttgataatta ctaccaacgc    319740

     cacatcaatg acatgagttc tttaaggcaa ggaattggat ttgtaagtta tggacaacaa    319800

     gattctttca ttgaatatca aaaagaagga caagttttat tcaataacat gattacaaaa    319860

     attgcaaacg acattactgc taccatttta aagttttctt ttgcagatag ttttcaaacg    319920

     cctcccaaac aaaaagtttt tttcaaaaat gattcaagtg atgatgaatc ttctaaaaaa    319980

     agaagaacta gaaaagtaag aacttctaaa aaaccttgga attaatttat ggaaaaatat    320040

     gaaattaatc aaattttaca aaacttgtac caaaatctcc aagatttaaa acaagcactt    320100

     aatttaaaaa aaactaatca aacaatcgag aaattaaatt gtgccatgca aaaagaagat    320160

     ttttggcaaa acccaaaaaa agctgtcaca ataagccaac aattcaacga cttgcaagac    320220

     aaaaaaaata ctttagaaat tttagaacaa aattatttag atctagaaac tttttttaac    320280

     ttaaatgaaa gcccaaatga agcttctgct ttattagaag aagaactaaa aaaccttact    320340

     aaatctgttt ttgacttcaa aattaaaatt tttttgaatc aaccttatga tattaataat    320400

     gctattttgt tatttcatcc aggagcagga ggtactgaat cacaagattg gtgcgaaatg    320460

     cttttccgta tgtatcaaaa atacgctcaa aaaaagaatt ttaaaaccga aattcttgat    320520

     tatcaactag gtgaaggagc gggagttaaa tcagctactt tattaattaa aggaacttat    320580

     gcttatggtt atctaaaagc ggaaaaagga gttcatcgct tggtaagaat ttctcctttt    320640

     gattctaatt ccaaaaggca tacttctttt gtagcttgtg atgttttacc ggaaattaac    320700

     gaagaaatca aaattaattt aaaaacagaa gatttgaaaa tcgatgtttt tagaagtagt    320760

     ggtgcaggcg gacaacacgt aaatactaca gattcggcag taagaataac tcatttgcca    320820

     acaggattag tagtgggttg tcaaaacgaa cgtagtcaga tcaaaaacaa agaaaaagct    320880

     ttgcaaatgc taaaaactaa gttatttcaa ttagcatcaa aacaacaaaa agaacaaaat    320940

     gctaaaaaat ttcaaagtga tcaaaaagaa aatggttggg gttctcaaat tagaagttat    321000

     gtttttcacc cttacaaaat ggttaaagat caccgcacta atcaagaaat ttttcaatta    321060

     gaacaagtaa tggatggaaa catcgacgaa tttattaacg gatatttaac taaaatacct    321120

     attagttctt ctcatgaata aaaaaaaaat acaaagttaa ttgaagtttt ttaatcaata    321180

     acccaatatt aaaaaaataa ttataggaaa agccaagaca aaaagacatt ccaaagaata    321240

     aatatttccc ccaaagactt gttttggttt ttctttttgg ctttgtcttg gaatgatttt    321300

     aatattttat tttttttgaa aacaacaaag cacactattt tcatcaaaat cactcccttt    321360

     attatttaat tgttattgat ttttaaacat tttttaatgt actgaaatat ctttcacctt    321420

     aattaaaatc tccaaaagat tttatttttt aagaattcat caaaaaacat tttttccatc    321480

     ttttttatca aaaacacttg acaattcagt tattttatgt gataatattt aagatgaact    321540

     ttttaattta cgattaataa aaaaatagaa agtgggtttt tattatggca ataaaaatgc    321600

     gtttacaacg tttcggagtg cataaaagac ctttttacag agtagttgca agtgaatcta    321660

     aaaatgctag agatggtaaa tttttagaaa ttttaggaac ttatgacact attttagata    321720

     ttgttgaatt agaccacaac aaagcacaaa aatggttatc aaatggcgct caaccaacca    321780

     aaacagtcaa aaaagtattt aaaaaaagca aatttgttgc aaaaaataaa actaaatttg    321840

     aaaaataatt ttttttcaat ttcaaaaata aatgaaagtg cctttaacgg ttaaaaacta    321900

     aattttatga ttattgaaat tataactatt tttccgtctt tttttaaaag tttttgtgaa    321960

     acttccatta ttaaaagagc tttagaacaa aaaaaagttc aaataaaaat tcatgattta    322020

     agaatttata gttcaaataa acataatcaa gtagatgata gtgtttatgg gggaggagtt    322080

     ggaatgttgc tttctttccc tccttttttt gattgtctgc aaaaaataaa aaccccccaa    322140

     agtaaagtta ttttattatc tcctcaagga caaattttta atcaaataca tgccactaat    322200

     tttgcccaaa aagaaactca tttaattatt ttatgcggta attatgaagg agttgatgca    322260

     agaatattgc aatatattga tgcagaaatt tccataggtg attatgtttt gacaggagga    322320

     gaaatcgctg ctactgtttt ggttgatgca attacaagac tgattccagg agttatcaaa    322380

     gaacaatctt atcttgaaga ttcccatcaa caaggcttgc ttaaatatcc tcaatatacc    322440

     cgcccgcaaa attattttaa tcacgtagta cctactattt tgttatctgg aaaccatgct    322500

     aaaataagat cttggcgcca aaaagaaagt ttaaaaaaaa ctttgcaaaa aagacctgat    322560

     cttttggaaa ataaaaaatt aactttagaa caaaccaaac ttttaaaaga aattaaacaa    322620

     gaattacaaa aataatgcaa aaaattattt gtttgaatta aacaaaggag caaaattatg    322680

     tctcaattaa aaggacaaaa tttaatagaa tcagttaacc aacatcaact taaagatgtc    322740

     ccttttttca aacctggaga tacagttaaa gtattgatca aaattgatga aggaaaccgc    322800

     aaaagggttc aaatttttga aggtttagtt attaaacgtc aaggaagatt agttacagaa    322860

     acttttactg taagaaaaat atttgctggt gtaggaattg aattaacttt cccagtacat    322920

     tcccctacta acgagaaaat agaagtagtt agtcgcggta tcgttcgtcg cgcgaaattg    322980

     cattatgttc gcaacctttc ttctaaagct tctcgcatta aagaacaaag ataaaatgtc    323040

     tttttatgaa gaattaaaat ggcgtaattt aattaaagat tgtaacaatg aaatacaagt    323100

     taaagaatta ttagacaata accaagttaa gttttactgt gggtttgatc ctacttctca    323160

     ttctttaaca gttggtcatt taattcaaat aacaatgatt ttattaatgc aaagacaagg    323220

     gcatctaccc gttattttag ttggtggggc tacgggttta ataggagacc ccaaagaaac    323280

     cgaagaaaga aaattactat ccttagaaaa ttcattgcaa aatgctaaaa gtattgaatc    323340

     tcaactcaaa accatattgt taaacaaaca agtagaattt gttaataatt atcaatggct    323400

     ttctcaaata gatatcattt cttttctcag aaactacgga aaatttttta acattaacta    323460

     tatgctttcc aaacacgtag tagccaaaag gcttgcttct ggtatctctt ttactgaatt    323520

     ttcttatatg attttgcaat ctttagattt tcatcattta tacaaaaatc ataaagttag    323580

     attacaatta ggtggttctg atcaatgggg aaatattaca agcggactag aaataattag    323640

     aaaattagaa aaaaaatctg atgccctagg agttagtact cctcttttgt taaattcaga    323700

     tggcactaaa tttggaaaaa gtgaaaaaag ggttttatgg ttaaatcctt taatgacttc    323760

     accttatgaa atttatcaat attttttaaa tgtttctgat aaagaagtaa tcaattattt    323820

     aaaaatgctt actttaatcc ccaagaaagg aattttggaa ttagaaaaaa aaaccttaga    323880

     aaatccccaa aaaagattag ctcaaaaagc tctcacccaa agcattatta atttaattca    323940

     ttcctcagat attttacaag aatgtataaa aactaaccaa attttatttt ctaatgctaa    324000

     aaaagaatct ttccaagaga aagattttat tttattgcaa aaaactttgt tttgtcattc    324060

     tataaaagaa gatattttat tagttgatgc tttagttcaa acaaaactgg caacttctaa    324120

     aagcgaagct cgtgaattta tcaaagacaa cacaattaaa ttatttaatc aaaaaatcaa    324180

     atcccttgat tttataataa caaaagaaaa cactttattt ggtaaatata tccttttaaa    324240

     aaaaggaaaa aaaaataacg ctttaatagt cttttaatta ttaataactt tttatttatt    324300

     ttattaattt atttataaaa aaaatatgtt ttaacaaatt aagaggtttc caaaatgcaa    324360

     aataatcctt ttcgctgtct tttcccgatt ttcaaaacta accctaagct tgtttacttt    324420

     gataatgctg ctacttcttt aaaacctcaa aaagtaatag atgaattgac tagattttat    324480

     aacacaaacg gacttaatac caaatctttt ggagttttga ctaatcaaaa cactttacta    324540

     attaacgaaa caagaattaa aacagctaat tttattaatg ctaaaccaga agaaattatt    324600

     tttaccaaag gaactactga ttctttaaat atattatctc aaaatttagg agaaaccctt    324660

     caagaaggtg atgaaatcat tacatcagaa ttagaacata attcttctgt gcttccttgg    324720

     attaaacaag ctaaattaaa aaaagcaaaa ttaatttttg ttcccctaaa cgaacaaaat    324780

     caaataactg tagaaaattt tgctaaggtt ttaacaagca aaactaaaat agttgtttta    324840

     actcatgttt ctaatttact agggtacgaa actcccatta aagaaataac aactttagct    324900

     caccaaaaaa acattttagt tattttagat gctgcccaat catcaagcca cctacccata    324960

     gacgttaaat ttttagacgt agatttttta gcattttcat cacacaaatt atacggtcct    325020

     tttggaatag ggattttatt tggtaaaaat catttattag aacaattaca acctacttta    325080

     tttggaggcg tttcaattaa agaattttct ttaaaacatt ttttactcaa cgaagttcct    325140

     aataaattcg aatcaggaac tcctaatatt tcaggaattc ttgctttcaa aaaagcttta    325200

     gaatttgtgg aagaaattgg ttttgaaaac atccaaaaac atgaaaaaaa gatttatcaa    325260

     aatataatga aagaattaaa gcaaattcct aatattacaa tttacaatcc ccaaaatttt    325320

     tctaatatca ttacttttaa ctttaatcaa attcatgctc acgatgcaga agttttttta    325380

     tctcaggaaa atatttatgt aagaactggt agatgttgtg cctttttagc tactcaaaaa    325440

     ataaaacaaa caagtataat tagggtttct ataggtatcc acaacaacca agaagacgtt    325500

     ggtattttaa ttaaaaactt aaaaaaaacg caaactttct tctccaaatt taatataaat    325560

     aaatcaaggc attaaaatgt tagaaataaa taaattatat cgtgatttaa ttattaaaca    325620

     ttatcaagaa cctcaaaatt gggggctttc tcaagaccct gattttataa acataactaa    325680

     taaaaatgtt tcttgtggtg attctatttc gttacaaatc aaaatcttaa attcaaaatt    325740

     aatagatatt aaatacgaaa ctcaagcttg cgctatttgt tgtgcttcag caagtttgat    325800

     gtctataaat tttaaaaata tagaaatttc aaaaatatta gaaaaaataa accatttttt    325860

     agctatgatt aataatcaaa tgtatgatga aactcaactc gacaaagaat tactattatt    325920

     taaacatttt attaattttc ctggaagagt tacttgtata agtcttcctt ggaaatcttt    325980

     acaagaatta attaaaacac acaataaaaa aagttattaa ataaaaaaga caaccttttt    326040

     aaggttgtct tttttattta ataaatatat aaatcaaaat ctcgaaatac ctaatttttt    326100

     tcgcacctgt tcgatttttt tctctgcaat caaggaagct ttttgggctc ctttatttaa    326160

     aatatcatcc aattttgcac tattaattaa ttgataaaat ttttgttgca aaggcacaac    326220

     aaaattaatt atttcttcac caattttatc tttaaaatct ttataattac ttttttgaaa    326280

     aagtttttca ctttcaaaaa tactaatttg ctttaaagaa gcataaatgg ttaaaagatt    326340

     ggaaattcca gatttatttt ccggatcata tttaattatt ttttgggaat ctgtaacagt    326400

     ttgggcaatt ttaattttaa ttatttgagg atcatctaaa agtaaaatat agctttttgg    326460

     attttccgta tcacttttac tcattttttt caaaggattt tgcaaagatt ttatttttga    326520

     acccaaagga ttaaaaaaag gtttcggaac aacaaaagta ttaccatata aattgttaaa    326580

     tcttgtagcc aaagttttag ttaattctaa atgttgtttt tgatcttttc cgataggcac    326640

     taaatttgca tcatacatca aaatatcagc tgccattaat gtggggtaag taaataaaga    326700

     agttcttata ttttttgaat taattttgtt tttttcctta tattgaatca ttctttgtag    326760

     ttcagaaaaa taagaagtgc attccaagag ataacacaaa taagtatgtt gtgatacttc    326820

     agattgaaca aacaaattta ttttttcagg atcaagtcct gctgccaaat aaagagctgc    326880

     tatttttttg atttgttttt taagtttttg aggttcttga taaaaagtaa gggcatgcaa    326940

     gtcagctata aaaagataaa aatcaaaatt ttttaagttt ttttgtaaat ataataaagg    327000

     tttcaaaact ccaatataat ttcctaaagt aagatcccct gttggtttga tgcctgacac    327060

     taatctttta tttggtatca attttagcac ctcctttttg atttttttga aaaatgattt    327120

     attatagcaa aatcatcttt aatatttttg tggattgaat caaatttatt tattattcgt    327180

     ttttttattt tcattcatct tctaaagatt ctaaaagatt ttcttgtttt gctttggcta    327240

     aaatagtttt gttaatttta gaacgagttg caaaatccgc tttagtaaat ggtttttctt    327300

     gacgcgcctc tacaatttta ttagcagcaa tcaaacctag accatcaagc gaaagcaatg    327360

     gcatccttaa aaatccacca tcttctattt ttaaaacact aacatctgat ttattaaaat    327420

     caacagttaa aaatttaaaa ccacgatgta ccatttcttc ggctattttt aaagtattga    327480

     ttaaagcttc ttctttggct ttgatctttt tgcttttttt taattctgca agcttattta    327540

     acttttcttt aataattttt atatcgttgc taatcattgt ttggtggtcg aattgttctg    327600

     ttcttttaga aaaataacca ctataaaaag ctaatggtgc atgcatttta aaccatgcaa    327660

     tcctcaaagc cataataaca taagcagtgg cgtgcgcttt agggaataaa tatttaattt    327720

     tagctgcaga atcaatgtac caagcttcta ctttgtcttt catttcttgt ttgtattttt    327780

     tccatgtttg aaaatcatct tggggtttgc ctttgcgtat aaattccata atatcaaaag    327840

     cttttaaagg atcaatccct ttttcttgta gttgtaacat aatatcatca cggcaaccaa    327900

     ttatatcatc aaaagaaata gttttgtttt tgtatttttc aaattcgcct gttttgttga    327960

     tagcatctct ggcgttttgg ttccaaacat cagttccatg tgaaagtcct gaaattttta    328020

     ctaaagcagc aaaattaatt ttaattgctt ttttttgtga attttgttta gttgttgtta    328080

     aatcttttaa catttgtttg acaaaaatag ttccaaattc aggaataccc aaagaatcaa    328140

     tagttatttt gtttcctgaa tttacagaag aattaatttt gaactcgttg gaaaacaatt    328200

     tataaacttc aggatcatct acaggaatat cttgggctct tgtaaaaggg aaattccctg    328260

     aattttcttt aacataatcc atcaaaaatt taatcatcat aggatcatcg tgtcctaaaa    328320

     tatctaattt aaaaagattt tgctcaaaag agtgataatc aaaatgagta gttttccaat    328380

     tggtgtcatt agctggatat tggacaggag ttacttcata aatgcttcga tcaggcggta    328440

     caacaacaat tcctcctgga tgctggccat tagaacgttt aaccccttgg attttgttgg    328500

     caatttgggc tactttttgt ttacgccatt gtttttgttt ttcttctacg aaacccattg    328560

     tataaccata agcgtttctt tgtgcaacag tctggatggt tcctgctcta aaagcgtgct    328620

     tttctcctaa taattcttta atgtaattgt gggcttggct ttggtaatcg cctgcaaaat    328680

     ttagatcaat atcaggagtt ttattgcctt caaagcctag aaaagtttca aaaggaatat    328740

     catggccgtt ttttttgaat tgggcgttgc atttggggca aggcatgttt ggcaaatcat    328800

     atcccgaaaa aacattatca agctctttgt ggtatttttc ctcttctggt ttgtaatatt    328860

     gttctttttc ttggggtttt tttaattgga caatagtgta gttgcattga gggcaataat    328920

     aatgcggttt taacggattt acttcggtaa tttctaacat agtcgccact aaagaagaac    328980

     caattgaacc acgtgatcct actaaataac cttttgccaa agaattttta actaataaat    329040

     gtgataaata ataaacagga gcaatatttt gattagtttt ttcgtttttt gtctctccga    329100

     taatgctttt taactcttga tccaatcttt ttttaattaa agggtggggg ggtgaaccgt    329160

     acatttgttt aacttttgca tcaactaaac gtttaatttc ttctttaatg cttggtattt    329220

     gtaagttttt tttgaaagca tcatctttga aagaaaatag ttccgaagaa aaagatttta    329280

     ttttttcaat tttggaatta agcaaatgag tatttgaaat tacaatttta taaatcaagt    329340

     tttcatcgtg taaaaaagca aatgcatcta tcatttcttg ggtagttaaa aggtggtttt    329400

     ctggtaagtt tttattttcg tatctagata atttgtgtaa gccgcctcct accattttgg    329460

     cactaatata aatttcacga taatcttttt cccaaggatg aatataatga acgtctccgg    329520

     tggcaattac tatttttgct tgtttttggg cttctgttat gattgttttg agagtagttt    329580

     caattatttg aatcccgttt ttacctaaat catgaattaa atgtttataa gcttgtggag    329640

     gttgtacttc gatgtaatca taaaaagaaa tagctctttg taatttgaaa atattttgat    329700

     tgagagctat ttcaaaaata ttgctattca tgcaaccact acctactaaa agaccttgtc    329760

     ttaaatttgc taaattagat tttaaaacac gaggtctttt gttaaaatct ttagttaaag    329820

     cgttgcttaa aagttcaaaa agattgcgat aacccgtttg gttagccact aaaatattga    329880

     tgtgataagg tctttcgtat ttgtgatcaa ttttttcttg taattcaaaa aaattaatta    329940

     cttgttcgtt tttgggatct ttggttggat ctgctaattg atcaatcatt ttgataaaaa    330000

     tttctgatgt ggcagtggca tccgcaagtg cacggtgatg gtcttctaat ttgactttga    330060

     aaacagttgc taatcttttt aaagaaaaat attttaataa attgctgaaa taacgttgag    330120

     acaatgccat ggtatcaata ataggttttg gttctaaaga tatttttagt tcttttgctt    330180

     tttcttttaa aaaatcaaca tcaaaagaag cgttgtgagc caccaaaaca cagtctttgg    330240

     caaaagctaa aaattgtggc aaaacttggt caattgtttg ttgtccttga agcatttcat    330300

     ccgtaatatt ggtaatattt gtgatagttt tggttagttt ttgttgcggg tcaataaatt    330360

     tttggaactc gcctatttta tttccgtttt tgatttttat tccagcgatt tcaataattt    330420

     tgtcacgaac attagataat ccagtagttt ccaagtcaaa aaccacataa gtagcttctt    330480

     ttaaaacaaa atctttttct aaattatctt ctttttgatt ggtgatataa ataggttttt    330540

     cttcaataaa atcaacttcc actccataaa taggtttgat ttttttattt ttggaatgtt    330600

     ggttaatttc aggataagca taaatgccgt catgatctgt aaaagcgatc gcttcgtgtc    330660

     cccatgattc tgctatttgt aaatattctt tggcgctgtt aatggcgtct aaattagaca    330720

     ttttagtatg agtgtgaaat tcaattcttt ttttgcctcg aaaacccaag tctttgcgga    330780

     ttaatgaagg cgaaattgaa tctgattcta aggtttcgta tttttccata attaaatgaa    330840

     catcgtccca agcactataa ttaattcgag ctgtgattct aaataattgt ccagtttggt    330900

     aattggattt taaaaattgt tctttttcat ctttggaaac ttttttttga attaaaatag    330960

     catctttatt ttcgatagaa aaatcattgc tgttttcttc tataacaaat tttaaataag    331020

     aatactgaaa attaatttct ttaatagggt gagctaaaaa accttcaaca attacataag    331080

     tattggggtt ttggcatttt aattcttcaa gctcttgttt atttttagga aggtctttta    331140

     tttttgtttt tttagttgtc attttagaat tgctattata agctccttta ttataattat    331200

     attttttttg ttggggtgtt gtttttactt gttttgtttg ttctgtttga taagtttggt    331260

     tttctttgtt atttagattt ttttcttgat tttgttcgtt ggagttggtt tgattatttg    331320

     gattttgttg cgactcttcg atttcaatat ttgtggattt ttttctattt atatcaattt    331380

     ttctatctgt tgataagata aattcatttt taaaaccata aaatttagaa aaaaaatctt    331440

     taagaattcc tatttttttg tttaaacatt taaatgcatt aggatttaca aaaatgataa    331500

     atttgccatt ttgaaaattt acttggtgat tttgaattgc aaaataatct aaatcatgat    331560

     attttttttt aaaactggct tgggttataa tatatttaaa ataactttct gccaaagatt    331620

     ctagataatc ccaattttca aaatcgatgt ggtattcaat ttggggtaaa ttaggtttgt    331680

     tttcatcttg ttttttccat aaaatagtta attcttggag taattgttct aaaaaaaatt    331740

     ctaaatcaca aataaaaggc aaatgtttaa atgtgatttg taaaacccat tttggttttt    331800

     tttggcaaac tgatattttt tttacttgag gattttgaaa atattttttg caaaaacctt    331860

     tttttttgat aaaatgttta aatgaatgat tatacacaat aaataccacc taatagttga    331920

     tcaggaaaag atcctataaa tcaaaatttt ttgtttcaaa tcgtttttta aaaaataaaa    331980

     caaataaaaa ttacatgaaa ttcatgtaat ttttatttgt tttatttttt ttcatagatg    332040

     taattataaa taaaaataaa ttaatggtac tgatggtcgg actcgaaccg acatgagtat    332100

     tgctcgcttg attttgagtc aagtgcgtct accattccgc cacatcagct tttgtttttt    332160

     ttaaatgata aaaatatcat acttatatat tatatcaagt tttattttga tttttatttt    332220

     ttttcattaa aatcataaac caaaataata tttacacgta tgtgccaccc aaaaaagacc    332280

     acattagcta atggcctttt atcaagttta gttgttaaat ctttggaaaa ttatttattt    332340

     ataaatgata tttttattaa atattttgtt taataaatta gcaatactaa tgatgcttaa    332400

     ataaaaaaaa gatatcatca caaaaggaag aatcggatta aaggtagagc ccatattgct    332460

     ttgcgcttgc caagaaagtt cggtaattcc tataatggca aaaaaagaac tatctttaat    332520

     gtttgttatg aattgttgga caataaaagg tactgatctt tttaaagttt gaggaaagac    332580

     aatagagaaa aaaacttgct tttttttcat ccccaaagaa tgagcggctt caatttgtcc    332640

     tttatctaag aatttaatat tttgcattaa aattacagta atgtttgcta aagaattaat    332700

     tactaaaaca aaaagccctg catataaacg tttaatttca aaaagatctt tgcaaagata    332760

     gccaatacca taaaaaacaa gcattgcttg ggcagctaca ggaattcctt ttaaaataaa    332820

     aaataaagta tctaaaaaat aagttattcc tttattaatg ttagatatta ttttattatt    332880

     ggattgagag tttttaatta aaatatataa agttgctaat aaaaagccaa taataagact    332940

     gtcaatggct aaaattaaag tagttttgag gccttctaga taagatggaa aagtttcttt    333000

     gatttgatac caagtagtat ttttagaaag tatgtctttg ttgttgccaa aaactctttt    333060

     taatcttgtt tctgattcgc cttctaatgt ttttatttga ttgtctattt ggttttttgt    333120

     tttagttgaa aaatgccatc caaatactga aaaatgtaac catattaaaa atatagaact    333180

     aattgataat gtaataattt tgaatatttt tatattgttt tctttttgga aaatattttt    333240

     taaaaatgag tttttattaa taaaattaat gaaattgttc acttcctttt ctattctttt    333300

     tcttttattt tttcaatttg ttaatatttt tttctaaaat tttgcttaaa aaaccagtca    333360

     tactaataat tattaaataa aaaaaagata tcatcacaaa aggaagaatc ggattaaagg    333420

     tagagcccat attgctttga gcttgccaag aaagttcggt aattcctata atggcaaaaa    333480

     aagaactatc cttaatgttt gtgattagtt gttggaaaat aaaaggcact gatcttttta    333540

     aagtttgagg aaagacaata aagaaaaaaa cttgcttttg attcatcccc aaagaatggg    333600

     atgcctcaat ttgtccttta tctaagaatt taatattttg cattaaaatc attgtaatac    333660

     ttgctaaaga atttagcatc aaaacaaaaa ttcctgcgtg taaaggattt gaacttcctt    333720

     taaaaagaaa ggtaatgctg taataaataa gcattgcttg agcggctaca ggaatgccct    333780

     ttaagacaaa aaacaaagta tttatggaag tatttatcat ttttattata gcaaccatca    333840

     ataaattatt tttgtgagaa tctaatttaa tatttttaat taaagtgcat acaatagcta    333900

     ataaaaaacc aataataaga ctatcaatgg ctaaaattaa agtagttttg agtccttcta    333960

     gataagatgg aatggttttt tgggcttgga tgaaaatgtt ttttattggt agttcaattg    334020

     tttctttgtt ttcatcaaaa actttatcta gtctttcttt tacttgtttt tctatgtttg    334080

     taatttgttt ttctattttc ttttgatctt ctacattaac ttctttgcta gtttctttta    334140

     attcatgaat ttttttcttt aagtctatga tgtcttggaa ttcgcctttt tcatcttttt    334200

     caactaaatt caattctaac aacgctttat ttatgtcttt ttgtaaattt gtcattcttc    334260

     tatcttcatc atttttttta ggtaaaaata ttcctaaacc ttggggacaa gtagaatgtt    334320

     ctaagttatc agaatacaca tcaaaatatg tcaaatcttg atttatttcg caagcccatc    334380

     tagctaaaca attatctgtt ataaatatat ctgattttcc ttgtaaaaca tcagtaaaac    334440

     atgcaggcga acttgttaat tcgttatttt tgattacata ttctttttct ttattggtat    334500

     ctgatttgat tttttcaatt actgggattg cgacagtatt tagaaatgtt ataaatttaa    334560

     tgggtttttc ttttcctaaa acttttaatt tttggcaaaa ttcattataa tttattttta    334620

     tttctttgat attttttttg ttttgtttgt ttcttaaatc atcaaataaa tcatcaaatc    334680

     ttttgttgtt ttttactacc atgctagttc cagtttgcat ataggtttta gaaacatcgt    334740

     atttttcttt tcttttgtct gtaatactca aagacgaaac tgcgatgtca attgtttctt    334800

     gctctaaggc attaagaagt cctgcaaaat caaagacatg aaattctaat tctaaatctt    334860

     taaatttgtc tatttttttt aattcttctg atatattgtt tattaaatca atatcaaaac    334920

     ctgctatata ttcgccattt acagcttttt gggctccctt atttggctct aaaactttaa    334980

     aaacattagg agcagaattg ttgttaactc ctacttttaa aatgattttc tttttaaaat    335040

     gtttttttat atgaaaatat ccaaatgttg ataaattcaa ccatattaaa aataaaaaac    335100

     taattaataa tatagtaatt ttcaatattt gggttttatt ggtattttgg caaatgtttt    335160

     taaaaaaatg ttttttatta atgaaaataa tcacttcctt cttttaatta ttgggtcgtt    335220

     gtctggtttt tcttttttag ttttttagtt ttgtgttgat ttttttgttt tttccaaacc    335280

     aaaatattta tttgtaacaa aataaaaaaa gtctttgcag acttttcttt gggatttaat    335340

     tgttttatga tttttttttt taaaaaaaat tactacatat tttctaaaaa aggaactcct    335400

     aaaattctta aactttcttt aagagtaata aaaactgctt ggatcaataa aagattagtg    335460

     tttgtagtgg tcttatcatc tgttaaaatc ttttcttgtg aatataaaaa gttaacattt    335520

     tgagttattt ttaacgtgta tcttgccaaa atgcttggca tattgtcttt ttgggctttt    335580

     tgcaaaatta aagggaaata gtctaataat tttgctaaaa taaaataatg gcctttttga    335640

     taaatggttt tgtcaatcaa gcttatgtct agtttttctt tttttaaaag ggaatttaga    335700

     cgtgctgctg tgtattggag ataagggcct gtttgtcctt tgaattgtaa aatagtttct    335760

     aaattaaaat caatatctag atgtctatcg tttttaagat cattaaaaat gatggctcct    335820

     acagcgattt ttcgtgcatt ttggttgata tctgataaat gaggattttt ttcttcgatg    335880

     atttttttag ctaaaatagt agcttgatta attacttcaa ttaaggtagt aaatttgtga    335940

     tttctagtag aaattttttt cccatccatc aaaactaaac caaaattgat gtgttttatt    336000

     ttggtgtcgc agtatcccat tttttcaatt atttgggcta attgtttaaa gtaaagtttt    336060

     tgttcgtttc ctacaacata taaaatattt tgacaattaa aagtgttgta acgatattta    336120

     aaagtagtta gatctcttgt taaatacaag ttgcttccat tagttttttt cactaagcca    336180

     ggaggtaaat tatcaagttc tataagtaaa actttgtctt cttcttttaa aagctttttt    336240

     tgttctaatt cttcaaaaag atgagcaatt ttgtcattat aaaaagattc tcccaagtaa    336300

     aaatcaaatg aaatccccaa aatatcataa attttgcaaa attcttgtaa agaaacttcg    336360

     cggaaccatt tccacaaatc gagatatttt tggttttgtt gttctaattg caaaaaagca    336420

     aaattggctt gttcgtttaa ttcaggattg gttttagctt tttgatgaaa aaaaacatat    336480

     aatttttgta gttcgttaat tgggtctttt agtgtttttt ctttattacc ccatttttga    336540

     taagctacaa tcattttgcc aaattgggtt ccccagtctc ctaagtgatt tatgcccact    336600

     accttaaaac ctaatttttg ataaatattt ttgagagcgt ttccaataac agtagaacgc    336660

     agatgaccaa cagaaaagtt tttagcaata ttaggagaag aataatcaat gactatggtt    336720

     tgattttgat tgggcgaatt accataatta gtttgtaatt tgttgatttt aattaatatt    336780

     ttgtgagcta atgaagctct tttaagtttg atatttaaaa aaccgtttaa aaaaattaaa    336840

     tcttgaattt cgtttattgc gacaattttt ttttttatat tttcaaaaat aatatgagga    336900

     ttggttttga tttttttggc ataagcgaac aaaggtaaag aaaaatcaaa tttgtcattt    336960

     tccggttgtt cttgtaaaac taattcttct aataaaactt tttggattgc attttggatt    337020

     ttgtttttgg tggtttgtaa aatcatgatt gcatttcctt tctttttgga ttttaaaata    337080

     aaaattgatt cctgaatgac gataataaat gataaaataa tgaaattatt aaaaactttt    337140

     ttacttaatt tttttcttgt tatttttttg ataaacattt ttgatatttt aagatatata    337200

     aatatatttt ataaaactat tatagcattt tttatatttt gaaattccta attaaaatta    337260

     aaaaaacaac cctttaattt gcaaaagagt tgttaaataa taaattattt ttttaattag    337320

     gaaagcaaat attttatcta gttttattaa agtttagtta atatttctta aaaaatcaac    337380

     ttttaaacca aattttaata ttaaaattaa taaaataata ccaataatta ttttgatgat    337440

     actacgcaaa aagaaaaaaa ataatccaat gatgaaagca ataattatca tttgataatt    337500

     ggcacttaat tcattccaaa aagaaaatgt attgcttata atttgttttt tatcgatgat    337560

     ttcaaaacct cactaataat tgtttttttt ttttttgatg tttaacaata ttaaaattct    337620

     aaaatagttt tagaaaatat tttaataaac aataaacacc aatattaatt ataagggatt    337680

     ttggtttttt ttcaacttgt tttaatgatt ggggtgtttt ttaaaataaa ttttttaatt    337740

     cagggttaaa atttttggtt ttaatcattt caatttcatg tttataaggt tctttttcgt    337800

     tgatataggg agtttctaaa attttaggga tacaaacaaa agcgcgatga tagataattt    337860

     tgagtaaagt ttcaaaaccg attttgccaa aaccgatgtt ttcgtggcgg tctttgtgac    337920

     tattacattc gtttttagag tcgttaatat gaattacaga gacattttga aagcctaaaa    337980

     tggaatctat cttttggata atttcttcta agttttcttt taaatcatag ccagcatcaa    338040

     aaagatgaca agtatcaaga caaaaagaaa ctcttgtttt gtttttaact agagttctta    338100

     tttgttgcaa ttcttctagt cttttaccaa tttcagttcc tttccctgcc atagtttcta    338160

     aggaaatttg ggtttttaaa tgtttagttt ttgcaaaaat taaatcaaga ctttgagcaa    338220

     ttaaactaat tccttcttgg ggatttgttt tgagatagtt tcctggatgc aaaaccattt    338280

     tattaatttt cattgctgca aaacgttcta attcttgtga taaaaaatca attgcaaaag    338340

     ctcttttagt tttgtcggga ttagcaagat ttataatata aggagcgtgt cctaccaaat    338400

     tatttaaaga taaattgttg ttttgggcaa tttttaaagc ttctttaatt tttaattctt    338460

     cggttttgct tcttatcgta ttttgtggag caccgctata aaccatcaaa gcattagcac    338520

     cataagaaat ggcagtttgg atggatcctt gaaaattatg tggttttttc atggcaacat    338580

     ggcttcctaa aaataacata ataaaagctc cttatagtta tttttttaat taagtaattt    338640

     atttttttga tggcttttgt gatttgtatt tgtttttttg atttaaattt tatttgaaaa    338700

     aaagtgcttt tgtttttggg gcttggtttt ctttttgatt ctttttttat aattgggttt    338760

     tacttgtttg cttttatttt ttttattgtt attgtttttt tcttgggctt ttttttgggt    338820

     ttcatttggt gcttccaaat tggaatcttt ggtaaatttg ttttgtttga aatttttttt    338880

     ttggttagtt tggttgtttg tgatattttt atttttttta tttggcttat aagctttggt    338940

     agttgtaaca atttttgaat tttgatttct tataaaacca cctttgctta aagaggattt    339000

     atggaaagta attcctaatt ggattaattt attaattttt tctttttctt taatttcttg    339060

     gggatcgtac aaaacaatta tttcaccttt ttttcccatt cttgatgttc taccacttct    339120

     gtgaaaaaaa aattcaaggt gtgaaggtaa gttgtaatgg atgacacaag aagcatcaaa    339180

     atcaattcct ctggctgcaa gatctgatgc aattacgtac tgatatttta atttatgaat    339240

     agctttaagg cttttttttc tttgtttgac tgataaatca gagttgtaat taagtaattt    339300

     gagactgtca ttttgtaaag tttgaaatac taattcttgt tctttttttt cattgacaaa    339360

     tatgagtgct aaataaggat taaggacttt ggttagatga attaaggtct gtattttact    339420

     tgtagttgtt tctaataaat aaaaagtacg gttaagatta ctttgattat aaacatcaat    339480

     aaaagtagat ttgccaaaat aacgattaat aaaaggcttt aattgttcgt taaatgtagc    339540

     tgaaaataat aaaattttgg ctttaagatg gctaattaaa gggtctagtg aatttaaaaa    339600

     taattcatca aacatcatat cagcttcatc aaggactaaa taagatacat attttaagtt    339660

     aattttttta agtttaaaag cgtattctaa taacttatcg ggagttgcaa tgattaatgg    339720

     aggttgtttt ttttcaaaag tggtaattgc tttttgttta tccattcctc tgtaaagaat    339780

     tttggtaaaa ttagtttttt caatttgttt aaacatttcc catacttgaa atactaaatc    339840

     attggtaggt actaaaataa ttgcttgagt aaatgttttt tgaaaatcaa ttttacttaa    339900

     tatcggtaaa agataagcat gagttttgcc tgttcctgta ggagcaattc ctaccagatt    339960

     acctggtttt tcaaattgtg aaaagacttc tttttggatg ggagttaaag tttggaattg    340020

     aagctgtaat attttttttt gaatatagtt ttgcaagtta aaaacctcct taaatcatat    340080

     atattatatc agtatttttg taatttagaa ttattttagt aataaaataa ttttgttgta    340140

     ataaattgtt gaaaaaaact tatttccagt taaaatataa gtaagtcttt gactttatta    340200

     taaattataa tgacgtatat taaggaaaga aaatagtgta atgaaaacaa ataaaaataa    340260

     taagaataac attaaaaaga aaaaacaaaa caataatgtt ttaaaacaaa gtaataaata    340320

     taataataaa attaaattaa tcaaagataa taaaaatgtt aaaacaaata aaaaaggttt    340380

     taactttagt ttttctaatt tattagcttg ggttgttgtt gtttgtttgt gtatgagttc    340440

     tgtagcttct atttttttat attttttcaa ataaagaaat aattaaaatt taatctaaga    340500

     tataaaaaac tattttcatt aaaaaatagt ttttatcttt atataagggt ttttttagtt    340560

     attatgttta ttattctttt agttcttttt ctaatgtttc tttttcttgg ggagataatt    340620

     gatcttattt tttttataac gattttttgc atcttttttg tctctttttg atcacgtatg    340680

     ttctattttg atttttttta tttctttttc tagattggat tttactcacc ttattattgt    340740

     tatacctttt tttactttat tttgcttcaa aaggtttttt ttgagtttag ctaagtatca    340800

     tcaaaacaac aactacgata ggctccttag tggacctgca gattccaaaa taaaacaaaa    340860

     caaagagaaa gtgaagatta ttcgtattca tacagaattg ataatagcga agaaaataaa    340920

     gaaaaaataa aaattatgaa agcaagcgaa ataatacttt atgctgttta attatttctt    340980

     gcaaaatatt agtttttcca acttttcttc tacaataaat ttttgtaact ataaaaattt    341040

     tctccttaat gaaaattgca aaacatactt attattataa tgttttttta aaaaaataac    341100

     aaataaactt tgttacaaat taactttatt ttattaatat atttaacaat tccctatttt    341160

     caatcttttt ttatctgaca attttattta attttgacaa ccaaaaacct cattatatta    341220

     aaagaaaagt aagttttgtg gtaaaattat atagtaaatt ttttgtttta taaaaatata    341280

     attattaatt tttttataaa acaaaaaact aaattaacaa caaatacaaa taataattac    341340

     aacttaaaaa ctcattaaat aaatgataaa tttttgaaac aataaatgaa atgaaggtgc    341400

     aaaatgaaaa aattatcgtt tttattttta tttttatttt tttatatttt ggggtcaatt    341460

     cctacaggat tagttatcgg aaaattgacg caacaaaaag atttgcgcaa caaaggttct    341520

     ggcaatattg gagcaactaa tgcttttaga gttttgggga aaaaatgggg aatattagta    341580

     tttttgttag atttttgcaa aggatttgtg ccacttacaa tttttttgca tttctcagaa    341640

     ttttggccaa cagaaccatc cacacaaact tttttacaac ctcatctcac aatgaaaata    341700

     tctcttttgg cgatatctcc tattttagga cacatgtttt ctttattcaa taaattcaaa    341760

     ggcggcaagg caattgcaac ttcggtaggc attatcactt cttttaatcc tttgattggc    341820

     atttctggta tcattttttt tgctattttt ttaagacttt ttggttatgc ttcattatct    341880

     tcaattatgg caagcacttt agttaatatt tttttatggc taaattattt gtattgcgac    341940

     aattttggaa ctttggtacc aattcaaaac cagatccaaa aaccagaatt attttacttt    342000

     tcgatcaatt ttgctacctt aattattata gctaaacatt attctaatat tttacgcctt    342060

     attaaaggaa cagaaaataa atttaatttc aaaaaataaa cagcatcaac acaaaatatt    342120

     ttgaaaaaaa caaacatcta aattaaaacc taaaaaaacc aactaaaaaa ctctcaacca    342180

     aaaactactt ttatttataa aaaggtgcaa agaaatgcaa aattgtgatc caatcaaaca    342240

     aaaaattaaa tcattggtaa aacaactcaa caaagccaat taccaatact ataatttaag    342300

     tgatcccgat ttaagcgacc aacaatacga cgctttaatc aaagagctaa tcaatttaga    342360

     aaaccactat ccccaattta aacttcctta tagccccact ttaaaaatcg gtggttttgt    342420

     agaaaaaaaa tttagcacca ttaaacacaa aactccaatg atgtctttgg caaatgtttt    342480

     taatattgaa gaactcaaag ctttttatga ccgcattgtc aaaaaaattc ctactttttc    342540

     tttgttaact gaattaaaaa ttgacggcgt agcgataagt ttaaaatatc aaaaaggcat    342600

     tttagtgcga gctttaacaa gaggaaacgg catttggggc gaagatgtta ccaaaaacgc    342660

     ccagactatc aaaaccattc ctttaagatt aaatgaagac cttgatttag aagttagagg    342720

     agaaatttat ttatcccacc ctgattttga aaaactaaac gcccaaagaa aacaagaaaa    342780

     caaacccctt ttttccaatc ccagaaatgc tgcttcagga actttaagac aacttaattc    342840

     ggcagtagtg gctaaaagga atctatctat ttttgtttat ggtattgcag atccttattt    342900

     gaccaaaccc acccaaaaag agactttggt ttttttaact gctttaggat ttgccacaaa    342960

     cccccatcat tatttcgtct ctaattttga aaatttgctt agtgtaattg aaaaatacaa    343020

     atccattaag gagcaactta cctacgatac tgatggcatt gtcattaaaa ttaacgagct    343080

     tgtctttcat tctttaatag gtgccactgc caaagctccc agatgggcaa ctgcttacaa    343140

     atttgcaact atcacaagcc aaagcataat tcaaaacatc atttttcaag tgggacgcac    343200

     tggtgttata actccagttt gtgaaattat gcctgttatg gtagatggaa gtttggtctc    343260

     aaaagtgttt ttacacaatt atgactacat ttgcaaaaaa gatatcagaa taaaagacca    343320

     tgtcatagtt cataaagcag gctcggttat tcctgaaatt ttagaagtta tcaaaagcaa    343380

     aagaactgat ttgcaaaaac ccactttaat gatcgaaaaa tgtccttctt gtaaaacaat    343440

     tttagaaaaa caaccaggcg gaattgatta tttttgcctc aatccaaatt gtcgcgagca    343500

     aaaaatccaa aaactcattc attttgtatc taaaaatgct atggatatca atgttttagg    343560

     agaacaaacc atcattactt tttttgataa aaatctaatt actaaacctt ctgaccttta    343620

     tttattgaaa aaccaccagc atattttaca agaaatttca ggctttggcg ctaaaaaaat    343680

     tactaacatt ttggatgcaa tcgaagcaag caagcaaaag ggatttgaag atgttttgtt    343740

     tgctttaggc atcaaacata ttggtaaaaa agtctctcaa gttttggcaa aatattttca    343800

     aactatcgaa aatctccaac aatccacatc agacacaatt actcaaataa gagaaatagg    343860

     aatcaaaatt gctcaaagca tccaacaata tttttccaat tcttgtaatt tagaagaagt    343920

     caccaaactc aaaaaactag gagtttcttt tcaaagtact aactcccaaa aaccaactac    343980

     ccaaaatatt tttaccaaca aaaaaattgt tttaacagga actctacaaa aatattcccg    344040

     ccttcaaatc caacaaatct tagaacaaat gggagcaatt ataactaaca gtttatcttt    344100

     gaaaaccaat tatttaatag ttggcatcaa tgctggttct aaattaacca aagcccaaaa    344160

     actccaaatt cctattatcg aagaaaaaga attacaacaa attatagaaa ataaccaaat    344220

     taaatcataa aaaaattacc gttatttttc ccaaaactca aaccataaaa caaataaaaa    344280

     caaatccaag aaggttccaa tgtcttttaa cattaaaatc aaagaagaaa ttgcttgtca    344340

     aaaattcttg cacatagaaa atttttttga attgacagct ttattacatt ttggctgtga    344400

     attagaaaaa aaccaccaaa aaactttatt gtggttccaa accaaaagca tcaaaattgc    344460

     taggcgtttt ctgattttaa tcaaaacttt ttatcctgat actaactctt ttttgatgac    344520

     tagcaaagaa tataatttac cgcatttaaa aagcattcat gtaggaattg aaaaagacat    344580

     ccccttaatt ttagaaaaac atcatttttt tactcaaaat tcaagcgttt ttttaccttt    344640

     gatcaaaagc caaaaatcca aaaaagcatt tttaagaggt atttttttat gcataggttt    344700

     tgtaaacgat cctaaaaaaa ctaattatca tttagaattt tttcacaaag acagcaataa    344760

     aattgaatta attaaaacgt tgatgcttca ttttggtctt aatgccaaac aaattaatca    344820

     caaaaaaggt tttttagttt atttaaaaga atctcaaatg attattgatt tcttaaggtt    344880

     aattggcgct ttggaaatgg tttttcagta cgaaaaaaca ataattcaaa aagacttaaa    344940

     ccacattatt aaatcctcta ttaattttga aatctcaaat gaaaaaaaaa ttcttacttc    345000

     tgccaattta caattaaaac aaattaattt gattgaaaaa tactttcaaa ccccaaacct    345060

     caaacccaaa aatacaaata taaaaaatct caaaagcaaa aaacaacttc ccaaccttga    345120

     acccaaatta ttgcaaatca tgttattaag aaaaaaaaac cacgacgcaa gtttgcaaga    345180

     attaactcaa aaatattatc acaaacacaa gcaacaaatc accaaatcag gattaaatta    345240

     ttattttcaa aaaatcaaaa aaatagcttg tgaaatcgaa actgcccaaa ctttggcacc    345300

     atataaggaa aaaaaatgaa tatggaaaat attggcatag atttagttga aattaaaaaa    345360

     attaaaaaaa taggtaaaga cattttagca gcaaggattt tatcctcaga agaacaccaa    345420

     atttatcaaa ccataccaaa tacccaaagc caacttacct ttttagcagg aagatgggct    345480

     tctaaagaag ctctttttaa agcttttcaa aaaccctcaa aaatcaatcc tacttgccaa    345540

     aactattgca actggtctat tcttaacgac aaaaacggag ctccttatgt gaaaaacaat    345600

     acatgcgaca ctttttccaa ccccatttta atttccatca ctcacactga taattacgcc    345660

     ttaactcttg ttattgtaaa aaaattgcta caatagcgct ccataatcaa attcgttttt    345720

     tgattatccc ttgattttat ttattttgtg gggtgttttt taggtataat taaaaagtgt    345780

     atagtaaaaa taaacttaaa taaaaaaaac aaagaaaaaa tccaaaggag ttaataacaa    345840

     aaatatgaaa gttatcgttg ttggttgtac tcatgcagga accgctgcag taaaaacaat    345900

     taaaaaaaac aatccccaag ctgatgttgt tgtatatgaa agaaacgata atatctcttt    345960

     tctttcttgt ggaattgcct tgtatgttgg aggagttatc aaagacagtc tagggctttt    346020

     ttattcaaat cctgatgaac tggtaagtat ggatgtttgt accaaactta aacatgaagt    346080

     attaaaacta gattttgaca aaaaagaagt tttagttcaa agtttagaaa ccggcaaaca    346140

     gtttaaagaa aaatacgata aattagtaat tgctactggt tcttggcctg ttattcctcc    346200

     tattaaagga attgattgta aaaatgtttt aatgtctaaa aactttgatc atgccaaaga    346260

     tattattaat tacagcaaaa atgttaataa aatcacaata gtaggtgctg gctatatcgg    346320

     aattgaatta gctgaatcat tcgcggtaca aaaaaaagaa gtagttttag tagatgcaga    346380

     agatagaatt atgtttaaat atttagacaa agaatttaca gatgtagctc agaaaacctt    346440

     aactgaccac ggagttacac tagcattagg acaaaaaata gcaggattca aaactaaaga    346500

     tggtttagtg actcacgtaa aaactgataa aaacaccttt gagaccgaaa tggtaattat    346560

     gtgtatcagt tttaaaccta acacccaatt atttgctcat catctcgaaa catcctttaa    346620

     tggtgcttta gttgttaacg aatatatgca aacttcagac cctgatgttt atgcttgtgg    346680

     cgactgtgtt aacgtttatt acaatcctac ccaagaagta aaatatatgc ctttagcaac    346740

     taatgctatc agaatgggaa cacttgtagg acttaatatt aaaaaacctt gcataaaata    346800

     tttaggaacc caaggaacaa gcggtattaa aattattgat ttgagcattt cttcaacagg    346860

     aattactgaa aatgtagcta aaaacttagg taaaaactat ggcactgtta caatcaaaga    346920

     tgctaacaga cctgaattta tgcctgatta tgatgctgta atgttaaaac ttgtttttga    346980

     taaagacact cgcaaaattt taggaggaca aattgtttct cgcgttgatt taactgaaaa    347040

     aatgaatact ttaagtgttt gtatacaaaa ccaaatgaca gtagaacaac ttgcttttgt    347100

     tgactttttc ttccaacccc atttcaataa accttgggga ttgctaaatt tagcaggact    347160

     taaagcttta gaagttaagt ctcaataact attactcaaa ataccaaatg cgcgaaaaaa    347220

     taaattggat aaaaaaacat aaaagacaaa aaacatcgtt tgttataatt gtagacagtg    347280

     ttcttattcc gttttatcac aattcaaacc cccattccaa cacactacct caaaaaatct    347340

     tttcatcaac cattaaagga gcaaacaaat gaactttact ctaccttcta ttctttatca    347400

     ttataacgct ttagaacctt tttttgacac ccaaactatg caattacacc atctcaaaca    347460

     ccatcaaaaa tacattaaca acctcaatga tgctctccaa aaacaccctc aactaaattt    347520

     atctttggaa caaatgctaa ctgatttatc gttagtacca caagatatca gacaaacagt    347580

     tagaaacaat ggaggcggac attttaatca ttcttttttt tggacaattt taaaagtaaa    347640

     taatggcaac actcctcaag gattattaaa agaaatgatt gtctgtgaat ttggttcttt    347700

     agaaactttc aaagacaaat ttgctaacac tgctaaaacc atttttggaa gtggttgggc    347760

     ttggcttgta ttaaccccac aaaaaaaact ttcaattact tttactccta atcaagatgt    347820

     agttctaaac caaggaactc ctcttttagg cctagatgtt tgggagcatg cttattattt    347880

     aagttatcaa aatcgtagag ttgattatat tgaagctttt tttagtgtat taaactggga    347940

     aaaagtaaaa aataacctca ctcaagcatt aaaataattt accatgaaac gtcctccaaa    348000

     taaaaaagaa tcgcgtttat tacgaattga attgatgaaa ttattatatc aatatgattt    348060

     ttaccaaaat aatttgactt tgtcacaaac aaataccaat cccattttta ctttttttca    348120

     aaaaattatt actaagctta aatttattga tgaaattatt accaaaagtt tatatgatta    348180

     taaaataaat cgccttaaca aagtagacag agcaatcatt cgcctagcta cttatgaatt    348240

     gttagaaaca aacatttctc acgccattat aatcgatgag gcaatagaaa ttaccaaaca    348300

     attctgcaat ttaaacgatg aaaaacaaca taaattcaac aataaattat tagatcaaat    348360

     atatcgacaa ttacaaatgt ataaaaaact tattacctaa ttgaatttaa aaactaccca    348420

     aataataaat aattttttaa agacctttct aattgaaagg tcttttttta tttttttttg    348480

     atagcgcatc tataaataat tatgaaaaat tcacaataat tctataccaa aaattaaaaa    348540

     caaaaaactt taaaataaca agtttattaa aaattccttt ttctttagaa agcataatga    348600

     atggctaatt tttataataa tttttttgat ttgataacaa tagcaaaaac caaacttgcc    348660

     aaactaaaaa aatatagata tcctccttaa atctttttaa ttacagaaac attcaaaaaa    348720

     atttagcttg agcagttaaa aaaaataaat aaaataattt atttaatatt catttaaccc    348780

     tattatttta ttttttatta aggaaacaaa tcttttgaat attaaattat ttaaccaaaa    348840

     aaataaatta gtgtcttttt tatgttttat ttcatcaata atactaatat tattattatt    348900

     attaatatta agtttacaaa aaagacattc aatctgtaaa ccatcagaaa aaatacaatt    348960

     aactaataac caaaatcaaa accccaatca acaaaatttg gtcaaaactt ctaatttgga    349020

     aaaatcaaaa tcacaagaaa caaaacaaat tcaaccccaa attaaaaacc ccaaacaaat    349080

     cattgaagaa aaagacacac tacctcttta tattcaaaca gtaaatggca aaaaacatta    349140

     tcattttata ttacctgata gtgaatttat gcaagatggc actcttaaaa attctgaaac    349200

     ccatgtttat atggaaaatt taaaacctac tttaatgcat caaatgatct gcaaaataca    349260

     acctcaatat gatggttgga tagcttgttt cccttcattt aatggacaag atctttcagg    349320

     cgttttttta tatagcgtta tgacgggaat caaaactcct cctttggatt tagtagggat    349380

     ttattttgaa tctccttttg ataactttga tgttggtgat tggaacaaat acactttaga    349440

     tgatatttta caaatgaaaa atgaaagcca aaatatttat tttttttgga gaaccccaaa    349500

     aatgactaac atttacaaaa aatatcattt atttaaacca ggcaaggaaa aataccatcc    349560

     tacatttaat aaacctagaa gtcctcaaaa ttccttaatg cttaccgaag aatttataga    349620

     taaattcatc ccaaattcac cttcaaaaaa tctcaaagaa accaaaaaat aaaatattta    349680

     gttagttcca atacttttca aaaactttca aacttgccat attttcaaat taaaaaaaca    349740

     aattaagatc aactttaagt tggtcctttt tgctacttat ttattcttat tttataattt    349800

     ttgagccaaa ataaaatttt gatttaattg aattttaacc atagtttata attttaataa    349860

     ctttaaaatt acaaaaaaac taattttgca cctagaacct ttttttttgt tataataact    349920

     tttgaattag atattaaata atttggcttt gcaatgattt ataattgtta ttttaaaaaa    349980

     cttaagaaag aataaaacca ccttaaaaac taactaaaac cagccaaatt ataaaggaaa    350040

     caaacaaaaa tgaatataga acaattaaaa gaaaggcaaa aatgcatccg caatttttcc    350100

     attatcgccc acattgacca cggcaaatca actctagccg accgtatttt agaatttaca    350160

     ggcacgattg acaaaagaat aatgaaagaa caaattttgg attctatgga tttagaacgc    350220

     gagcgcggaa ttactattaa attaaatgcc gtagaaatta actaccagtc caaagatggc    350280

     aaaaattaca ttatgcattt gattgacaca ccgggacacg ttgattttag ttatgaagtg    350340

     tcacgttctt tggcagcttg tgaaggtgct cttttaatta ttgatgcttc ccaaggcatt    350400

     caagcccaaa ctcttgctaa cgtttattta gctgttgaaa acaatttaac ccttattcct    350460

     gttttgaata aagttgactt gccaagcgca gatgtgccca aagttaaaga agaaattaaa    350520

     gaaactttgg gacttgaccc cgaaaaagcc ttaattgcaa gtggaaaaac agggcttgga    350580

     gtcattgata ttttagaaca aatagtaact agaatatcac ctcctcaagg agacattcaa    350640

     aaacctttac aagccttaat ttttgattct tattttgatt cttataaagg agttgtgcct    350700

     tccattagaa tcgtcaatgg cacagttaaa aaaggcgatc aaattcgttt tatggcaagt    350760

     aatagtgttt atgaagtagt tgaagtagga gtttataatc ctaaacaaat tgtaaaagat    350820

     tttttggcac caggtgatgt aggatatatt actgctgcta ttaaaagtat taatcatgta    350880

     agagttggag acaccattac ttcgcaaacc aatcaagctt tgcttccttt attgggatac    350940

     aaacaaatga attcagtagt tttttgtgga ctttatcctg tcgaaactaa taaatatgac    351000

     attctcaaag aagctttgga aaaactaaaa ctcaatgatt cttccttaat ttttgagcct    351060

     gaaagttcta atgctttggg acttggtttt agaactggtt ttttaggact tttgcatatg    351120

     gaaattattc aagaaagaat tagtcgtgaa tttggagtag aagtaattgc tactgctcct    351180

     tctgttattt atcatgttta ttctaccaaa ggagaaaaat ttttagttga taatccctcc    351240

     aaactaccat ccactcaaat gattgatcgc attgaagaac cctttattaa agctactatt    351300

     atgtgtcctg aaatctatat tggtaaagta atgaagcttt cccaaaacaa aagaggagcc    351360

     cttcaaaata ttgaatatat cgatagtcaa agagtaatga ttaattattt actacctttt    351420

     tcagaaatta tttatagtta ttttgataag ttaaaatcat taaccaaagg ctatgcttct    351480

     tttgattatg aaatagataa atatcgtgtt tctaaattac aaaaaatgga tattttatta    351540

     aatggagaaa ttgttgatgc tctatcttta attgttcatc atgattttgc ctatgaaaga    351600

     ggaaaggcta tttgtgagac tttaaaagag tttattccta aacaaatgtt tgaaatccct    351660

     attcaagcag ctttaggaaa aaaaattatt gccagacaaa ctatcaaagc tatgcgcaaa    351720

     gatgtaacag ctaaacttta tggaggcgat gttacgcgta aaaagaaatt attagagaag    351780

     cagaaaaaag gcaaaaagaa aatgaaaaca ttaggaaaag tgcaattacc tcaaaaagcc    351840

     tttcttgcta ttcttgctac taaataatta tttgtttcaa agatataaaa gaatatttaa    351900

     aaaactcctt ttaatatata aggagttttt gttttattta attgttttca tttatttttg    351960

     ttcttttttt ggggtatttg tatttttttt ttttttggat tggttatttt taccattggg    352020

     agctatttgt gggttttcaa tatattttac ttaaaaaatt aattgactaa atgttcttcc    352080

     tttcattact atatacaccc tttaacaaaa cgaataaaaa acaaatggaa gagataaaag    352140

     cgaacatatt caaaaaaata tttctactat aataagaatt tttttattaa gggtatttaa    352200

     tatggttttt tttaaaatgc tatctatatg aaatgtaata aatccccgaa tataacaaaa    352260

     tcactaaaaa gaaaaagaaa ttaaaaatta tttttcattt gagttttcca aaaatatatt    352320

     tgacttccta cttgtttaac taattctggt ttaaaaataa taaatttgat tccaaatatt    352380

     tacttgcatc ttttcttttt ataatattaa taatgattta aaaaataaat atttatatta    352440

     tatacagttt ttttaaagtt aatatttaat gatgaaacag aataaatgaa ttaaaaaatg    352500

     cttatttaaa tgtttcatgc ttttatatgc tcccccttat tgtgttttta ttataatata    352560

     ttttttataa aaacaaacaa attaaaataa taataataaa tatcatttgg gaaattttta    352620

     tataatatgc ttaaaaatct taaaaaaatg ataaaataaa agagatttgc aaacaatata    352680

     aaggagaata ttatttgatg ttaaataaag aagatattca aaaaattcta aatttatctt    352740

     tagatgaagg agctgatttt gcagaattat tttttgaaaa tacttattct cacactctta    352800

     aagtaattgg caaagatgta gtttctgctg atacttataa tacttttgga gtaggcattc    352860

     gattattaaa aggctttgat gaagtttatg gctacactaa taaaactgat tatcaaaatg    352920

     ttttatcctt gcttttaaaa ttaaaaaaaa cttttcaagg aaaagcaaat aaagtcattg    352980

     ccttgcaaac cgaaaaacct ctaaaaaata ctatccaaaa acattataac agtatgactc    353040

     aagaacaaaa agcccaaaaa ttacttaaat tatcggctat tattcaaaat tatgatcctc    353100

     aaattattca atccataacc tctttaagcc aaaaagaaca acatgtttta attgctaata    353160

     ctttaggcgt ttatcaaaat gacacacgta gttatattag atgtggactt gtaggagtgg    353220

     cacaaagagg acaagaaatg caagaagcct ttgaatctcc tggacgcgca atgggattgg    353280

     aattcttgga tttaattgat ttagaaacaa ttgccaaaca agtagcgaaa caagcagttg    353340

     atttgttgga tgctaaatct ttaaaacctc aaactatgcc aattataatt aataatggtt    353400

     ttggaggtgt tattttccat gaggcttgcg gacaccccct tgaagctact gcagttgcta    353460

     aaggtctttc tcctttttgt gacaaattaa atcaaaaagt tgcttccgaa gttgtaactg    353520

     cttatgatga tggaactatt ccgggagctt ggggaagtat taattttgat gatgagggca    353580

     accccaccca aaaaaaactt ttaattgaaa aaggcatcct taaagattat ttaattgatt    353640

     ttagaaacgg acgcaaaatg aagatgcaat cgaacggttc ttctcgcaga caatcttata    353700

     aatactctcc tacttcacgc atgagttcta cttacatcga aaaaggcaca gaaacgcccg    353760

     aacaaattat tgcagatact ccttacggtc tttatgccaa aagtctaggt ggtggcacag    353820

     ttgtacctgc tactggcgaa tttaattttg tagttaacga aggctattta atcgaaaatg    353880

     gtaaattaac aacccatgtt aaaggagcaa tgttggttgg tcatggatca gatattttat    353940

     ttaaaattga ccgtgttgcc aatgatttag ttttaggtca aggaatgtgt ggttcttgtt    354000

     ctggttctct accagttgat gtaggacagc caactattag agtaaaagaa atgattgtag    354060

     gaggaaatca aaaatgataa acgatttaac aaaaacaaca aaacaacaaa accaaaccat    354120

     ccacacaaac cctactacta acaattatca aaagtggtta gaaaaaggaa tgcaacaagg    354180

     ttttgaagca ttagaaattg caattcatga aacccaaact tttaaactat ctttggaaaa    354240

     aggcaaaata gatgcttgtg tttggagcga tgtcgcttct gcagttataa ggggtatttt    354300

     tgtcaacaaa aaaacttcta ttgctttaga acatttaact gacagcgctt ttgataatgc    354360

     ttttacaacc ctcaaagaaa attgccaaac aattacttcc aaagaacctg ctcttatttt    354420

     tgaagggtct tccagttatc ctgaagtatt ggaaaataac tttgattttg gaaaagttcc    354480

     attagaacaa aaacaaaatt tgttgttgca gttagaaaaa ataatgttgc aaagctccta    354540

     ttttcaagct actaacggca ttgtttatca agaagtttgt tataaaaaaa cattgttaaa    354600

     ttccaaagga ctcaatttat cgcacaaaaa cagctatgct tatttatatg cttctgcggt    354660

     ttttcaaaaa gaaggtgaag ttgaaattta tggcaaaagt gttttagcta aagattttgt    354720

     aacctttaat cctgttaaat taggtaacga aattgttgag atgggcgaaa aaaaattagg    354780

     atctaaatct ttggtatctc aaaaatatcc agttgttttt tctaatgaaa tgtttgcaga    354840

     ccttttggaa agtttcagcg atatttttac tggaacaagt gcttatcgta acttaactaa    354900

     attaaaagat aaagttaatt gtttaattgc ttctgaaaaa gttagcatta ttgaagatcc    354960

     tttaaacgat ggggcttatt ttaaagaaaa atttgatgat gagggagtag cttgccaaac    355020

     caaaccaatt attactaaag gagtttttca aggatttatt cataacttaa aaactgctcg    355080

     tatttttaaa caagccccga ctggaaacag ttttggtggt agcacttcta tgattaattg    355140

     ttatttggtt cctggcacaa aaaattttgc agaaatgatt aaatctattc aaaatggtat    355200

     ttatattact gatttagtag ggatgcatgc aggaattcaa actgttagtg gagattttag    355260

     tctacaagct agtggtttta gaattgaaaa aggaaaagtt acaactcctg ttaaaatgat    355320

     tgttgtttct ggtaattttt ttgatattct taaaaatata gaaactattg ctaatgattt    355380

     tgaatttcaa acttcaggat ttggtagttc tagtgttttt gtgggggatt taaatattgg    355440

     aggaaagtaa ttttctttgt attcttttag aattcttatc gaaaaaataa atattaaaat    355500

     aataatttaa gttttcaaaa ccttttaatt atttatataa aaaacaccat cttaaagatg    355560

     gtgtttttta tataaataat taaacaacaa acacttgtga aaaaacatca gaaatatttg    355620

     atacaggaat aatatttaat ttatttctta cttcttcagg aatatcttca atatctttta    355680

     aattttcttg aggaataaaa atagtgtcaa gaccgctacg attagcagca atagcttttt    355740

     cttttaaacc tccaatagct aaaatatttc ctcgtaaagt aatttctcct gtcattccta    355800

     aacctttttt aatatatttt tgggtaattg cagatacaag ggaagtagca atagtaattc    355860

     cagctgaagg accgtcttta ggaatagctg cttctggaag atgaatgtga aagtcgtttt    355920

     ctgcaaaaat attggcatct attcctaaat tttgacagtt agctttgatg aaacttaaag    355980

     cagtataagc gctttctttg aggacttctc ctaatttacc tgtaaggact aattgtcctt    356040

     tacctttata ataagtaacc tctactggaa gtaaatcgcc tccaaaataa gtataggcaa    356100

     gcccgttagt agaacctatt ttttcttttt gttcatctaa aagatttagg tatttttctt    356160

     tacctaagta tttagtaacg tttttagtag taataattac ttgttctttt tttttaatta    356220

     aacattcttt aactgttttt ctagctagtt ctgcgaggat tctatccaac tctcttactc    356280

     ctgcttcttt ggtgtaatgt ctaattaaat aaaggatagt atcattatca ataactaaat    356340

     ttgtgtcagt gattccatgg tttttaagtt gtttttttaa aagatatttg gaagctatgt    356400

     taattttgtc tttttcagtg taagagctta cttcgataat ttccatacgg tcttttaaag    356460

     cttctggaac gttatcaaga taattggcag tagcaataaa caatacttgg gataaatcaa    356520

     atggttcgga taaaaaatga tccataaaat taatattttg ttgtgggtca agtacttcta    356580

     ataaagctga tgcaggatca aagttataat tggttactag tttgtcaatt tcgtctaata    356640

     aaaagacagg attaactgtt ttggcgtccc taatgcctgc aagaatgcga cctggcatag    356700

     ctccaatata agttcttctg tgacctctaa tttctgactc ttcctttaaa ccacctaaag    356760

     attgtctgac aaattggcgt cctaaagctt tggcaataga agaggcaagt gaggttttcc    356820

     ccactcctgg aggtcctaca agacataaaa tattttgagg gtttttctta gtcattattt    356880

     tgactgctgc atattctaaa atacgttctt tgactttttg aagtccgtaa tgctggttgt    356940

     ttaaggattt ttcaatggca actaaatcat tttcatcttg gctggttttg ccccaaggta    357000

     attccagtaa aaaatcaaga taatttttaa ttacaaaaga ttctgccatt aaagatgatg    357060

     tttgataacg tgataattct tgtaaagctt tttttttgat ttcaggaggt aaaggagttt    357120

     tttttatttt atcgcgtaat tctgcaattt cttcttcttt tttggctttg tcccctaatt    357180

     ctagttgaat tgctttcatt ttttctctta aataaaattc tttttggttt tcatcaatac    357240

     tttgttttac tttttcattg attttttgtt ctaaatcgag tcctataagt aaactttgga    357300

     tgtcttgaag aatgtaaaaa attcttttat taaggtgaga ttctttaaga tatttgtatt    357360

     tatctaaatc atcaattttt aaattaaaga taatgatatc agtgatattt tctgtttctg    357420

     gttctgtttt gatgatatct aaaaaattat tggtgttttg aacaagcaat tgaaaaggtt    357480

     tgtccataat tttttctata actaacttaa ttaaggcttt ttcttcttcg atgcttccat    357540

     aaacggtttt gactttttcg tatgagactt ttaaaaaagg ttctttttgc aaaaatttat    357600

     caatttttac tctttgtaaa atacgaaatc tcactttaaa atcgccatga gggattttta    357660

     ctttggtaat tatttgtgcc aatacaccgt aacgttgaag gttagttagt tttggtttgt    357720

     tgtgtgataa acctttttga gttaaaagaa taacgaaaga atttgcgtta gtttctgact    357780

     cttttaaagc ttttaaataa gaattgtctg atacttcgat acgaaaatca acatttggaa    357840

     taggcattat ttcgcttata actacaactg ggagttgttc aggaatttct tgaaaaatat    357900

     cttcaaattc gccaatagaa agatctgatt ttaatttttt gcttttggtt ttcatatatt    357960

     ttcatccttt cgatattttt ttaacttttt tatttttaaa ttgtggaatg aatttttttg    358020

     gtggtttgat aaattatttt atttagtaac aacaacagct ttattaataa caaggtctaa    358080

     ggcttcatcc atcaaaagag aatgttgtaa gtttttttca ggaaggtttt gtttgatttg    358140

     attaactgga actttgtaat ggttacttaa gtttttgtat tgttgttcga ttttttcttt    358200

     ggaaatagtt aatttttctt gaaaggcaac ttgttctata ataagtcggt attggaggtt    358260

     tttttgtgct tgttggttga attctttttc cattttttca tcaccaatac ctaaatattg    358320

     tttgtattgt tccaaagtta aattttgttg ttttaattgt ttttcaaatt ctttttggag    358380

     gtgagttttt tcttgggaaa taatttcctg aggaatttgt aattcggaat ttttaactaa    358440

     ttgttctatt acttgttttt taatgttttc tttttctttg tgtttttttt gatctaaaag    358500

     agttttttta gtattgtttt ttaattcttc tacggttgaa acattggcga gtttaagtaa    358560

     ttttaccaaa ttgtctgtta attgaggtat ttttttagtt ttgatttggt gtagagttac    358620

     tttaaaaata acttttttat tagctagttt tttttggtgg taatcgcttg ggaaagttat    358680

     attaatgtct ttgttttgtc cttgtttcat ccctaacatt tggtcttcaa aaccaggtaa    358740

     aaattgacca gagccaattt ttaaactaaa atttttggca gtgccgcctt caaaaggttt    358800

     ttcatcaaca aaaccttcaa aatcaaaaac agcagtgtct gttaattcta aagaattgtt    358860

     ttgggttttg gattccaaag ttgcttgttt ttctaataag gaatttattt tttcttccac    358920

     ttcgcaatct tttacttcga gttcgtcttt tgtaatttct aaccctaaat atttttttaa    358980

     aataactttg ggtttaacga taaattccaa tccaaaagta aaattttgat tgtctttaag    359040

     ttttttttcg tttaaatcaa ttacttgagg cattcccatg ctttcaaaat cttttttttg    359100

     taggatttct tgatatttag tttgtacgat attttctaat gcatcagagt ataaattgtt    359160

     tttgccgaaa tgattttcaa aaatttttct tggaacgtgc ccttttctaa aacctttaat    359220

     ttctactttt gatttaattt tttcataagc gctagacagt tgggtttcta attcctttga    359280

     agaaacttta aaaaaatatt gtactttttg attgttgatt tttttaattt tcatttttaa    359340

     taccttttcc tttgtgtttt tttgggattt gttttatgtt ttagggtgtt ttttattttg    359400

     attatgaagc attaataaaa actaaaaaat attgtttttg ggtgttgcaa atagttacaa    359460

     ataattatta gtttttgtat ttatatatta attatataag cgaattccaa ttaaattatt    359520

     attcattgtt ttttgggtta atgggtttat tcagattatt tttttagctt ttttaattca    359580

     tttaaccttt tttataaata ttttgtggta gaaaaataat tgtcatttat aaactttgta    359640

     attgtgtaaa ttacttttcc cttcctacta tttattatac cataataact aaatatttct    359700

     tggaattatt agtaattttt gctttctgat taaatggttt tttgatgtgt tgcgatttaa    359760

     aatatttttt ttgtagaatg ctaaaacatt tcctaaaatt gttttgttgg tgtgagttaa    359820

     aagtggtttt ttgcttttac ccattttgca attttttgat ggccataaag tttttaagat    359880

     ttgtgaattt tttttaaaat tgctttatct aaattaaaaa tttgtttgca tttttggatt    359940

     tatttttttt catcaagaat cttctttaaa tatttaccag tataactttt ttcattttga    360000

     cttacttgtt ctggggttcc tgttgcaact acatatccac cacaagctcc tccttcagga    360060

     cctaaatcaa ttatataatc agcgttttta attacatcta aattatgttc aattacaaca    360120

     atagtagctt ttttatctgt catttgatgt agaactttaa gtaattgtct aacatcttct    360180

     gaatgaagtc ctgtggtagg ttcatctaaa atatacaaag cacctggaat aacttttttg    360240

     tgtagttcgc ttgctaattt aactcgttgg gcttctcctc cagataaagt tggtgaggac    360300

     tgtcctaatt taatataacc aagccctaca ttttgtaaaa tttctaattg atgtttaatt    360360

     ttaggatgat tttggaaaaa taaaacacct tcttcaacac tcatagcaag aatatctgca    360420

     atatttttat ctttgtattt gatacttaaa gtttcttttt gataacgagt tcctttacaa    360480

     gcttcgcaca taacatagac atctggtaaa aaatgcatag atattttttt gactccatct    360540

     ccactacaaa cctcacatct accgccttta acgttaaaag aaaaacgccc tttttgataa    360600

     cctttcattt gggcttcttt ggttttggag taaagttctc taatttcatc aaaaacacca    360660

     gtataagtaa ggggattgct gcgaggagtt ttaccaattg ggtcttgtga aatttcaact    360720

     atttttttga ctttgttaaa atcattaact aaatgactaa aatctttttg ttggttttta    360780

     ttttttttgc tgtatttttt ttgtaagcaa tcaagcaaaa catcatttac taaagtagat    360840

     tttcccgaac cagaaacgcc tgtaactaca attaattgtt gcataggaaa gcaaacatta    360900

     attgatttaa gattattttt ggaagctttg gttactaaaa tatgatcttt attacctttt    360960

     cttctaattt tgggaacttt aatttggatt tttttggata aatattttcc tgtaagacta    361020

     tttttgtttt tcattacttc ttggggcgtt ccaaaagctt gtacttttcc tccaaaaata    361080

     cctgcttgag ggccaatatc aattaaataa tcggaagcaa gcattgtatc atgatcgtgt    361140

     tctactacaa ttaaagaatt acctaaatct cgcatttttt taagtgattt aattaaaaga    361200

     tcgttgtctt tttggtgcaa tccaattgaa ggttcatcaa ggacataaag cactcctgaa    361260

     agttgggagc caatttgagt agctaaccta attctttgtg attctcctcc cgaaagagtt    361320

     gttacactac gcgataaaga aaggtatcct aacccaattt cttttaaaaa agtaagacga    361380

     ttaataactt ctttgagggc taaattaata atttttgtat ctttttttga caattctaaa    361440

     ttttggaaaa aagcaagggt ttgttcaatt gataaatcag ttatttcata aatatttttg    361500

     ttattgattt taaaaagtaa agccccttga ttaagtcttt gtccttgaca ttttttgcat    361560

     tttttttcca tcatataatt agaaagccat tttttgagcc attcgcttgt tgtttcttca    361620

     aaacgtcttt taagcataga agctatacct tcaaaaaaat cacatttaag agttttggtg    361680

     gtggtatttt tggaaaaacg agaaaaacac aaaggaggag ttaaaggtat ttggtcaggt    361740

     gaaccataaa gaataatatt tagtttttgg ggatctattt tttttaaagg aacagtcata    361800

     tcaatttgat aatgattgca tacagctttt aattcttgtt ctttgctagc gaaattatta    361860

     tattcattat tgcttttaaa aattaaaatg gcatctttat ttaatggttt ttcataatct    361920

     agaatcatat cacaatcaat ttctgctgtt tttccaatcc ctttacaaat ttggcaagct    361980

     cctaaaggag tattaaatga aaaaagtctt gattcacgta aaggaatatc aaaattaata    362040

     ccttctaaat gataattgca atttagtttt aatatttgac attttttatt tttattatca    362100

     tccttattac tatcattact atttttactt ttataatcca taataaaaac ttttccttga    362160

     gctaaattta gagcttgctc taaggcttca aaaagacgag tttgattatc tgaattaact    362220

     tcaaaacgat caattactac ataaatatta tgatattgat tttttgttaa agaaggaata    362280

     tcgtccatta aataaataat atcattaatt attactctat taaaaccatc tttggcaaga    362340

     gcttctaagg ttttttgatg ggttcctttt tttctttcaa ttataggagc aaggattaag    362400

     actagttgtt tgggaaaagt ttgattagtt ttattaatca tttgttcgat ggtttgtttt    362460

     tctaaaacaa tatttttttc aggatgaaaa ggaaatgcaa tattggcata aattaatctt    362520

     aaataatcat atatttctgt aatagttccc acagtagaac gaggattatt agaagttgtt    362580

     ttttggtcaa cgctaataga agggctcaaa ccttcaatac tatctacatt aggtttttca    362640

     aaactaccta aaaattgtct agcataagca cttaacgatt ctacatacct tctttttcct    362700

     tcttgatata aagtatcgaa agctaaagaa gattttccag aacctgataa tcctgttata    362760

     ataactaatt tatttttagg aatatcaata ttaatatttt ttaaattatt ttgacgagcc    362820

     ccgcggactt taataaattg atttttatta tttttcattt taataccttt atatttaata    362880

     ttagcttata tatatttatt aaaatataat ttctttgtta attataacaa aaaatattag    362940

     taaaaattaa aaaaagatat gaaattattt tttttagtct ttgaaacaaa aaaagactaa    363000

     ccaattcacc ataaaaacga taacacacac tttactttaa accaaatggc ctctttgcat    363060

     cctgaatttt ttgatacccg atcaacaatc aaaacaaaaa agccaagaag aatattgccg    363120

     tttatcagaa acttttaaaa aggactcaac caatccacaa aaggatttaa aaaaggtcaa    363180

     atcataacta ttggggggta tactggatta ggtaaaacaa cttttttcta caatcttctt    363240

     ttagatatag caaaaaccaa acacaaagaa agttctcatt atcctcatat tttggtattt    363300

     tcttatgaaa tgatcttaga agaaaattta aatcgtttat tatcccacca aactcaaatt    363360

     cctctagatg ttattttaga aaaatttttt gaagatgcca atatcaaacc tctcaaataa    363420

     acagaaatga tgaaaatagc aaaacaattt tttgccaaca taaatttatc atttagttat    363480

     gataaaaagt aaaaatattg attatgtaat tgatttagtt tatcacctta atttagaaaa    363540

     acaagcaaaa attattgtca ttgaccgcct tcaaataacc aaaaccacaa atcacttaga    363600

     aaattaccgt ctatccattg atgaaatcat gactaaatta aaatagccat tgaattaaac    363660

     attgttatta tcattttatc tcaattttca agagatacag aaataacagc tttaaaagga    363720

     agtggtggaa tcgaaactaa ctcagatatc gtcattttta ttaaacaatc aaaggatatc    363780

     attttattat taaaacaaaa aagcgtccgt cttgttcaat atcaatttaa tgatgtctga    363840

     attccaaccc aaactatcca aagacaaaga aaaacccata aatatatata attcaacctt    363900

     agaagaacta tattcagact ataatgacaa tgaaaatcaa aaaataatcg aagtatgtat    363960

     caaaaaaaga agtggtacca aaaaaatctt aatttatcac tttgaaatga tcacacaaac    364020

     atttaaagaa attggttatg ttttgcctta tcaaatggaa acttattatt taaacataag    364080

     agatgaggta aaaataataa gataatgatt aataaagcta aattaagcca cttattttga    364140

     tgattaaaga aatgattact gatattagta aaccaattat ttaattttgt taaccaagta    364200

     ttaattaggt tccacatgat tattagtttt agtagtagtt agatattgat aaaattgaac    364260

     cactattcct tgctttaatc ttttgatgct taatcgatag gtaaaaagat agaatttaat    364320

     taaataatta ataaaaatta aagggattaa aaaaataaag ataatgatgt tgctagataa    364380

     agatgataag atttttttaa tgaacatatt taatagttcc tttcttttaa cttttaaaat    364440

     aaaaaaactc tctataagag agagtctttt ttttgtaata taattttttt tattctttta    364500

     aattttttaa atattaaaat atttttttat acaatgaatt aaaaataccc atataagtag    364560

     ttgttttttg atttaattct tgttgtaatt tatttatatt attttgttga tttaaaaatt    364620

     tttctttttc tttttgtaat tctatatagt ttaagtttaa ttgttgtttt aatttttcat    364680

     tttctaaatt aatattttgg ttttttttgt taatttcttc taaattgttt atatcatttt    364740

     ctagatttag aataattttt tttgtattaa gataaatatt tgtttggtta tttatttctt    364800

     tttctaattt taattttatt tctttaaata aatttaattc aatatttaat ttttctattt    364860

     caatattttt caattttatt tttaattggt aaaatatttc tttatttata atatcttttt    364920

     gagttttaat ttgtggatat aatgtttttg ttaaccaaaa aatatacata ttttttgctc    364980

     cattgcccat ttcatttaga tcttctaaag aataaaattc atcttcatta gatctaattc    365040

     cgctatcaaa aaaaacaaat aatagattat taggaggttc tttgatacgc caacaaagat    365100

     cattttcatt attagtggtg ctattataac aaggataatc taaagttaaa taactaaata    365160

     tttgatcaat atttttattt ataacatgag aaacaatatc ttcttttttt tgaatccaaa    365220

     tattatgaat tttcatattt agattgcata tttttttatt ttctattgcc atcaatggat    365280

     gatgattaac caaaaacaac aatcctaagc taataaagaa taaatttatt ctactaaatt    365340

     gattttttaa tttaaacatt aattaatctc cttttgatat ttataataaa aataaaacat    365400

     gctttaaatt attttaacgt cttctatgat tatttggttg attttggttg atttgtattt    365460

     ttagatttta ttggtttcga gcaaaaattt gttgatttat catttgaaga ttatttccta    365520

     caatatttat tctgtttgaa attaaagaaa ttctgttgaa acgtgtttga gattataaat    365580

     tagtatcatt aaaaacgtta gttaattcta ttattaaagt atttatttct tcttcaagtt    365640

     gatgttttct tgcgtctaaa tctataccag ggaaagcatg caaacattta gtattaaaaa    365700

     ttaaaaaaaa tcctaataaa acaaataaat aaatacttat tattttaaat tgatttttta    365760

     atttaatcat taattaaatt tccttttgtt tttattcctt tatattttaa aatattggaa    365820

     cttgttaaat ttttatcacc agtcagtgct ggttctttta ttattttcag cttcttgggt    365880

     tttatcatag ttgtgtttat ctttaaagat tgataaagtt ttacggatag gattgaagtg    365940

     gaggtgaaaa tcggttaatt tgaagttttc attgtgaacg aaagcatcac caaggtaata    366000

     gtctttgtct tcttgtaaga aatgtttagg gcctttgtat tttaggatta agtagttacc    366060

     acctgggcct ttgtgttgtt ttttttcgaa gttaatgtaa gaatataatt ggctgtcggc    366120

     ttttgcgtca aaagatgcac tgtcgaaacc gtctaaagta gtatgattat aagtatcgcc    366180

     atctttattc catcggtcga aaggatggcg gtttttgatg aagatagcta ggttggaagg    366240

     ttcgggttgg gtatttagac gatatgatat attatcgtta ttaacagatg atattttatt    366300

     ttcattaaga tatttatgat caatcttgtc aaagaaaatt tcaccataag tagccatacc    366360

     gatattttcg agttcgtttt ttaattcaag aattttaaag ggattgtttt tacctttaat    366420

     ttcttaatcg attttttgtt ttaattttga gatttgagtt tcattaatct gtaattgttg    366480

     gtgataataa ccgatgccat taagtccatc gaaagtatat ttaatttgaa tcataggaat    366540

     ggttctgcca cgactatctg tttctttccc attctttgaa gatagcagat ttagtttctt    366600

     gaaaggtagg aattgggtct ttagggagtt tgatgactcc tgtttcagtt aagatgataa    366660

     acccaataaa agctgccacg attaaaataa ttattaataa aaaccatttg cttatttttt    366720

     taattttgat catgtttatt aattcctttg gaagaatttt caatatatag gtattttaac    366780

     atatttaact ttttaattaa ccttaaaacc atttacgaaa ccaagaagtt actttatcga    366840

     tttttttgtt tacgtcgtct ttaatttttg tagtaaaagg ttggattgaa cctttccagg    366900

     ttttttgttt gtctatgatt tctttggttt ggttgtattc tgctgttttg tcggttaatt    366960

     tattcatatt atctttcaaa gtttttttag ttgcttcatg ggtttttttt gttcgtcttt    367020

     tatttgttct ttgagtttat ttatttcatg acggagttca gcgttttctt cgatatattt    367080

     acctgaagcg ttttctaaag ctttgattgt tccttcaagg gcttgaatat gtaggccttg    367140

     ttgtacccat ttatcgattt gttgttctaa ttcgtcgctt aaacggttta tttcttcagc    367200

     ttgttggtta atgatttggt ttaattgact tatttcttgg tctttttgag tgatgatcgt    367260

     ttgatattcc ttttcttttt gttgaaattc agtgtttaat tggttaattt catcttggag    367320

     ggtttgtttt tcttgtgcgg atagagcttg attagttatt aattcctggt ttttagtttc    367380

     gattaaggat ttttgttctt ggagttggtt ttggagattt tccatatttt gatgttgttc    367440

     gttaatttgt tcgattaatt gattaatttg ttgggtcttt tccgtgttga gagttttttc    367500

     ttggtgcaga tcagtttcta gttgattaat cttttgatct tgggtaaaga tttccttttc    367560

     tttagaacgg attttatcgg tttggtgatt gatttccttt tgaagttctt gtttttcttg    367620

     ttccgataga gttttattaa tttctagttc ttgttgtttt tgatttaaat catgttctaa    367680

     aatagctttt tgggtttcta aattaagact atttattttt gcttgttgga ggtgaatttc    367740

     taataagttt ttggctttga gtaattcttc aggagtttgt tggtgagttt cgtttacttt    367800

     gttagtttct tttatttcct caccaagtgg tggtgtttgt tggagttgtt cttgttggag    367860

     atgttttggt tcagttgttg gtttattaac tgaaccatta tcagggattg ttaaggttat    367920

     cagttatact ttcgttaatt gttgtatcta cgatgtcgtt agtttcttgt gtttcttttt    367980

     tattgtttct tctttaattt cgttattatt agttaaagtt gattcttcat tttcgataat    368040

     agttgtattt ggtgcttgta aaatgggtgt tgggggattt tctattttat tagttaattg    368100

     ttgtggtgga ttaggagttt tcgtttcttc gtgataaaat tggtaaagtt cgtaagcagt    368160

     tgaagctaaa gaaactcaaa ataaagcttt actaccaatt ttaaggattt taccaccgac    368220

     attcgctatt ttagaagtag ctttttttga atgatagttt tagttccttt tttaatggtt    368280

     tttttcttcc cactttttaa ccaattaccg attttgccta atcctaaaca aatgccgatc    368340

     acacttaaag tagtcgctaa ataatatcta atttcgtttg tggcgaagga atgtgattag    368400

     gatctttatc attacctgtt aatttataat agatatattc gataacttta cgaattggtt    368460

     gagtagtttt atcgtataac gatttagttt tagtcacagc atcactggta aaagcgttga    368520

     tctggtctaa aacttcaggg aagaatttga aaagtgtcca ataaattgcc cctccgatta    368580

     ggataaatgg taataaaaac aagattattt ttataattga ttttaagatt ttaagaaacc    368640

     aattttcttt tttagtttgt gtttcgataa ctattttagg aggttcggtt atcggttttc    368700

     ttttagtaat gattattttt cccgttgatt tttttgtatt ttttttttgt tattttttta    368760

     ttcatagttt ttctctcttt cttttagttt taaaagtttt tttaaaataa aaaaagactc    368820

     tatttagagt cttttaatgt tggtgaaatt atttttaatt attattttga ggttttacat    368880

     gatgtttatc tttgaagatg gataaagttt tacggatagg attgaagtgg aggtggaaat    368940

     gggttaattt gaagttttca ttgtgaacga aagcatcacc aaggtaatag tctttgtctt    369000

     catctaagaa gtgtttcggg cctttgtatt taaggattag tttgttatca cctgggcctt    369060

     tgtgttgttt tttttcgaag ttaatgtaag aatataattg gctgtcggct tttgcgtcaa    369120

     aagatgcact gtcgaaaccg tctaaagtag tatgattata agtatcgcca tctttattcc    369180

     atcggtcgaa aggatggcgg tttttgatga agatagctag gttggaaggt tcgggttggg    369240

     tacttatacg attttcacaa aggtgtaatt cttttcttag tttttcttct ctagttttta    369300

     atctttgcat tttattttta atatcaatga tttcttggtt tttgtctttg attgtttgtt    369360

     cgtatttttc aggattttgt tttcttggtg gatttgggtt aatttttttg ttgtattttc    369420

     taaatcagtt ttagtttgag aatgttgttg acggtaatag ttaatcccgt ttaaaccatc    369480

     aaaggtgtag tgacattcta tcttagtttc atctttggat ttagctaaat attgattaat    369540

     tccttgactc cattgataat attgattttc acaagcttcg cggcgttgtt tggtttgttg    369600

     ataatcaggg ttaattttta atttaagttt taaggcttct tccagatcgg aaggtaacat    369660

     aactgcgtga tttaaagaat ttttagtttg ccatttagcg gttttttgta ggcttcttca    369720

     atgattgtgg ttaaatccct atttgataat tttttgcctt gacatagttg ggcgatatct    369780

     tttaaagcta aaaaagtatg ataactaatt tgataaggga taatgttatg ttttaaataa    369840

     ccttcaattt cgctatcttt taaattaccc acatagattt ctttactaaa acgactcctt    369900

     aaagcactat caattttatc aaggttgtta gtggcgccca ttaagacaat ttttttatca    369960

     gaacgttgaa atccatcaag tttatctaat aaagtgttga caatattggc actgactgag    370020

     gaagtatttt tatcactacg gttaggtaaa ccatcgattt cgtcaataaa gataattgtt    370080

     ttatcatttt cttcggcttc ttgccagatt ttttctaagg cagctttgcc ttcgccaatg    370140

     tattttttgg tctaatttag caggaattaa gttaataaag tgaacattag cctcaccaca    370200

     taaagctttg attaaaaaaa gttttacctg ttcctggtgg tccatataaa agatagcctt    370260

     tcggacgtat tttatcaaag ttaatcaaag attgattgtt ttgaaaataa gttaataaat    370320

     cttctaattc ttctttttca ttttccattc cacaaacgtc tttaaaagta actttatgct    370380

     taatatttgc taaaggttta ttagctttta agagatttaa ttgagtggtt aaattagttt    370440

     tttgtttggt aaaataaagt ttttgacctg ttaagaaaag attaaaagca tttaaatttt    370500

     ttaattcggt ttgatttttt tgggtttctt ttttagtttt taattcttcg atattttttt    370560

     gattagcttc gacataatta agagcttgat ttaattgaaa aatttgttgt tggagatttt    370620

     cttgagtttg taattgggtt ttttcttcag ctaattttgc taattcttct tgtttttctt    370680

     tttcattttg gtttaaagct tttctttgtt cgattaaatt attgactaag gtttgttgag    370740

     tttgttgttg atttttcagt tccgttaatt gttgttgttt ttgggttttg atctcaaggg    370800

     ataaagatgg attgtctttt aattcttctt ggctattttt tattttttgg atgatatcag    370860

     tgtaattttg agttttcgtt tcgatttgag tttttaattg ttgatcttgc tgttggagtt    370920

     tttggatttt tgtttgttgg ttaatgattt gttaatcaaa ttcttgttgt ttagttgaat    370980

     ccagttgggg atgattagtt acttttccaa ttttgttggg tgtttgatta gtttgataaa    371040

     gtcctataat taataaaata attaacccca acagaagaaa tcctaaaaaa ctgagataaa    371100

     ttttggtttt taatttcatc atttacctcc tttctctatg gattaattgt aatgttcttc    371160

     ggctggccgc ctagttcgct ctgctcgtct ttgaatgctt ttctattatc taaaatttat    371220

     atatccagca attcttaatt tatttaaatc atatgaaggg aaaaaaatta ttatttgtaa    371280

     aacactaata tatcccatag ttctcaattc atacaaatta tatccaagat tttcaaactc    371340

     ttctatacta atatatccag catcttttaa atcttgcaaa ctatatccaa aagatattaa    371400

     ttgttccaaa gtatatccag aagcttttaa atcttttaaa ttaaaaatac gagattctaa    371460

     taaatttatt tctaaacctt tatcattaat aaataatttc ttaaaatccg aaatattttt    371520

     ataaatttta gttttaaaat atttaacttt accattttta tctatttctt taaatctttc    371580

     tgcattatca tcaaattctt caatagaatc atcaatattt ttacgtttca ttaattttga    371640

     attaatagga ttatattcca tctaaacgcc atctgataaa gtttttttta attaatttac    371700

     catgtaaacc gtactcttca acattattat atttatcagt ttttcaacaa aagaccaact    371760

     taagagttag ccttaaagag tttttaaaaa ataaaaaata ttttcttaaa cattaattaa    371820

     atggattcat taattattta tcgttattta ataatattat tatatttttt ataaatttaa    371880

     agatttttat ttaaaatctt taaataaaat aagaaattaa gtttattctt tataattcac    371940

     tctataaaat ttatatgttt tatataaaat aaaaatattt aaaaaaagta aatttattat    372000

     agttaatatt gtaaagaaaa aaaatttatt tttgtgggaa taatttagtt gatttttttc    372060

     ttcttctaat tctaattcta attctttttc tttaaattta tctgttaaag ttttaattga    372120

     attatctttt gtttttaatt ctacttttgc tgttataagt tgattttttt cttcttctaa    372180

     ttcttctttt gctgttataa gttgattttt ttcttcttct aattctaatt ctttttcttt    372240

     aaatttatct gttaaagttt taattgaatt atcttttgtt tttaattctt cttttgctgt    372300

     tataagttga tttttttctt cttctaattc taattctttt tcttttaatt tatctgttaa    372360

     agttttaatt gaattatctt ttgtttttaa ttcttctttt gctgttataa gttgattttt    372420

     ttcttcttct aattcttctt ttgctgttat aagttgattt tttttttctt ctaattctaa    372480

     ttctttttct tttaatttat ctgttaaagt tttaattgaa ttatcttttg tttttaattc    372540

     ttcttttgct gttataagtt gatttttttc ttcttctaat tcttgttttg ctgttataag    372600

     ttgatttttt ttttcttcta attctaattc tttttcttta aatttatctg ttaaagtttt    372660

     aattgaatta tcttttgttt ttaattcttc ttttgctgtt ataagttgat ttttttcttc    372720

     ttctaattct tgttttgctg ttataagttg attttttttt tcttctaatt ctaattcttt    372780

     ttcttttaat ttatctgtta aagttttaat tgaattatct tttgttttta attcttcttt    372840

     tgctgttata agttgatttt tttcttcttc taattcttgt tttgctgtta taagttgatt    372900

     ttttttttct tctaattcta attctttttc tttaaattta tctgttaaag ttttaattga    372960

     attatctttt gtttttaatt cttcttttgc tgttataagt tgattttttt cttcttctaa    373020

     ttcttgtttt gctgttataa gttgattttt tttttcttct aattctaatt ctttttcttt    373080

     aaatttatct gttaaagttt taattgaatt atcttttgtt tttaattctt cttttgctgt    373140

     tataagttga tttttttctt cttctaattc ttgttttgct gttataagtt gatttttttt    373200

     ttcttctaat tctaattctt tttctttaaa tttatctgtt aaagttttaa ttgaattatc    373260

     ttttgttttt aattcttctt ttgctgttat aagttgattt ttttcttctt ctaattcttg    373320

     ttttgctgtt ataagttgat tttttttttc ttctaattct aattcttttt ctttaaattt    373380

     atctgttaaa gttttaattg aattatcttt tgtttttaat tcttcttttg ctgttataag    373440

     ttgatttttt tcttcttcta attcttgttt tgctgttata agttgatttt ttttttcttc    373500

     taattctaat tctttttctt ttaatttatc tgttaaagtt ttaattgaat tatcttttgt    373560

     ttttaattct tcttttgctg ttataagttg atttttttct tcttctaatt cttgttttgc    373620

     tgttataagt tgattttttt cttcttctaa ttctaattct ttttctttta atttatctgt    373680

     taaagtttta attgaattat cttttgtttt taattcttgt tttgctgtta taagttgatt    373740

     tttttcttct tctaattcta attctttttc ttttaattta tctgttaaag ttttaattga    373800

     attatctttt gtttttaatt cttcttttgc tgttataagt tgattttttt cttcttctaa    373860

     ttcttgtttt gctgttataa gttgattttt tttttcttct aattctaatt ctttttcttt    373920

     aaatttatct gttaaagttt taattgaatt atcttttgtt tttaattctt cttttgctgt    373980

     tataagttga tttttttctt cttctaattc taattctttt tcttttaatt tatctgttaa    374040

     agttttaatt gaattatctt ttgtttttaa ttcttgtttt gctgttataa gttgattttt    374100

     ttcttcttct aattctaatt ctttttcttt taatttatct gttaaagttt taattgaatt    374160

     atcttttgtt tttaattctt cttttgctgt tataagttga tttttttctt cttctaattc    374220

     taattctttt tcttttaatt tatctgttaa agttttaatt gaattatctt ttgtttttaa    374280

     ttcttgtttt gctgttataa gttgattttt ttcttcttct aattctaatt ctttttcttt    374340

     taatttatct gttaaagttt taattgaatt atcttttgtt tttaattctt cttttgctgt    374400

     tataagttga tttttttctt tttctaattc taattctttt tcttttaatt tatctgttaa    374460

     agttttaatt gaattatctt ttgtttttaa ttcttctttt gctgttataa gttgattttt    374520

     ttcttcttct aattctaatt ctttttcttt taatttatct gttaaagttt taattgaatt    374580

     atcttttgtt tttaattctt cttttgctgt tataagttga tttttttctt cttctaattc    374640

     ttcttttttt tcttttaatt tatctgttaa agttttaatt gaattatttt ttgtcattaa    374700

     ataatccgtt aaatatttca ccaaaagatg ttttttgtat aattgttcat gtttgtcttt    374760

     taaagcattt ataactgtta caactgcagg ttcagacata tatttagata gttttaattc    374820

     ttctattgga tcatattctt ctaaaggaat tattggtttt tgacacgttt taggattttg    374880

     tttttcgcat ttttcttctg tttttttatt atatatattt ggattatatt catttttgta    374940

     attaatttgt tggatttgtt tatgcatttt atttgttttt tggaacttta atattttttg    375000

     tttagataaa caatatgata tccaaaaaaa gaaaataaaa aaaaatatta ttgaaaataa    375060

     acaaaaaaat attgaacaaa aataatgctt aattttataa atatttaaca tgatgtatac    375120

     tttctaaagt gttgtaatta ttatttttta aattataaaa aattcaatat tattaaaaac    375180

     ttctttgatt tgttttttag ttgtttttta aaatggggat ttaattttct gaacaaaggg    375240

     acaaattttt ttgtaaataa tgtaattgat tattatcttt tataaaggta attattattt    375300

     tttaaccacc taatttatta taattaaatt tttttatttt ttaatatttt tttttaatat    375360

     ttttttaaaa aatttatttt atatataaca caaaactaat ttttgaggac ctaattagtt    375420

     taggtttatt ttagtttatt taattttctg cttaaaacaa aaagagtttt atgtttcgtc    375480

     gataattacc tttttagtag gtatttttct ttttgaaatt ataaataata tctaaaacaa    375540

     ttttttgttt cttgtcagct cattcatagg atatataagg agctaaaaaa atgtttttag    375600

     agaggaattg aatgttaaga caaaaattat ttaaagattt ttttaaaaat aaaaagaatt    375660

     tagaaattcg taatcaatta atcgaacttc atttgccttt attaaaaaaa ctagcttatc    375720

     attttaaata ttaccctaaa gttttaacta aggaggattt atatcaagaa gggattttag    375780

     gattaatcaa agctctaaat aattaccaag atttaggtta tgactttatc gcctatgcaa    375840

     caccaacaat aaaaaaagcc actcaccttc aattccccaa aaaacaaaca aactaccgcc    375900

     caaaaaccaa actctatttg tagaccctca aatcttagat gaaataaaaa aatatagaat    375960

     agaaataatc aaaaatcatc attccgaaga acataataat ataactctaa acaaacacat    376020

     aaaacccaaa ataataccct taaaaaaaac atttctctat cttccccaaa tataaatatc    376080

     tcaacgaaca aaaagactgc attaaagaat taataagtaa gataaccata gataaactag    376140

     acactttaaa attatataaa ttagatgcta aaaaagtaga taaatataac aatcctatca    376200

     aaacaaacta taaaaaaggt ttaaatgtta tttattatca attggaagat ttaaaacaca    376260

     tcaaattatt tttaaccaaa aataaacagg gctatcgggt taaaaaaatt aggtctggtt    376320

     atttatcaaa ttttaataaa aaataaataa acaatttatt attaccatct tattaccatt    376380

     tgaccccttt aatttctttg acaaaaccaa acatttttaa ggagtgatat tttatatatt    376440

     atatcgataa tgataatgat acttgatatt tgatattatc gttgtatctt ttaactatca    376500

     ttattatttt tcgatatata aataactccc tatttttcct tttcattatt aaaaatagtt    376560

     gtttaaaatt atccaaacaa aataccctaa cgcgctgaag cgctaatgac aattataagt    376620

     acacataaat aaaaaaagaa gaaaactaaa aatcccccag ttgcgcgcga cccccttttt    376680

     taaataaata taatcattca gagttataat ggttatgtat atgatataaa aaaaggaaac    376740

     aatatttaaa tcatgaaaaa aaaatagcta aaataataga aaaatagaaa caaaaaaata    376800

     aattattaca aactctaatg aaaaaaacca aaaaactgat aaaaaaactg tttttgaatt    376860

     agttaaacaa tttaatcaaa aactaaattt aacaaccatt ttaaaaacta tcaaaaccaa    376920

     aagaagcact tattattggt tgaaagtcga aaataaaata aaagcaaaaa aagaaaaata    376980

     cttattacaa caaaatcgca ttaaagcttt atgtttacaa gaaaaatatt tttgcggtca    377040

     tcgtaaaatc aatgatttat accaaaaaac ttttaacgaa aacattacca agaaaaaaat    377100

     ttatactatt atgaaagaaa acggtatttt ttgtcgttta agaattaaaa aaaataaata    377160

     ttattataaa aataatttaa aagctaaatt aaaagtggta gacaatttaa ttaatcaaga    377220

     ctttatatca actcaaccca tgcaaaaact atttaccgac ataacttatt tcaactcccc    377280

     aaggattttt atatttttct tgtattattg attctttcaa caaccaaatt atcgcttccc    377340

     acacttccaa acatcaaaat aaagaattag ttttaaacac catccaaaaa ttacctctat    377400

     taaaagaacc ttgtattatt cactcagata aaggaacagt ttatcaatca caaaaagtcc    377460

     aacaaatttt aacgaaaaaa aggtttttta attagcatat cgagaaaagc cactcctcgc    377520

     gataacggtg taattgaaaa cttttccggt caaatgaaaa ctatcttaca acatcaacat    377580

     ccttttttat ttcaaaaatc acctgaaaaa gttaaaaaaa taatcaatta tttccccaaa    377640

     ttttggaaca atcaatggat tttagctaaa ttaaattatt catcaccttc tcaatattgt    377700

     caaaatttta gataataatt tttttatttc aaattttcaa cattgaaaaa ggttatcttt    377760

     ttgcgcattt tttaatcaaa ataacataat tatgtaaaaa aataattata attccatttt    377820

     cttaccactt ttttaatttt ttttacctaa ctatatagtg taaagataaa atatgacaaa    377880

     aaaatatctt ttgaaactaa aagttttaga aactttttga aattttaaaa aaatatttcc    377940

     ttagtttgaa aagatatgaa attatctact taattttaag tcttaaagaa caattttaaa    378000

     gacaaaattt gtctaaaaaa acggaacagc gcaagtgtct aaacttttgg aacacctcat    378060

     cattaagaga agattatcct tcttataatg atgaaaatat tttaacataa ataatttttt    378120

     agtattatta gtagctacca aaattaaagg tttttctttt tatcttaatt tttcaattaa    378180

     aatggtagtt ttgccagaac cagcaagggg actttatagg aggggtgtaa taggttaatt    378240

     gtaatgttct tcggctggcc tcctagttcg ctcttctcgt ctttggatat gaatataata    378300

     ttattaatga tttatgattt ctttaatagt tccatcaggg ttataataaa ttttattaat    378360

     tcttttacct gtttgggagt cgtttttctc aatataatta attgttttac catcggattc    378420

     aaatgttgtt tctttaatta ttttacctgt ttgttgatcg tattcctcaa tataatatat    378480

     tgttttacca tcaggtctat aaatagtttt tgtaattaat tttcctgttt gttgatcgta    378540

     ttcctcaata taatatattg ttttaccatc gtaataatca atttcggacg gatatttata    378600

     aagtttggtt ttaaaaaatt taactttacc gtttttatct atttctttaa acttttcttc    378660

     attatcatca aattcttcaa tagaattatc aatatttttt ctttttacca ttttatcatt    378720

     aactggatta aattcagtcc aaacgccatc tgataaagtt tttttgatta atttaccatg    378780

     tgaaccatac tcttcaacat tattatattt atcagttttt tttaataaaa aaccattatt    378840

     tttatcatat tcaaaaatat tattatcatt atcaattttt ttaactaatt tatgagtaaa    378900

     taaattataa tattgttttt ctccgttacc tcttataaac tcataaggaa cattttttaa    378960

     atgttcgttt tcttctttaa gttttttatt ttcaatatat atatcattat ttaactctct    379020

     tgctttttct ttaatatcta cttcttgtaa tttacgtctt tcttcggttt ctaaaaaata    379080

     ttcataagca agtccaccta tccaaaacac aaaaaaaagg aatgttccag tagtaattaa    379140

     aaaaggaatt attttataat gtttattgcc tattctaaaa cttgacattt ttaaatctct    379200

     ttttctctat tatcaaaaat aattaaagca tttttttatc attttcaaat acccataaat    379260

     ataggaaatt aataaaaaat gataaaatga aactcaatat tattataacc tttttaaaca    379320

     aaaataaaaa taattttaaa acaattgaaa taatatctaa tattcttaaa acaattttaa    379380

     acaacaaatc acctatttta atgaaagagt ttaaaacaaa atttttaatt tctttcaaaa    379440

     aataaataac agagccacca acagcaacac taaaaatcat ctttgctatt tcttttattt    379500

     tcccccacat actttcacta ggatccatta atttttgacc agtaagactt gttatataac    379560

     ttttaatata tcctataata gtataaaaaa catcaataaa aatttttaat atttgcatta    379620

     aaaaatcaaa aaatgaacta aataatttta aaggataaat taaagttgtc aaatgttccc    379680

     atataaaaat aaatatagtt tttataatat tataaatatt aataaaatta atattccaac    379740

     caacattaaa accaaataaa aaagatgatt tagtaagaaa aatattataa aataaatcat    379800

     ataataaata aaaaaaactt taaaatcaaa agaaattaaa tattttaaaa aattaaaatt    379860

     aaaaatcatt ttcagtatca tcaatagatt ccgtaattaa aggatttttt atattattta    379920

     attgtttttt taattttaaa ttctctttta aaatttcatc taatttttta ttattatctt    379980

     tttcatcaaa aataccctca gaaaaattaa gacctccatg ttgaggtgtt ccaaaagttt    380040

     agacactttt tactttttaa aaattcttta aggctaacta ttaagttagt cttttttgtt    380100

     tcaagactga aaaataattt catatctttt ctaaaaaaat gtttttagaa aggaattgaa    380160

     tgttaagaca aaaattattt aaagattttt taaaaaataa aaagaattta gaaattcgta    380220

     atcaattaat cgaacttcat ttacctttag taaaaaaaat aacttatcat tttaaatatt    380280

     gccctaaagt tttaactaag gaggatttat atcaagaagg gattttagga ttaatcaaag    380340

     ctctaaataa ttaccaagat ttaggttatg actttatcgc ctatgcaaca ccaacaataa    380400

     aatcagcaat caatgaacta ataagaaaaa gccattcacc ttcaattccc caaaaaacaa    380460

     ccaaaccaaa caatatcagt tttaaagaag aacaatacaa acaacctaat tgggataaaa    380520

     tccttaatcc gcatcaatta tggctaaaac aagtaaaaca tgaattatta ataaaaaaac    380580

     taaaaactaa actaagtaaa aatgaattca atgttatttg tttaaatttt ggtatctcat    380640

     tagaaaacaa caacaaacct aatcaacaac ccctatccaa tcatgcaatc gcccaaaaac    380700

     ttaatttaaa actctcacaa attgaagatt taaaagataa tgcaattaga aaactaaacc    380760

     caaattataa aaataaggag aaataaaatg ttaaataaag tccaattaat cggtaatatt    380820

     gcgctgttcc gttttttaat acaacttttg tctctaaaat tattctttaa aacttaaaat    380880

     taagtgataa tttcatatct tttcaaacta acaaagtatt ttcattagac gaaaaaagtg    380940

     tctaatgttt tttatataat ttgctagttt caaaagatat ttatactaat attttacccc    381000

     ttcactatat agttaggtaa aaaaagttaa aaagtcgtca acaaaatgaa aagaaaatga    381060

     tgtttattat taataaaaac attttattga aaaaaaggcg caaaaaagat acctttttaa    381120

     aaggtctatt ttgaaagcta tttttttaat tgttttatct taaactttac gcatattgga    381180

     taggtgaaag atagtttaat ttagctaaaa tccatttttt attccaaaaa gcaggaaatt    381240

     ggttaatgat ggttttcatt tttgtcattg gattttgaaa taaaaaagga tcgcgataaa    381300

     ataaaatact tttcatttgg ccgaaaaagt tctcaatgac ggcgttatca cgaggggcgg    381360

     cttttctcgg catgatgatt aaaaaaaccc ttttttcgtt aaattttgtt ggactttttg    381420

     tgattggtaa actgttcctt gatctgagtg aataatacaa ggttttttta gttttggcat    381480

     ttttttgata gtatttaaaa ctaaattttt attttgatga ttagaaatat gagaagcgac    381540

     tatttgattg ttaaaagagt cgataataca tgaaaaatat aaaaaacctt gtggagtttt    381600

     aaaataagtg atgtcggtaa atagtttttg catcggttta taagttttaa aatcttgatt    381660

     aattaaatta ggaactattt ttaattgaga ttttaattgt tgataatgat atttattttt    381720

     ttgcttctta aacgacaaca aatccctttt tctttcatga tgaaataaac ttttttctta    381780

     gtgatgggtt cattaaagat tttttgatat aaatgagtga ttttacgatg gccaaataaa    381840

     tattcatgca ttttacataa agattcaata cgtttttgtt ttaaaagata ttgttcttgt    381900

     tttattttaa ttttatggtt aacttttaac caataataat aagtactcct tttagactaa    381960

     actaaccaat tatgggacta agaatccata atattaataa atgccatcca acatatacct    382020

     aaaaaatatt tcaatattca aacttgacct tcaattgaag gtcttttttt tatatcaaaa    382080

     ataacaaaaa actaaaaaac taactaaaag gagaaaaata tgaaaaaaga aataaatcaa    382140

     ggaatcatta agggcggttg ggaaacaaaa tcaaccccca acgacttagt tcaaatcaaa    382200

     aactttttac aaacattaaa aggagaatta ttaaatatta caattgtttc tcattctaaa    382260

     aagaaaaatt cctatcaaca aacaaactac cgccctaaaa accaaactct atttgtagac    382320

     cctcaaatct tagatgaaat gaaaaagtat agaatagaaa taatcaaaaa tcactcttcc    382380

     gaaaacgata ataatctaac ccttaccaac ccaataacac ccccaaaaca ccaaaataat    382440

     acccttaaaa cacatttccc tatcttccaa attaattatc ttaacgaaca aaaagattat    382500

     attaaagaat taataagtaa gataaccata gacaaactag aaactttaaa attatataaa    382560

     ttagatgcta aaaaagtaga taaatataac aatcctataa aaacaaatta taaaaaagga    382620

     ttaaatgtta tttattatca atcggaagat ttaaaacaca tcaaattatt tttaaccaaa    382680

     aataaacagg gctatcgggt taaaaaaata catcccatgt ataaatatat atctaaaatc    382740

     aaataaacac ttaactaaca gttttataac acttcactaa cagttttata acactttcaa    382800

     tatttaaaat tctttgacaa aaccaaacat ttttaaggag tgatatttta tatattatat    382860

     cgataatgat aatgatactc gatatttgat attatcgttg tatcttttat ctatcattat    382920

     tatttttcga tatataaata actccctatt tttcctttac attattaaaa agagttgtta    382980

     aaaattatcc aaacacaata ccctaacgcg ctgaagcgct aataacaatc ataagtacac    383040

     ataaataaaa gaagaagaaa aataaaaatc ccccagttgc gcgctacccc cttttttaaa    383100

     taaatataat cattcagagt tataatggtt atgtatatga tataaaaaaa ggaaacaata    383160

     tttaaatcat gaaaaaaata gctaaaataa tagaaaaaga gaaacaaaaa aataaattat    383220

     tacaaactct aatgaaaaaa aaccaaaaaa ctgataaaaa aactgttttc gaattagtta    383280

     aacaatttaa tcaaaaacta aatttaacaa ccattttaaa aactatcaaa accaaaagaa    383340

     gcacttatta ttattggttg aaagtcaaaa ataaaataaa agccaaaaaa agaaaaatac    383400

     ttattacaac aaaatcgcat caaagcttta tgtttacaag aaaaatattt ttgcggtcat    383460

     cgtaaaatca ctgatttata ccaaaaaact tttaacgaaa acattaccaa gaaaaaaatt    383520

     tatactatta tgaaagaaaa cggtattttt tgtcgtttaa gaattaaaaa aaataaatat    383580

     tattataaaa ataatttaaa agctaaatta aaagtggtag acaatttaat taatcaagac    383640

     tttatatcaa ctaaacccat gaaaaaacta tttaccgaca taacttattt caaaactccc    383700

     caaggatttt tatatttttc ttgtattatt gattctttca acaaccaaat tatcgcttcc    383760

     cacacttcca aacatcaaaa taaagaatta gttttaaaca ccatccaaaa attacctcta    383820

     ttaaaagaac cttgtatcat tcattccgac caaggcacag tttatcaatc acaaaaagtc    383880

     caacaaacac taattaaaaa aggtttttta atcagcatgt cgagaaaagc tactccacgt    383940

     gataacgctg taattgaaaa ctttttcggc caaatgaaaa ctatcttaca acatcaacat    384000

     ccttttttat ttcaaaaatc acctgaaaaa gttaaaaaaa taatcaatta tttccctaaa    384060

     ttttggaaca atcaatggat tttagctaaa ttaaattatt catcaccttc tcaatattgt    384120

     caaaatttta gataataatt tttttatttc aaattttcaa ccttgaaaaa ggttatcttt    384180

     ttgcgcattt ttttaatcaa aataacataa ttacgcaaaa aaataattat gttttcattt    384240

     tcttaacgga attttaactt tttttaccta actatatagt gtaaagataa aaatatttaa    384300

     taaaaatatc ttttgaaact aatgaattat taaaagtttt agaaactttt tgaaatttaa    384360

     aaaaaatatt tccttagttt gaaaagatat gaaattatct acttaatttt aagtcttaaa    384420

     gaacaatttt aaagacaaaa tttgtctaaa aaaacggaac agcgcattga ttttaatcat    384480

     gatttgtttg cctcctttgg tttttagttt aatgaccttg taagttgttg tgtgtttggg    384540

     taaaagaaaa agaccctggg agaggtcttt tttgtgaata ttatttaatt ttattttagc    384600

     gtttgggtgt tatcgattta gggggttatt tggttgatta gggttgatgg gttgttgccc    384660

     gataattctt aatctatcat aaagattgtt tagctctaaa tatatcgctc ggtttctgat    384720

     atttaattct aagtttgcaa aagatcttat tggatttaaa ctcatttggt tggataactg    384780

     ttttttttct aaagctaatt ccaaaattct attattaatt tctcttattt catttcttat    384840

     ttcattattg ttattatcgt tattcatcgc cattaattgt tgattattta ttataaataa    384900

     caatcctaca aagattatta aacaaagata aattatttta cattgagttg ttgattttaa    384960

     cattaattaa atctcctttt atttatattt aattaatata tttaattatt atttaatgtt    385020

     ttattagaat tattcgattg gccttggaat gttttgggtt tcttgtgttt gggggtttat    385080

     tgtatgatgt ctcgcatttg aatctgttgc attatcatat atatttccat atttatctta    385140

     actatttccg ttctaacatg acataatctt tcaatattta cattatttct tggttcttga    385200

     gatagtacta tttcttgtga ctttaattca ttttttcttt cttctaatcg gatcttttgt    385260

     gtttctaaag ttattccagg taaagcatac aaacatttag tattaaaaat aaataataaa    385320

     cctataaaag taaataaaaa aacacttatt atttgaaatt tattttttaa tttaatcatt    385380

     aattatcact cctttatttt tagaatcatt ctttttataa ctttctggtt tatcaaccga    385440

     atatatatta gaattgtttt ttgttaaatt aatatattga agatcgccag ataaattatt    385500

     attattttct gttaaagaat gtaaattatt ttgaaaactt tctggtcgat tatcatatgg    385560

     cgttgataat tgatgattat tttttctttt attatatttt tgaattgctt ttgtaataca    385620

     agtttgttta tacaaaagtt ctgatttttt ttcattattg aatttgaagt ttgttaattc    385680

     gttttgtatt gaaaattctg cttgtacata taaggcatat tcttcatcat tggaaatttc    385740

     attattattg ctatttttat ttcccatcgc cataatataa ttattactag taattaaaaa    385800

     taatcctaaa ccaaaaaata caaatatatt taagaataat aaatgatgtt taattttaaa    385860

     cattaataat gctcctttta tttttaatcc ctcagttgag gtgatttagt agagggaatt    385920

     gaaattttaa taattgatgt tgattattca acgtcttctg ttattagagt tatttaattg    385980

     attgcgattg ttttcgtgag gcatagcatt atgtaaaata atctgttgat ttgagatacg    386040

     ttgacttaat tgtatatttt gtcttacaag attattaata atttctttgg aagcattatt    386100

     atttctagca ttaaaaattt gttggactat tatagcttgt tcgcgattca tttcttgtaa    386160

     aatgcgcgct tgagtttcaa aattagtgtt atgatgaccg ttatttggtg ttgcattacc    386220

     attatgcatc gccattaatg gattattaaa aataaataat attcctataa aagttattaa    386280

     acaaagataa attattttaa tttttttttg taatttaatc attttcaaat ataactccat    386340

     tcttaattcg tataaaatta ttttttagaa tcatcaggtt gttttgaaga agaaccttct    386400

     tcttttaaat ttttcgtttc ctcttcggct ttttgtttta atatttccat taattcaggg    386460

     ttttctaaaa tttttataat ttcattattt ttttcaattg aatattcttt aaattcttta    386520

     tgtattgtat aaaatctttt tatatcttct ttttgttttt tgtttttttc ttctgattta    386580

     ttaattttcg gaatatctct ttttttatca ctagattctt ttttaggtga agctattact    386640

     tgatttatat taataaataa taaacctata aatacaaata aataaatact aattatttta    386700

     aattgatttt ttagttttaa cattaattaa atctcctttt gttttacccc tcatttgggt    386760

     tgatttcgta gagggagttg agagaggata gggctgattg tttgtattct tttaaccttc    386820

     tatcgaaaga tttaatagaa ttatttttca agccttcagc accttcgagt tggttggtta    386880

     aggattttat ttttatttta tcaaattcat cttgggggtt aagttggctt atttttttat    386940

     tataatcatc gcatttttgt tgatattcgt tgatccattt ttgatgttca tttaaataat    387000

     ctaaacactt tttccaactg tttttaattt tctcaatttc atttttttct tcttctggga    387060

     gatttaaggt taaaacttca ttttcgtttt ctgataagat ataagattta atttgttcat    387120

     aattcgtttg agttatttga attttaggtt ttggtggttc tatgtctcgt ttggttcttg    387180

     gtggatgatt tatttttgga ttgttatcta attcttcatg aaaatttgat aatgatttca    387240

     gttcttgttt ggtttcgtaa agaccttcaa aaattccaat aataaaagaa atgactaaaa    387300

     cggtgataat taaaatagct atccgatatt ttttaaaaaa gttcatcatt tcatagcctt    387360

     tccgataata ggagtaattg atattatctt ttaaagaaat taattactgc tattataaca    387420

     tttttattgt tttaatttta aagaaaaagt ttttttacgc tgggatagat attaattcag    387480

     gtattttgtt ttgattagtt tgtttaattc ttttttgggt tcttgtgtag ttagggtttt    387540

     gaagttttag ttcttctttg attgtgttta tttcttcgtc gatgggttct agttttattt    387600

     ctagttgttc ttgttgtata ttttcttgtt tcattcgatt attatattct tctagttttt    387660

     tttggtagtc tttgtggtcg gcgtcgattt tggctaggtc gcggtcgatg tctttggtat    387720

     acatttctaa ggcttctttg gtaatcattg ggagtgattc tttgttttca ttcgctactt    387780

     cgttgtacat atgccataaa cggtgccctt cgtgaagaat taaagtggct ttcgtcatcc    387840

     cttgtgagaa tttacgtgta aaagtaatcg atttgcctat gattttcata ccatattttg    387900

     cagggattaa gtcagttatt ttgtcaaagg ttttgaatcc ccatttgatg atattaccag    387960

     ccgatgcttc gttttctttt tcataggttt gcattcgaat atgcattgct tggtattttt    388020

     cttttagaga tttatataaa tcttgttcta atttgatttc agcaattttt tgatttactt    388080

     ggttgatgtt tgtttgaatg tcgtcgcgac gttgttcgac ggattggatt aaattaaaat    388140

     aagatttttc atcagcgttt aattcattaa atcttttttt aaattatttt tcaagccttc    388200

     agcgccttcg agttggttag ttaaggattt ttatttttat ttctaatgtt cctatttggc    388260

     tttttatttc ggtaatttgt ttaactaatg caatcttttt gtcataaagg atatctaatt    388320

     tagtgcgtaa tttttctttt tcagttaaat cagtcgattc cgtgatttgt ttttctgtta    388380

     gttttatttc tttttctttg ttggctaatg cttcttcttt ttgttttagt tgttctttta    388440

     agacattaat gttattttca gtttcttgtt tttgagtttt gatttcgtta atctttgttt    388500

     ctgtttggtt tattaattct ttgatttttt ctttttgttc ttgggttatt ttttgttctt    388560

     catagagttt ttttaattcg acctctactt tggttaattc ttgttcccaa ttatctttta    388620

     gtccttggta attgttgatg acttcatcgt acttatcaat ggctttatca atttcttggg    388680

     ctaattggcc tgcgtattta ctagatggtt cttttggttt atgaaagaaa cataagtaaa    388740

     tgaaacttaa aataccgata ataattaaaa aataagttaa atagcctttc catgtatggt    388800

     tgttgtatgt tgtttggttg gtggaaagtt ttcttttaaa gaaaaggacg atgccaaaga    388860

     tggcggaagc cattaaaaac caagtgaaat aagatttaaa ggttagataa gttttaatta    388920

     agtctaaagg tgttttcata attatttacc tcctttcgct ttaatttctt gttcgatagt    388980

     gtttaaaatg gtgtcatctt gtgagattat cattttgtaa gcttgtttta aatcttcttg    389040

     attgatttcg tttcttcgtg tttctccttg gcctcggttt ttagcgaagg ttgctactgt    389100

     tgtttttaag aggttttcta gagtacgatt ggctttttta aattggtggt taactggtaa    389160

     cctttctaag gattcattga taatattgta taaatatttt ttcgcttctt cactgtaagg    389220

     gtttttacgt ttgttgatta agaattctaa aaaggctttt ctttcttctt tattgcctgg    389280

     tttaacttcg atgttataag tgaatcttga tttgatagct tcatcgattt gggcgatatg    389340

     gtttgtagcg ccaatgatga aaattggttt gtctttgttg ttttcgaatg atgtcatttc    389400

     ggttttgaat tggttaacga tatttgcatc ttcagatcca ggttttaaag tgtttatggc    389460

     tgtaaagata gtttcacact cgtctaagaa gataatagct ccttttcctt tttgagtttc    389520

     ttcacgtgct ttgatgaata attctgttac cattctagga cctattccac aatatgtttg    389580

     tgaaaaaata gcactactta cttcaaaaag gggagattag tttctttagc taaagctctg    389640

     gctaaggttg ttttcccagt accaggaact ccatacatta aaatgcctaa gggcgaatca    389700

     acctcaccaa tattggtata gttttcttta ttgttaaggt aatcaataaa accttctacg    389760

     gcttgttttt cttctttgaa accgattaat tggttgaaag aagggaattt ttggttgtta    389820

     gaaggagtaa ataatgattc ttcttgatta tttaattgtt ttaaattagt ttttgtttct    389880

     tcttgtgatt ctttatttgt attggtaatt tggttttgaa ttatatcttt gttttgttgg    389940

     agtttgtatt tcatttcttg gagattttta ttttgatttt ctaatttttt atgatgggtt    390000

     atgagatttt tttcagtttc tgttaaagtt tgatgatgaa tccaaacata agtacttaaa    390060

     aataagacca tagatgttat gatgattatt attaaattag ttgaattttc attatttgtt    390120

     tttgatagtc attttagttc ctttctaaca aaaaaaagac caattaatga ttggtctttt    390180

     ggatgtttta ttatgataaa ttagagattt tattttcgat tgtttgactt cctccgtcga    390240

     aggcttttcc ttgggaatcg actaattcgt aatcacaaat taactctaat tgagggtttt    390300

     tattagtaat gatttctttt tgttcgatgc taatttggat cttaagtgaa ccaatgccct    390360

     tatcatttaa tcttatttgt gggcgtttag tatcattgta atcattatta tccactttta    390420

     aaccaacatt taaatatttt tcaggattgg taaaagtttg aagcgtgtca tatttagttg    390480

     atattttcaa atataaagga acattaatat ccattccgtc ggagttaaga gttgcttcgt    390540

     gttcgatcgt aattaagtga ttatattttt gttcgtttaa gtttggaatg ggaattggta    390600

     aaagggtttt atcttcatta ttgccgcctg ttcgttcaat agtgaaaaaa ggaagattgt    390660

     tcattaattg aattttttct tttctttgtt tagaaaagta attagttaaa gcgaaaatgg    390720

     atgtggtagt gaaaaagata gcgataataa ttgtgataat agttaatatt ttatttttgt    390780

     tttttatttt tttattcata ttatttagtt cctcctggga tgagagattt aatcaattca    390840

     agagaattat taattcctgt tgttaaccag ggaattttat tatcgtagta aataataatg    390900

     acttgtaaaa taaaatgtaa aatgatcgtt atgtaagcta ttttttttaa taaattgcgt    390960

     ttttttattg ggataatagt tatattttct tgtttggggt tagttattgt ttttatttct    391020

     tggttttggt ttgtttcgtg agtattgggt tttgtttttt cttaatgatt ttattcatat    391080

     ttaatttctc ctttgttggt tgatattggt ttattctaat gttaaatctt ttactttatc    391140

     tttaatggtt ttagataatt tgaaagagac aacggttttc gcagagattt tgagtttttt    391200

     gcctgtttgg ggatttctac cagtgtaggc tttacgagtt tttaagatga atttacctat    391260

     tttagaggat aaaattactt cttcgttgga agtaatggat tctattaggg tatgttcgaa    391320

     tgaatggtaa aattcttctg tttttgaaat tgaggtttta tttacctcag ctatgttttt    391380

     aattaattct tttttagtca tatttttttc tcctttttgt ttggtttatt atttttttta    391440

     gttttagatt ttaatttgct gcggtctttg aagtaagtac cgcgggcgat ttcagtaatg    391500

     gcgtcgctca tatgattttt tattctcctt tctggttttc ttttaaaaag ttaagatgtt    391560

     taatatcaat gttcttttat tttaaaatgg taaattatca gtttgagatt tattatctaa    391620

     aaagatgact ttatgtacga tcacttttgt atttgttttc ttttggcctt cgttattggt    391680

     atatttttgg atggataatg ttccttcgag ataaattttc gatcctttat gtaagtattt    391740

     atgaaaattt tcagcttggg ttctaaaaac tacacaagga atatattgaa ctttgtcttt    391800

     ggtttggtta acagctaatt gaaaatctat ttttgtaatt tgttcgttat tactgttaat    391860

     gtattgtttt tcgaggtcat gtgtaattcg accgattaat tgaatgttgt ttaacataat    391920

     tttatttctc ttttcttatt ttttattttt ttaataattg gtaataatga tttcatgatt    391980

     attgttttta tttgtcaaat tatggctagt actagatttg atactttgga agtaataatt    392040

     tttaaataat gctctaattt cgggagtatc ataattggtg tataaccatt taactcctct    392100

     tttatcagct ttttcgagac agttgaataa tttaacttgt tcagtaaaac caaaaactcc    392160

     tttgtcaaaa gatgatatag tgatgttttt gccgttgtaa taaggtggat cgataaacaa    392220

     aaaatcatct ttcttggtgg cggcaattat tttttgataa tcagtacata acaagacatg    392280

     tttatttttt tgaaaatgtt tttgtaagga gaataaatca tttaaattta ataggctagt    392340

     tttatattta gacttataac caaaatttgt atataaggat gtattatctt tgtatcttaa    392400

     aatgccacga aaacaatatt tacttaaaat aaagaaaagc gatgctttgg ttgatctatt    392460

     tttattttta gttaataaat gattatattg gtttaataat gttttaaaag cttctttttg    392520

     ttgtttttgt tgtgatttgg gatattgata aataaagttt tcaaaagcta atgctttatt    392580

     ataaaaatct tgaggattat ataaaatact tttccatatt tggatgagtt gtgtgtcatt    392640

     atcgtttaaa atggcttttt taggcattaa ggataaatat aaagcgccgc tccctaaaaa    392700

     aggttcgtaa taagttttaa attttttagg aattaaaggt aaaagatgtg gtaataattt    392760

     ctttttacaa ccaacccaat taatgaattt ttgcattttt gtattcctta atccataaat    392820

     aaaataaaaa gacaatatac gaaataaggc ttatcgttgt gttagctttg attcctaaat    392880

     taaaatcaaa aaataacgtc ataagatttg taattataaa accgatatag gttaaagtta    392940

     agataattaa aatattttta ggttttaagt tcattgatat ttcctttctt aatataaaaa    393000

     gaccttattc gggtcttttt atttttttaa tttattgatg gcgatgtttt taatattttc    393060

     tacttgtctt aaggttaaat ttagtatttg ggctatttcg tgattagaat aactaggttg    393120

     ataatcttcg ttgatatttc ctaaaggaac tccaaaattt aatcttatga cattaaactc    393180

     ctttttactt aatttggttt tttagctttt ttaaaaagag ttcatgatga atttgtttta    393240

     accataattg attagggtta aggatttgat aatgccatgt atgtttttct tcttgaaaag    393300

     aaggattatt ggttttatga atcttttgag gaacggaagg tgaatgactt tttcttattg    393360

     attctctgat gtctgatttg atagttggcg tcgcataagc gataaagtca taacctaaat    393420

     ctacataatt atctaaagcc ttgatcaatc ctaaaactcc ttcttggtat aaatcttgtt    393480

     tttgaagtac gcatggataa tatttaaatt tagaaactag tttttttact aagggcaaat    393540

     gtaaatcgat taattgatta cgaatttcta aattcttttt attttttaaa aaatctttaa    393600

     atattttttc tcttaacatt taattccttt ctaaaaatat ttttagaaaa gataggaaat    393660

     tattttttag tctttgaaaa gaaaaaaaga ctaacttaat agttagtctt aaagaatttt    393720

     taaaaagcaa aaagtgtcta aagttttgga acagttcata tcgcccataa cctagaaaaa    393780

     caacatatca atagcaacaa cgaacaaatc ccaaaaatag atttcaattt agcaattaac    393840

     aacaaggata aagtgcaata catcccttgt gtagtgtttc gtaatcaagc tgaaaacatg    393900

     agtatgtatt tacataaagg ttcaaaaata tatgcagaag gcgcattatt aatcccaaaa    393960

     tataccacca acgaaggtaa aacacgaacc accaccaaag taattatcca aaacgtcatc    394020

     tttttagaca acaaatccaa ataatattaa tacaattaag tccccaaaag ggactttttt    394080

     tataaaccaa aaggagaaaa aaatatgaat aaaaaagaat taattaaatc aatagctgag    394140

     gtaaataaaa cctcaataac ccaaaccgaa gagttttaca attcatttga gaatgctcta    394200

     attaaagcaa ttacatcaaa tgaagaagta gttttatcct ctaaaattgg caaattcatc    394260

     ttaaaaacta gaaaagccca cataacaccc gaaactaaat tcatcatcaa taaacaaaca    394320

     ggaaaaaaac agtcaaaaga actggtaaaa atttaaaaat acctgcaaaa acggttgtta    394380

     gttttaaaat gtcaaaacca atcaaagacg aagtcaaaaa acttcaatta aaataaaagg    394440

     agaaataaca tgagcgacgc aatgactgaa gcataccgag gaacttactt taaagaccgt    394500

     tcaactgcca aaactcccaa aggtaaatgg ataaatttac atcatttaca taaaaccttt    394560

     aaaaataaaa agaaattatc taaaaacaaa tgaataaaat ttataaaaaa ttattaagaa    394620

     agtaggaaat aatgtggatt ttttcaatat ttgcaataat tagcaatttt ttattaaatt    394680

     acactaaagg atttaccact gctgaaatca tggaaagaag attggatgga atccaaacaa    394740

     ctctatttac aatattaata gttactggtt ttaaacctat tttcaaatta attacaaata    394800

     taattgtttt tattaaagaa actatttcta ataaaaaact tcaaacttta gaaataaaaa    394860

     acaacacaca atcggaaagg aaaatcaaaa tgactgattc aaattttact attggttttg    394920

     tatcgggggc attatttgtt actggtttat gttttgtatt taaatatctc tttttcagtt    394980

     ttcttcaact attcaatccc aacgatactt acccaattat aatacaaggt tcttttaatg    395040

     gaggtaattt tttgatggtg tttaaaacta attctttatt ttgatgtttt gaagtatggg    395100

     aagcgatgat ttgtttttta aaagaatcaa taatacaaga aaaatataaa aatccttggg    395160

     gagttttgaa ataagttatg tcggtaaata gtttttgtaa aggggctgtt gatataaaat    395220

     cttgaatatt gtaggcgatt ttataatttt tgttagcgct gaagcgcgtt agggaattgt    395280

     gtttggttaa ttttaaacaa ctcttttaat aatggaagga aatttgggag ttatttatat    395340

     atcgaaaaat aataatgata gataaaagat acaacgataa tatcaaatat agagtatcat    395400

     tatcattatc gatataatat ataaaatatc actccttaaa aatttttggg tttgacaaaa    395460

     aaattaaagg ggtcaaatgg taataagatg gcaataataa attgtttatt tattttttat    395520

     taaaatttga taaacaacca gacataattt ttttaacccg atagccctgt ttatttttgg    395580

     ttaaaaataa tttgatgtgt tttgaatctt ccaattgata ataaataaca tttaatcctt    395640

     ttttataatt tgtttttata ggattgttat atttatctac tttttttgtc atctaattta    395700

     tataatttta aagtgtctag tttgtctata attatcttgc ttattaattc tttaatgtaa    395760

     ctcttagaac ttttaatata acctataata ggatgaaaaa aacattaata ataaaaccca    395820

     ttaacctgaa aaaataaaat caattatttt atctataaaa tgagagatat aaaataacca    395880

     aaataagagc gcaaataaag aagaaatatg tgatgacaaa ataaaaataa gaatacaaaa    395940

     taacaaagat ttaaaaacaa agataatatt tttattaata aattcatatt ttttcctttc    396000

     gtaaaaaatg gtataaaaaa aagaacttct atttgaaggt cttagttgta ttttattttg    396060

     cttaattgtt ttaaataagt tttttgtgat aattcttgtt ttactttgtg tagtaattat    396120

     aaatattttt ttaacatctg caatcatttt attaatgaag ttattgtttt ggtaaattcg    396180

     cactacatga taattagtgt cattgaaata aaccaaaaaa gtaagtgaat ttagtttgac    396240

     tacaatagag ttgacattga acttgggacc agtagttgat ggggcttatt tggttttaaa    396300

     aaaccattcc aagatgttga tatggtgttg ttttcattaa cataagggta tttgatttct    396360

     aataaagtgt tggttttaga gttatatcca tcaagtgagg ctgaaaacat ttggacttta    396420

     tcatccgtaa agatgttgtc agagaatttt agttcaatgg ctttttcaaa taaaatgagt    396480

     gataagggtt cggttttgtt tctgtgttcg gttatttgtt gcttttaaaa gtagtgccga    396540

     atattttatc atggactact tgttctgacg atttcgaggt gccattgtga tgttctttgg    396600

     gttaggatgg ttttttgaat tttttttgat tttccttttc atgtaaattg ttaataaaaa    396660

     aaagaatcta ataaatagag tcttagttgt tatttattct gcttaatttt tttaatcaaa    396720

     atatttccct ttaaaacaat ttaattatgt tatttgaggt ttttttataa tttaaataaa    396780

     ttatgtaaaa cgttattaaa gggcaaaata atgtgtaata atacttttta acagtatttt    396840

     atgtttttaa aattatgacc tttaccaatt gaaaaatatt tattaaataa aaaaaaccct    396900

     aaaaagggcc ttgctttatg atttaaaatt tatattgtga attaaaattt tttttttgta    396960

     tattggtttt tgtaatattg ttcggatatt tattgtcaat tttttagcaa tctgttttta    397020

     ataagaaaaa ctaataattt ttatttttat gaatatcaaa atttttaaaa gtttattaag    397080

     tataaaatta tttacaagtt attttttttc ttaatttaat ttctaaatct atttgttcta    397140

     aagttatttc atataaattt tttttaagag aagatttttt gtcttttaaa aaagatattt    397200

     gaaattttaa aaaacttgaa tttctttctg aagtgttagg atttttctta tttctaattt    397260

     ctaaatgaaa tgataatgtt tcttctaatc tagcaatttc ttttaatatg gcatttcttt    397320

     ttcttgataa atcatctatt tgagatctta aaagctcaat ttttgtttct gaagaatcaa    397380

     ataatttttc cgaagaatct gtttttttaa tttctgaata aacttgacca gcataaacca    397440

     aattagattt ttgagaataa tttataaata tgaaaagtaa aaatatcata aataaaaaaa    397500

     atgaagtata gtggactttt tttaaattta aattcatttt ttgaataaac tttctaatat    397560

     aaatttgcta ttttttgatt tttatttttt ttaatttaaa aattcttata tttgttaatt    397620

     ttttaaataa taatcttatt atttaaattt attattttta ttgcttgttg attgttaaaa    397680

     aaattaaata attcctaaaa aagaaaataa atcaacacct attatttatc atcagtctca    397740

     gttcagagtt agttctttta ttattttcag attcttgaac tttatcgttg ttctgtttat    397800

     cttgaaaaag agataaagtt tttctttttg ggttgaagtg aaggattaaa tagttactac    397860

     ctgggacttt gtgaatttgt ttttctaagc ttacatacaa atataattga ctatcatctg    397920

     ctctattggc tatggtcata tcataagtat cgccatcttc atgccgccta tcaaaaggat    397980

     gacggttttt gacgaatggg cgaggtcggt gggttttttt tggatttagg aggcgatctt    398040

     ttatggtcat caattcaaaa ggtccgatat tggtttttta tctgactttt gttgataata    398100

     accgattcca ttaaaggtgt atttggctta aatcatggtg cattttttta ttaacttcat    398160

     accattcttc aatgttttcg aatttggttt tatttaaaat aggaatttct tcgcggcggc    398220

     gataattttt gtagtcaaag gtttgaatag gctactatag atttttattt ggggaattta    398280

     tagttttttg aatttcatca tatctaattc ttttttgtct tctaaaactt atttagttgc    398340

     ttcatgggct ttttgttcgt ctttggttta ttatttgagt ttattgattt catgacggag    398400

     ttcggcgttt tctaaagctt taataattcc ttcaaaaagg ggggtaggtg ataacttctg    398460

     ataataaata agaaaataaa ggattaaaaa ttattttaat ttaatagtat ttttttctta    398520

     gaaatatcta atttttatta taacatattt ttgcatttat aaaacataaa aaaaaaaaaa    398580

     atataccttt atctttcttt ttttaataac aaaaattgga ttaaacagaa taaatgttat    398640

     attttatttt taaggattaa tataattgat taaaacaaat tagaaaatga ccgtctagca    398700

     attgatgaaa tcatgactaa attaaaaaaa ttagccatcg aattaaacat tgttattatc    398760

     attttatctc aattttcaag agatacatac agcaattatc aaggtaaatc aacagaaata    398820

     acagctttaa aaggaagtgg cggaattgaa actaactcag atatcgtctt aatgatgtct    398880

     gaattcaaac ccaaactatc caaagacaaa gaaaagccca taaatatata taattcaacc    398940

     ttagaagaac tatattcaga ctataatgac gattaaaatc aaaaaataat cgaagtatgt    399000

     atcaaaaaaa atagaagtgg taccaaaaaa accttaattt atcactttga aatgaccact    399060

     caaaccttcc aagaaatcgg ttatgtttta ccttataaaa tagaaactta ttattaatca    399120

     aaaaaactag gagttaaaat aaatgaattt tcaagaaaaa ataaaaaata ttcaaatcaa    399180

     cttccctatg tcagttttat taaaaaaatt aaatataata ccaccaaaat tcaatcccaa    399240

     atatcgtttt ccttgtccca ttcatcaagg gatttttgta ggcgattact gagttttttc    399300

     aaaatattgt ttcttttaaa aaaaatcttt ttcttattat ttatataata gcattaataa    399360

     tttcaataat ttaaagtttt tttaagtttt tgtaatttat aaataatttt atttattttt    399420

     ttccaacaac aaaagccgtc taataattag acagcaaaat taattaaaaa tatttaattt    399480

     aaactaattt aatcaaatta aattaaggag aaagttgaaa actttgaata taattatttt    399540

     caagatatct ataccaatat tgacattcaa ctttatttaa tattttaata tctttttttt    399600

     cataatcttt tttaagtttt aatttaagtt tttgtaattt aaaatatttt ttaaaattct    399660

     tattaagaaa ataatttttt ggttgaatac tagataaatt taaactaaaa taattagaat    399720

     tttgaacttg gtttggagtc atataagatt taaacaataa agttaaatta tgtggaattt    399780

     taatatttct tccattaatt atttttttaa tattccattc aaatatatta gaaaaaataa    399840

     aattaacaat tggaaatgaa cttaattcta tttctttaat tatatcgtaa ggaaataatg    399900

     ccaaaaaaga ttcttgagga caagaaaaac atgtgcgaga aaatccaaac aaatgacgac    399960

     tataaaaatc aattccttta ttaggatttg attcaatttg tttatcattt ttagaaacat    400020

     atttactaac atatgaaaca actttattaa tataatcttt tttatcaaaa gcgcctttat    400080

     aaaaaacttt acatttacta atttcaattt tttcaaatat tataggcgat taaagaacca    400140

     ttaaaaaaaa taccaacttt taagttggtt tccttaaata attaatttca aaaatttaat    400200

     tgtttgattt cgtttgttga taagtttttc tggtctatta atttttgttc tttgttttct    400260

     aattctattt gtttttgttc aatttcaatt tttaattgat ttacatcttt aatatttgaa    400320

     gctaattatt tttctaaagt tgttattttt tcttttgaaa aaatcaactc attatctttt    400380

     tttactatta attcattctg gtttgtaata ttatttttta ttacttcgat ttctgattgt    400440

     aatttgtttt tttcttcttc ggataaatct ttagtttgtt ggagtgttat ttctttagtt    400500

     ttaagttgag attgtaattc aattattttt ccttcaaggg ataatttttc tagttgttga    400560

     gcttgaaggt taatgtttaa atatcccttt tcggtttcta aaatcttttg tttttctctt    400620

     tcttgttgaa ttattttttc tatttgttgt tgaagttcag gattccataa actttttgta    400680

     tttttttctt ttttggtttg agtttggttg ttgaggggtt tgtttagaat cccttaattc    400740

     agttgttttt ttaattcttt ggttttttct attctttcat taattttttg ttcaatttct    400800

     tttggggttt ttccttcttg agaaagtttt gttgcatatt ctgttaactc ttttttttag    400860

     ttttgattct tctgttgctt tgatagcatc taaatcataa acttctacta aatttggggg    400920

     tggagttttg gctttgggtg ttggtttcgt taaaatatcc aatcattcaa atataaatac    400980

     ctgttgcaat taatattgtt aaacctatgc aaggtcctat aactggtatt ccaagacaag    401040

     ataaacccaa aatgaggcca aatgcaataa taatactatt aaatatgtaa ggaattagtt    401100

     tcaaaggaaa tcctaaccat tctaaaaaat tcttacagcg ttcatttata taatgagcaa    401160

     aatctttggt tttttcccaa gcagctttag ccattggtcc aattttagct gctgtttcag    401220

     ggaagaattt agaaattatt aaccatattg cccctccaat tagtgtgatt agtaataaag    401280

     taaggattgg ttttgttatt tttttgatta tttttacaaa ccaattatct tgtttttgtt    401340

     gggtttcaac aattattttt ggaggttttg gattgttttt ggtaatttgt tttgaaggtt    401400

     ttttgattat aggtgatttt gtaattgttt ttatttgagg ttgatttatt ttttgatttt    401460

     tttataggta ttttggttgg tttttgagtt ggtggttgtt taataaggga ttttgttttg    401520

     ggttttttta cattgggttt atttggtggt tttggttggg atttttttgt gataattatt    401580

     tttttagcca tatgatttta ctcgctttct ttatttgttt catttaattt attgattatt    401640

     tctttgtttt cgttatttct tttaaatctt ttttcatttt tttctaattc atcaattaat    401700

     ttatctaaat ttttattaat tttatcaaat ctttcttgaa attcatcaat aaaaacagga    401760

     cgattataaa ttaaaccatt atttatttca acaaattcaa taaaatcact agtttcaatt    401820

     aataaaccat caaaagttat taaattataa taatttaatt tttcataata caaatttaat    401880

     aacaattcaa aagatttttt taaaaagtaa aaagtgtcta aacttttgga acacctcagg    401940

     ttttacaacc gaaacaacaa aaacaaggtt ttagaaattt tggaagaaaa tgatgcagtt    402000

     actaaagaag ttgtaaaaga aactaaagac agagttaaat aacaaaattt ttactaaatc    402060

     ttacacaaca tatgaacttt aaaagaaaaa tacgaccaaa catttcaaaa attacaagaa    402120

     aaagaaaaaa aagaagataa aactaaagac caaaaaaaac aagataataa ataaaaactt    402180

     ttaaacaatt ataataatta ataaattaaa ctaacttaac tggctttttt ctttttttat    402240

     gttataatat tatttaatag caatcattaa tcgcttaatg attgctatta caaagaagga    402300

     aaggtgtata acacgacaaa tgaaaacaaa taatttaagt aagaagagca aatctctttt    402360

     agtttttagt ttattatttt tggttagttt attttttatt tttaatatta ttaatagcaa    402420

     tattatggca aatggagcag atgaagaaac tccaaaagat acagcagttg atgatacatt    402480

     atcaaaatta gttaatgaag cagttgatgc ggaagtatct caatgggtta aagatgaaga    402540

     taaagatgca gttactaata aagttgataa aactgaatta gtaaatgatg caaaagtttt    402600

     acaacaagtt aaagataaag ttacaacttt tgcagcacaa gttaaaaaaa cttttgttga    402660

     aaaagaatta aatcaagtat taaaaagttc agaagttaaa acaacgttta aaacaaatgt    402720

     aacaaaaaaa gttaaaactg ctattaaagt tttatttgat gaaaaagtag ttgctttatt    402780

     gaaagaagat gaagaagaag aagttaaaac tgctattaaa ggcaaagctc caattgtaga    402840

     aaacaaatta acaaaaactg ttgatgaatt agcaaaagaa gctattaaag ctttagttca    402900

     agacaaagca gttactttgc ttgatgcaaa tacagaaaaa acagttaaag atgaagttaa    402960

     atctgaagtt aaagaagtaa ctcaaaaact tgataaaaaa gttgctgaat tagctcaaga    403020

     agctaaaact gcaggaacag aagataaagt tgcaaaagat acagtagtta atgatgtatt    403080

     atcaaaatta gttaatgaag cagttgatgc ggaagtatct caatgggtta aagatgaaga    403140

     taaagatgca gttactaata aagttgataa aactgaatta gtaaatgatg caaaagtttt    403200

     acaacaagtt aaagataaag ttacaacttt tgcagcacaa gttaaaaaaa cttttgttga    403260

     aaaagaatta aatcaagtat taaaaagttc agaagttaaa acaacgttta aaacaaatgt    403320

     aacaaaaaaa gttaaaactg ctattaaagt tttatttgat gaaaaagtag ttgctttatt    403380

     gaaagaagat gaagaagaag aagttaaaac tgctattaaa ggcaaagctc caattgtaga    403440

     aaacaaatta acaaaaactg ttgatgaatt agcaaaagaa gctattaaag ctttagttca    403500

     agacaaagca gttactttgc ttgatgcaaa tacagaaaaa acagttaaag atgaagttaa    403560

     atctgaagtt aaagaagtaa ctcaaaaact tgataaaaaa gttgctgaat tagctcaaga    403620

     agctaaaact gcaggaacag aagataaagt tgcaaaagat acagtagtta atgatgtatt    403680

     atcaaaatta gttaatgaag cagttgatgc ggaagtatct caatgggtta aagatgaaga    403740

     taaagatgca gttactaata aagttgataa aactgaatta gtaaatgatg caaaagtttt    403800

     acaacaagtt aaagataaag ttacaacttt tgcagcacaa gttaaaaaaa cttttgttga    403860

     aaaagaatta aatcaagtat taaaaagttc agaagttaaa acaacgttta aaacaaatgt    403920

     aacaaaaaaa gttaaaactg ctattaaagt tttatttgat gaaaaagtag ttgctttatt    403980

     gaaagaagat gaagaagaag aagttaaaac tgctattaaa ggcaaagctc caattgtaga    404040

     aaacaaatta acaaaaactg ttgatgaatt agcaaaagaa gctattaaag ttttatttga    404100

     tgaaaaagta gttgctttat tgaaagaaga tgaagaagaa gaagaagtta aaactgctat    404160

     taaaggcaaa gctccaattg tagaaaacaa attaacaaaa actgttgatg aattagcaaa    404220

     agaagctatt aaagctttag ttcaagacaa agcagttact ttgcttgatg caaatacaga    404280

     aaaaacagtt aaagatgaag ttaaatctga agttaaagaa gtaactcaaa aacttgataa    404340

     aaaagttgct gaattagctc aagaagctaa aactgcagga acagaagata aagttgcaaa    404400

     agatacagta gttaatgatg tattatcaaa attagttaat gaagcagttg atacggaagt    404460

     atctcaatgg gttaaagatg aagataaaga tgcagttact aataaagttg ataaaacaaa    404520

     aataacagct aaaggcaaat ttgcaaatgt aactcaaaaa cttgataaaa aagttgctga    404580

     attagctcaa gaagttttta aaacatacaa agataaaact aaattactag ttgcattagg    404640

     tgttttttta gcgcttttag tttttgcagc ttttgttctt tattttataa aaaaaaacaa    404700

     aaagctaatt aaataattaa atatattttt aaactaaaaa aactacctaa attaggtagt    404760

     tttttattat atttcacaca ttttttgcat aataacaaaa acgccaacac gtttttttag    404820

     acaattttaa agacaaaagt tgtctaaaaa aacggaacag cgcaactttt taggccaaat    404880

     aaagactatc ttacaacatc aacatccttt tttatttcaa aaaacaaaca aaaaatatta    404940

     atttttatac tttacaaaca aaacatatta tattataata tatatgtaaa tatatataat    405000

     atttgtggaa ctaaaaattc ctaaccactt tgattactaa cacatcaatt tatactctat    405060

     ttctaccact acttcacata gtggctttta ttttatattt ttatctaaaa atgtatttaa    405120

     aacattaaat aactttttta aaaaacgagt taaagcagta aacaatccca aatttcaatc    405180

     ctagggagga taaaaaatga atgaaaacga ataaaaatta aacaaaacta tattagtaca    405240

     aataaaaact ttttaaaagt gatttatttt aactggggat ttggtattgc aattaaaaat    405300

     tttctaattc actcccaaac tttagaaatc ccaattatag ataattttcc ggaaaaagaa    405360

     aaagaataca acaatataga acaattttta aatagacaaa cagctgattc gttgtttgaa    405420

     ttaacaattt tatcccacaa agaccaaaaa actaactatg catggtcttt acaatatctt    405480

     tatgttccac aagatttttt gaaccaacta aacacctatt aacaacaatt tttaagagca    405540

     aaatggtaca aaacaaaaac caacaagtcc cacaaactca aacatacact tcaacccaaa    405600

     caactgccaa acaaccaaaa agactaaatt aaagattttt taaaagtaat ttcccctgga    405660

     caaactagaa atattaaaat gaataaaacc aaatgcccaa acaagttaga taagtacgaa    405720

     aaccccacta aaactaattt taaaaaaagg cttaaatttt tatttacttg gcaaatgacc    405780

     tagcctatat taaataattt ctaaccaaat acaagtgggg tttgggttat aggattaaaa    405840

     ccaaaagaca aaaaaagaaa atgtatttct tataaaaaaa attacggaat ttcaaatgag    405900

     tttgtagtta aaaaagaaaa taaaatatac ttatattgac acaaatggaa aaaatactac    405960

     aaattagcaa ttaaagcccc tcaaaaaact aaatttgatg attgtatagt aattaatttt    406020

     gtagtaaaac ttagtaaaat acaacaaaaa gggttttaaa accttacaaa taaactaaaa    406080

     aaaccaattt cacttttgaa aagtttcaaa aaatgtgtca attaatttct gaaaatattt    406140

     aaaaataaaa aaaattgcaa atttgaaaaa aataactcta attttattaa aaaaacattt    406200

     taaaaatcaa aaaaagataa aattagggtt tattaaaaaa gggataaact acaaaatagg    406260

     ctatttttat cctatttttg tctaaaaaaa ccataaaaat agtatatttg atatattaac    406320

     ataacatttt tcctttgatt ttataactat ttttacatga taatttatta taattgagtt    406380

     tggttacctt ttttataaaa tttaagtata tttttatgtt tcaactcata atatatttga    406440

     taatttgaat taaattggat tggaggagtt tttatggatt ttttaaaaat taaaagtgtg    406500

     cgtcaatttt gtgcaaatca tgaaatacaa aacaacattt tagaagcaat tttgggtaca    406560

     gttttccaag caccctctgc ttttaattta caaccatggc gtttttttgt ttttaaaggc    406620

     gaaaagagta aacaaaaaat agctcctttt ttatatggta acaaaactca attagaaact    406680

     tgttctgcta tgattttgtt gtgttgcgat actcaaaaaa ataccttagc tgaaaaaatt    406740

     tatcaacaag aatttttaaa aaaacaaata tctgatacaa ccaaattaca aataattaca    406800

     aaaattgatg attattacaa acaaatttcc caatcaaaac taaaaaatga gttattttta    406860

     gaaggtggta tcggagcgtt gcaattgatg ttagctgcta aaaaatatgg ttatgatgtt    406920

     tgtcctatgg gagggtttaa cgcaaaaaaa atcaatgaag gactaaatat tgattttcaa    406980

     tatttgcctg tattgttggt tgctattggg aaatcacaag aaaaacccaa aaataaagct    407040

     tttcgaatgg attgtaaaga ttttattttt tggatgtagt taaaattgca aaaaataact    407100

     gtattaaaac actaaaaaat taaaatattc acaaaaataa cattatggct gacttaaaaa    407160

     gttggtcttt tttttataaa aaggcatttt tttatttaat aaataattta atagttaatt    407220

     tctataaatt gaggtatttt tgctgaatta acttgtttgt ataaaacaga aaaacattgc    407280

     aattcttgtt gcttagataa aaaagtattt tgaacaattt tattaagata aaaaaaaaaa    407340

     aaacagcatg agccaaatca tttttaatat ttctttcata tttcaaataa aaacctagaa    407400

     aaagattagc aaaaaaaatc tcctgtacct gcaatatcaa tgttttttct ttgttatagg    407460

     actgcaccaa atatttttta gtatttagaa aacaatagat tatattcctt aatataatct    407520

     attgttttgc tatcaggatt ataataaaat gtacgactat aatctttaat taaacaacat    407580

     ttttcataat tttttttaat agttccatca tctctataaa taattttttt gatttttaca    407640

     attctttttt tattatttaa ctattaataa ataacctttt gaagcaaaat aaacagcagc    407700

     agaataacaa gacctaattt aggtgaaaac caatattgaa aaaaatccta aagttaattt    407760

     atttattcta aaagattttt tactggaata ataacgtctg taatttcaag ccattttaat    407820

     ctcttttttt tatttttttt ataaataggg tggcaatttg ttcaattatc acctattctt    407880

     tcaagtcttt tagttttgat attttttcat tattatttta gtttgaaaaa aataagttta    407940

     ttatcgcaaa tgctttaaaa attttaaata atttcaaaat aataatatta attttgatat    408000

     aataaagtta atgaaaacaa acaaaaaaac aaatattcca aaaatcaaca aacaaagcaa    408060

     gaaaataaat ttttttacaa aaaaataaaa taaataaaat gaaaaaagcc aaattcaaac    408120

     ctgaaaaata aaaacactat taaattggat aaaaaatcaa aaaaaacaat tcaataaacg    408180

     gaagcaattt aaaatgtcaa ttcttttaga aaaaataaaa actttaccgc ccaatcctgg    408240

     ttgttatctt tttaaaaaca caaaagacac aatcatttat gttggtaaag ccaaaaattt    408300

     aaaaaaacgc gtccaaagtt attttaccaa aagaaacaac ttaaaaacag cgatgttaat    408360

     tgaagaaacc caagactttt tctacattat tactaacaac gaacaagaag ccttaatttt    408420

     agaagctaac ttaatcaaaa cacacactcc taaatataat ttcaaacttt tggatgacaa    408480

     aacttatcct tatattgaaa ttaccaaaga aaaacaccca caattaaaaa tttcacgatt    408540

     caaacaaatt cctccaggaa aaataatttt tggtccttat cccaatctta aaagcaccaa    408600

     agaaacctta aaattgttgc atcttttgta tcctttaagg agatgtcagt tagcatcaaa    408660

     aaaaccgtgt cttcattttc acatcaatca atgcctcggc gcttgtgcag gaaaaacaat    408720

     taattataag cctaatattg atgcaattac taaattttta aaaggcaata tcaaagatat    408780

     tttaaaaaaa ttacaccatt taatgcaaaa agccagcgaa aaaatgtttt atgaaaaagc    408840

     ccaagaatac cgcgacatta ttgattcaat caaacagacc acaaaaaaac aacttatcag    408900

     taatcaaaaa ctcaaaaatt gcgatatttt tgcctatgca tttaatcaag accaaatagc    408960

     aattcaaatt ttaaaaattc gccaaggaaa tatcgttgat tcttatcgga gtgttttttc    409020

     atatgttggc tttgtatgcg aaaatatttt aacttatctt aattgttatt atcaaaaaaa    409080

     cattaaacca gatataatta ttacaggaaa aaaccaagat gaaaatattt tgcaacaaac    409140

     gataactaac caaactttat tggaacaaat cttgcaaacc aaagtaaata tttatcataa    409200

     gggagacaaa aagaaacttt ttttactagc cttaaaaaac gcccaaaatg atttatctca    409260

     caataattta atctatcaat ccaaagacca aaaaatacaa gaagcattaa acaaattggc    409320

     aattattttt aataaagata tcaaaagaat tgatgttttt gacaattctc aactatttgg    409380

     aaaagccttt gtggcggcaa gaattgtgtt taatcatttt gaatttgaca aaaaacttta    409440

     tcgaactttt cacattaaag gtgaattacc taacgaatat caagcttttg aagaaacact    409500

     tacgcgttgt tataacaaag gcaaggaagc tgaaaatgat gcaacagatt taattttggt    409560

     tgatggcagt ttagtacagc taaggcaaag ccaaaaaact ttaaagaaac tgggctatga    409620

     aattccttta ggagcattgc aaaaaaataa caaacatcaa ttaactcatc ttgtaacttt    409680

     tcaagaaaaa ttaatgttgg aacaagatcc taatttattt cattttttaa aaagtttaag    409740

     cgaagaagtc catcgtttcg ccgtttcttt tcaccgcaaa accaaaaaaa aactggatta    409800

     taaaaccact ttatcaaaca taaaaggagt tggcgttgtt agaaaaaaag ccatattaaa    409860

     tcattttgaa agtttagaag ccatcaaaaa agctactttg caagattttc aaaaaatagg    409920

     aattaatcaa aaattgtttt tgttaattaa aaagagttta tagaagtggg caaataaata    409980

     ttcattaaaa aaatattaac aaaattttag aacaaccatc taaatatttt gaaattaaac    410040

     cacaaaaata accaaaatca aaaaaatgca aggagcaaca aatgagttta acaaatttat    410100

     ttaaattgca aagttcttta aaaccaagtg gcgaccaacc tcaagcaatt caaaaattag    410160

     ttaataactt taaacaaggt ttaaaagaac aaattctttt gggagctact ggcactggaa    410220

     aaacttttac cattgcaaat attattcaac atttacaaca aaaaactttg gttattgctc    410280

     ataataaaac attagcagga cagctttaca acgaattaaa agccatgttt cccaacaatc    410340

     gagtagaata ttttatttct tattatgatt actaccaacc agaagcatat gtagcatcaa    410400

     gcgacactta catcgaaaaa gactccaaaa tcaatgatga aattgatcag ttgcgtcata    410460

     gtgccgcagg ttcgttaatt aaccgagatg atgtaattgt agttgcttct gtttcgtgca    410520

     tttatggagt aggtgacctt aaagattatc aaaaatcaac actacattta caaattggag    410580

     ataagtacga aagaaaaaat ttaattaaca agttaataga attaaaatac caaagaaacg    410640

     aaattaattt tcaaagaggc acttttcgag taagaggcga cattatagaa attattgctt    410700

     catctagcaa agaaattggt atccgcatta ttttttttgg caatgaaatt gaaaatattc    410760

     aaaattttta tgttttaaat ggcaaagcaa ttgctaacct taaattaatt actcttttcc    410820

     ctgctagtct atatgctaca aataaccaaa aattacaaga aagcatcaaa agaattcgcc    410880

     aagaattaaa ggaacaaatt aatcattttg aaaaaactaa ccaactttta gcagctcaaa    410940

     aaattaaaat gcgtacttta cacgatttag aaatgttaga acaaataggc aattgcaatg    411000

     gtgttgaaaa ttattcaaga cacttggcac tcaaaggaaa aggcgaggcg ccatccactt    411060

     taattgattt ttttggaaat gattttttaa ccattgttga tgaatctcat gtaactatac    411120

     cccaaattaa aggaatgtat tttggtgatt tttctcgcaa aaacaactta gtaaatttcg    411180

     gtttcagact accaagcgcc cttgataaca gacctttaaa attcaatgaa ttccaagaga    411240

     aaatgaataa agttatctat ctttcagcta ctcctggaga ctatgaatta actaaaaaaa    411300

     tccccattgt agaacaaatt ataagaccta cttttgttct tgatccagaa attgaagtga    411360

     gacccaccaa caaccaaatg gacgatcttt actttgaaat taaacaccaa actaaaaaca    411420

     atcaaagaat tttgataaca actttaacta ttaatatgag cgaagaccta actacttatt    411480

     taaaaaattt aggcatcaaa gtagcttatt tacatagtga aattaaatct ttgcaaagac    411540

     ttgaaatttt aaaagatcta agattgggaa aatacgattg tttggtggga gttaatcttt    411600

     tgagagaagg acttgactta cctgaagtag ctttagtagc tattttggat gctgataaac    411660

     aaggtttttt aagaaacgaa agaagcctta tccaaactat tggaagagca gctagaaaca    411720

     ttacaggaaa agctattatg tatgctgatt gtatttctcc tgctatgcaa attgccattg    411780

     aagaaactta tcgtagaaga aaaatccaaa aacaatacaa cgaaacaatg aaagtaacac    411840

     caactgctct taacaaaact attttagaaa caatttcaat aaaacaaaaa gaaaggatca    411900

     aaaatgaaaa gggtaagagt aaggtgcaaa aaaagttgca aataaataca aatatgacag    411960

     ctaaaaataa agaaattaaa cgtttacaaa aaacgatgaa agaagctgcc aaagcccttg    412020

     attttgaaaa agcagctaca ttaagagatt tgattttaga tttggagaaa aaagaaaaaa    412080

     gataacaatt aaaataataa aaaagatgag gtgttccaaa agtttagact aatatttctt    412140

     atgatatctt taactttgct ttaaatatca attgatgtca gttcatcttt attttcagca    412200

     atcattaaac aaataaattt atgagttttt ttaaaaaagt ttcttagttt tatttcttaa    412260

     aaacaaataa tatttatcag acataggtct catatgtaat ttaataaatt ctattttttc    412320

     ttggatttct ttttattcat aactaatatt agccaatagt gtgaagacat aatcttagaa    412380

     aaaaaccttg cccgaaatca gtagtcttaa caaaaaataa atattatcaa aagctttaat    412440

     ttgttcttta ttaaaagtac ctcttttaat tgcattaaat gttttaagaa catgaaaaga    412500

     taaactaata aactctttat tcatagttaa atcatttaaa tgtagcattg tttgttctcc    412560

     ttaaacacaa aactactcct ttactgagat agttcacggt aaaggcgttt tttggtataa    412620

     taaagggaca ctttttaaat attcgttttc ttctttaatt tttttatttt cattatatat    412680

     atcgttattc aactctcttg cttttgcttt aatatctact tcttgtaatt tacgtctttc    412740

     ttcggtttct aaatgatatt tataagcaag cctacctatc taaaacacaa aaaagtaaaa    412800

     tagcagcagt aattaaaaaa gtaattaaaa gatattgact attattaaat ttaattattt    412860

     tcataattat tttttatatt cctttataat tttgtttcat tttaacaatg taaaaaaaag    412920

     aaaagccaaa actcagcatt attataacat tttttaataa aataaacaat atttaagaat    412980

     aattaaataa tatctaatat tcttaaaaca attttaaata ataaattccc tattacaaca    413040

     acagtattta aaagaactac caacaattct aagagcaatt acagtaacac caactaaaac    413100

     agttttacca acttgttttg ctcccttcaa taaaccacca ttgggatcta aatctttgag    413160

     aataagaaca tcaacactct gagaaagaaa ctttataata ggggggcatc atctttaaaa    413220

     atcgttaata ttttcattaa aaaatcaaac aatgaactaa ataattttaa aggataaatt    413280

     aaaattgtta atttttccta tataaaaaaa attattgttt ttatcatatt aaaaataatt    413340

     aaaaaaatat tattccaacc aacactaaaa tcaaaaaaaa agatgattta gtaaaaaaaa    413400

     tactataaaa aataatatac aataaataaa aaaatcttta aaattaaagg aaattaaata    413460

     ttttaaaata ataaaactaa aaatcatttt cagtatcatc aatatattcc gcaattaaag    413520

     gattttttat attatttaat gcttctgctg gggtggttgt taacaaaatc atatacgcat    413580

     ggaaagctct aaaactttgg tggcaacaat aatgcaattt tctttgcatt attgtttttg    413640

     tttatgttaa aataatgata agttaaaata ataaaaaggg gagtattttc aatatggaac    413700

     tattttaaaa ttaataatta tagttttttt atttcttctt tttgttataa tttctttatg    413760

     tttttatttt tatcaaaaac aaacaaaata aaaagagaat tacaaaaact aatttaaaat    413820

     caaattcatt atattaaaat aattttgggt acgttggtaa ttggaataat tgctttcatt    413880

     tggtataata aaaatcaata caaccaacca aagtgattca catacaatta aaaacaacaa    413940

     aatagaaact gaagatgaat ggtttcaaag caaaaatcaa caaagagaaa gtaaaagtta    414000

     ttacgattca aaaacctact aacctccact tcaacccagt caaacaatgt atcaactttt    414060

     atactaagaa atttaacact aaagaaaata taaataaaaa ttagaaaaga gaaaaaaatg    414120

     ttaattttta gatttaaaaa acaattatat ttatttcaaa tagttttatt tactttttta    414180

     ggattatttt ttatcaccaa caatcctcaa gtaatggcaa cttgtaataa taattctgaa    414240

     ggcaaattaa agaaaaatat cgatattata gaggaagcgg tagatacatt agaggaaaat    414300

     attaaatttt ttaacaaaaa aggaatacaa attaatttaa acaaattaac taaattgttt    414360

     tataatgaca aaaaaaggaa tacatcgacc caaaatatat cttcaacttc aaaacctaat    414420

     aaaaagaaaa aataatttaa tataaaattt taatccttta aattaagatc tttctttatg    414480

     cccaatttta aaaaggagca agaaaatgca aaatttattt tttaaaaaaa ataaaaagga    414540

     ttaaaataaa atgaaattaa gaatttgtga acttgttatc aatgcttata taattaccaa    414600

     agataaaaat tatcaaactt atatttcatc cggtagtaat gatgttttat atgattgcca    414660

     aggtcaagaa tgtattattt tagattattt gcgttctaat tgtttagggt ttatcagatt    414720

     tatttaaaat gttagataat aatacttcat cctaatttaa atctagttat aaaataaagt    414780

     tttagaatgt aaattaaatt attattacta cctttaaaag tattgataat ttctttgggg    414840

     ttatttttaa aaaaagatta aagaattatt caataaaaaa agacgttgta aaatacttat    414900

     tattttagat tcaaaatata tttattataa cgtttggaat tcagtagaaa tgaaatataa    414960

     tttaatagaa aaaaaccaat actttattaa aacaatttca aataaaaact ttaagtaaaa    415020

     aagaaacaaa agagtttatt aaaaaaataa ctaatataaa caacttataa aaaaattata    415080

     ttattaatat atagcaatat taaaaggaat ctattaaaat gataaaaaca aataaattag    415140

     ttaaaattgg ttgttttttt tgtattcttt ttcaatcaat tttttatttt tttttaatat    415200

     ttttattatc acagcttaaa attttatctt ttttaggttt taaaaggtat tatatagaat    415260

     ttttatcatc aaagtttcaa attttatctt ttttaaatgt taaagtttat gatatagaaa    415320

     tttttggaaa aaaatattat tatgaattag aaaataactt atttcattca tattttttag    415380

     aattattttt tggtttattt tttttattaa ttcctttttc tattttttta tatataagat    415440

     tatttaattc aaaatctaat aaatttacaa aaagattttg tggtatatat ggtcttattt    415500

     ggggattgtt tcctggcatt tttatcttgt ttggaaccta taaaaaagaa agccgttggt    415560

     tagtttatta ttaatatttt tatttatctt ttcaaataat ttttttgtta aaatataatt    415620

     ttatttactt agaatttgat ttaaagttta tttttttaca tctaaaaaaa tgttaaaata    415680

     attaatgact cttatgtata cgtttgtccg aacttgcgta tatgtagggt catttttgtt    415740

     atattaagct cacattaaaa tataaaaaaa tagttatata aatcaaagtc ctaccaaaaa    415800

     caacgtttta tataactacc atgaaaggat gcattattca tgcataattt taattttaac    415860

     ataagcgctt ttattgataa aataaatgat tacgctatct tcattatatc attccttaaa    415920

     acaactttca acaatataat tgctattaaa gatgttgatt tttcttttgg caatatttta    415980

     aatagttcag gaataattat cagttttgtt tcatctatat tttatatttt aatctttatt    416040

     acctttttag tttttatcgg ttctatcttt aatattataa aaacaataat aaaatggatt    416100

     ttatttccat ttaaattatt aattataggt ttatgtaaat caattaaaaa tataattttt    416160

     ataaaaatca aaatccaccc agttgcgctc gaagcccttt tttaaaataa atataaatca    416220

     tttagattta taatggttga tgcatggtat ataaaaagga aaacaatatt taatattata    416280

     aaaaattaaa agaaatatta aaacaaataa aaaaattatt aaaaactcta atgaaaaaaa    416340

     caaaaaaatg ataaaaaaaa cagtttttga attggttaaa caattcaata aaatactaaa    416400

     tttaaaaaaa cattttaaaa actatcaaaa tcaaaagaag cgattattat tattggttta    416460

     aagtcgaaaa taaaataaaa gacaaaaaaa gaaaaatact tattacaaca aaatcgcatt    416520

     aaagctttat gtttacacca aaaatatttt tactgtcatc gtaaaatcac tgatttatac    416580

     caaaaaactt ttaacgaaaa cattaccaag aaaaaaattt atactattat gaaagaaaac    416640

     ggtatttttt gtcgtttaag aattaaaaaa aataaatgtt attttaaaaa taatttaaaa    416700

     actaaattaa aagtagtaga caatttaata aataaagact ttttatcaac atccccttta    416760

     caaaaattat taaccaatat tacttattta aaaaactccc caaggatttt tatatttttc    416820

     ttgtattgtt gattctttta acaaccaaat catctcttac caaacttcaa aacatcaaaa    416880

     taaaaaattg gttttaaacg ccatcaaaaa aatacctcca ttaaaagaac cttgtattat    416940

     tcattccgac caaggaacat tttatcaatc gcaaaaagtc caacaaacac taactaaaaa    417000

     aaggtttttt aatcagcatg tcaagaaaag atactccaca tgataacggt gtaattgaaa    417060

     acttttttgg tcaaatgaaa actatcttac aacatcaaca tccttttttt atttcaaaaa    417120

     tcaaccgaaa aagttaaaaa aataatcaat tatttccata aattttagaa caatcaatgg    417180

     tttttagcta aattaaatta ttcatcacca actcaatatt ccctaaattt tagataataa    417240

     tttttttatt tcaaattttc aaccttgaaa aaggttatct ttttacgcat ttttttaatc    417300

     aaaataacat aattacgtaa aaaaataatt atgttttcat ttttttaggg gttttttaac    417360

     ttttttttac ttaaatatat agtgtaaggt taaaatattt aaaaaaaata tttccttagt    417420

     ttgaaaagat atgaaattat ctacttattt ggaagtctta aagaacaatt ttagagacaa    417480

     aatttgttct ttagatttaa gttgggattg taattcaatt atttttcctt caaggtataa    417540

     tttttctagt tgttgggctc gaaggttaat gtttaaatat cccttttcgg tttctaaaat    417600

     ctttttgttt ttatgtttat ttgttaaatt attttttcta tttgttattg agaggtttgt    417660

     ttagaaaccc ttaattcagt tgttttttta attctttggt taattttttg tttaatttct    417720

     tctgatgatt ttccttcttg agaaagtttt gctgcatatt ctgttaactc tttttttagt    417780

     tttgcttctt ctgttgcttt aatagcatct aaatcataaa cttctactaa atttgggggt    417840

     agagttttag ctttgggggg tgttttatct gttaataaaa ctgttgctaa aaaagcaata    417900

     gcactaaaca aaactacttt tcctaaaaat ggtcctatac cagagatgaa aaaacatgca    417960

     cctgcaagta gaaaaccgcc aataaaccat aaagcttttg aaacattaga agaatattta    418020

     ggattaatac ctattttttc taaccattct ttagttttat catctaaatt atgacatgta    418080

     tctttgataa aaacccaaat ttttgtagct ccttcaccaa attgggctgc tacttcaggg    418140

     aagaatttag aaatgataag ccataatgcc ccaccgatta gtatgattgg taataaaata    418200

     atgattgcag ttattgatga tttaataatt tttacaaacc aattagcttg cttttgttgt    418260

     gtttctacaa ttatttttgt aggttgtaga ttgctttggg caatttgttt tgaaggtttt    418320

     ttgattatag atgactttgt attttttttt ctttgaggtt gatttatttt tgattttttt    418380

     atattgggtt tagttggtgg tttagattgg gatttttttg ccatattatt ttttactcgc    418440

     tttctttata ggttttattt tgatttatta taattttctc taatttatct atattttcat    418500

     taatttttta aaaattgctt tgaggtttct tgtttgaatt caactacttt cttttcaact    418560

     ctattgatgt tgtcttttaa atattaactt tttgaattga aatgttcttt taaattatta    418620

     tgattagcaa aataaaaagt aatacccatg gaaataaaaa tactgattaa ttaaaacaat    418680

     attttaaaat attgttttaa ttcttgcatt ttttaaattc tcctttattt tagttatttg    418740

     cattttcttt agtattaaat ttcttagtat aaaggttgat gcattgttgg actgggttga    418800

     agtggaggta gtaggtttta catatagcat gattatcttc atcttttttg tttgtaggac    418860

     aatcaacttc atccatgaaa aagtcttcat cttcttctag gagatatttg gggcctttgt    418920

     agttgaggta tatgtagtaa ttcgatgggg atacaatagg actatgaggg taaaattgtg    418980

     agtctttgta tttgtttttt gtgtggaaaa aattgaaata ttgtcctggg gtgaattcga    419040

     gacttaggat atgccattca ttgaatgggg ttttgcagaa tgtggcgagg tcagttggtt    419100

     catattcttg gtgttgacct ttgcctagtc catttagtcc atagaagatg tattttttgt    419160

     ttacttgagt attatcttta gagggagtta agtattttaa taatccttcc ttccattcta    419220

     catattgttc ttcacactct tttcttctat tttctttttc agtgtcagaa agtttaatgt    419280

     tttggaaagt attaatagct tcatctaagt ctgaaggcaa tataacttcg tgtttagggt    419340

     ttttgcgttt gtattttttg gctttaataa aagcactttc aattattttt tctcttaaat    419400

     ctctggtaga aattgttttg cctttacatt tgttagcaat ttcttttaaa tgaatatatg    419460

     tttgataaat aattttataa tcagttacta aaaattgtaa aaaaccttca atttcatcat    419520

     cttttaataa atcaatttta atttctttgc taaatctact tcttaaagcg ctatcaattt    419580

     tatctaaatg attggtagct cccattaaga caattttttt atcgcttctt ttaaacccat    419640

     ctaatttagt taataaatta ttaacaatat tgatacttgt tttgttagat tgattatctt    419700

     cccgattagc tagtccacta atttcatcaa taaagataat ggtttttttg tgtgattccg    419760

     cttcttgcca tattttctct aattcttcat taccttcacc aacataagtc ttttcaaatc    419820

     ttgatggttc taatacaata tagtgtgtac ctaattcatt acataaagct tcaatcaaaa    419880

     aactttttcc tgttcctggg ggtccatata gtaaatatcc tctaggaatt actttatcaa    419940

     aattaaccat atcaaaatca tcatcttgaa aatattcaat caaatcttct aattcttctt    420000

     tttcttgttt caaaccatat atatcagaaa acataacttt ctgtttgggg gagtgataag    420060

     aaatattgtt ttgtaaagat ttgatttctt cttgtaattg tttaatttgt ttgtcaaaat    420120

     gtattaattg accatctaag aacaaatcat aactttttaa tttttgaaat tcttcagtat    420180

     tatctttgtt ttgaatcatt aagtctttaa taatattttt attagcgtca ttcaaagcca    420240

     ttgttttttg taaaccttga atttttttgg taataaataa attattgtta tttttgataa    420300

     ttcggaaatt tgtttctttg aattgttctt tagattttga ttttgtagtt aataattgtt    420360

     ttttttgttc tattaattcc aaagtttgtt tatgaattgg ttcttttttt tccttaattt    420420

     cttgtatttt tttgtttaaa gaaataattt cttcttgtaa ttggtgcttt tcttcttctt    420480

     ttaagtcttt attttggaga ttattttctt tatcttcttt ggtggttgtt aattttttaa    420540

     gttcaatatt aaaatcattc attaactcta aatttaattt aatttgttga gttaaatgtt    420600

     ctatttgttg atttctttgg ttattttcat taattttagc ttcgctagtt ttttttaact    420660

     ctttgagata ttttgatatt tcttcaaaag atttgttttg attggttgac ggatgattat    420720

     tttgaaataa attattattg ttataatttt ttaaaaaaaa accataaatc cataaaccta    420780

     aaatggcaaa accacataca actaacaaat ttaaataaat ttgttttaat ttcatattag    420840

     ttcctttctt ttatcttttt tttattcaac atcataatat aaagtacgat tttgtacaga    420900

     acgtttttca tataaataaa ttttttaaaa gatttaatat gactattcga ccacgatatt    420960

     ccttattgaa tataattata aaaaggaaat tttaaaacaa aataataatt acgaatataa    421020

     aaagattctt caattttttg attaatcggg caaacagcta caattttatc tttttgaata    421080

     tctttaataa tttatattat ctatttcttt tgcttttatt ggaatgattt tatcataaaa    421140

     ataattatct atttttttaa atgagggttt aaatacatag tctgttgaat taacaagttg    421200

     gataaagtca tattttggag gtttttgaat aatatttgca aatccaaatg caataaaaaa    421260

     aacaaagaaa acaaagaaag ttttttttaa taagtgttaa tgtaatcatt tattttatta    421320

     gatttctaaa ttagttattt gtttttcggt attttattca tatttaaacc atgaaaaatc    421380

     aaaaaaagca cttattatta ttattattgg ttgaaagtag aaaataaaat caaagccaaa    421440

     gaataaaaaa cacttattgc aaaaaaacgc attcaatctt tatgtttaca cgaataatat    421500

     ttttgcggtc atcgaaaaat cactgattta taccaaaaaa cttttaacaa aaaacatcac    421560

     aaagaaaaaa attatactat tatgaaagaa aactttattt tttgtcgttt aagaattaaa    421620

     aaaaataaat attattataa taaagaaaag ctaaattaaa agtagtaagc aatttattca    421680

     aacaagattt tatatcaaca gcccctttaa aaaaattatt caaggatttt tatatttttc    421740

     ttgtatcatt gactctttca acaaacaaat aatcgcttcc cacacttcaa aaatccaaaa    421800

     taaacaatta tttttaaata aaatcaaaaa aatacctcca ttaaataaac cttgtattat    421860

     tcattccgac caaggcacag tttatcaatc acaaaaagtc caacaaaatt taacgaaaaa    421920

     aggtttttta atcatcatgc cgagaaaagc tactccacgt gataacgccg taattgaaaa    421980

     ctttttcggc caaataaaaa atatcttaca aaatcaacat ccttttttat ttcaaaaatc    422040

     aatcgaaaaa gtttaaaaaa taataaatta tttccctaaa ttttggaaca atcaatggat    422100

     tttatctaaa ttattcatcc ccttctcaat attcccaaaa aaacatataa atttattttt    422160

     aatcattaat ttattttaat atttagcctt ggaaaaagtt ttatttttgc gcattttttc    422220

     atcaaaataa cataattacg caaaaaaata attataattt aattttcttg gagtaatttg    422280

     aacttttttt acctaactat atagtgtaaa gataaaatat aacaaaaaaa tatcttttga    422340

     aactaatgaa ttattaaaag gcttagaaac tttttgaaat ttaaaaaaat atttctttag    422400

     tttgaaaaga tatgcaatta tctaattaat tttttagtct taaagagtaa tttttaaatc    422460

     aaaaaatgtc caaaaaaaaa cgaaacagcg catttttgat agattatgaa aatttaattt    422520

     atttggcttg gataatctta tataattctt acaatttcat tcccccatta acaagacatt    422580

     gccatttttt tataactatt ctcacttaaa tattaaaatg tagtattctt gttctcttaa    422640

     aaatgtttca tgttttgata aaattaaata atcatactct ttattttcca tttttttgtt    422700

     ggcttgaaaa taatctatat gaggataatt atttaaaaaa agtatggtta aaaacataaa    422760

     ttaaataact aagaaatgca atataagtaa caataaaaaa acattttaat tagttttttt    422820

     atgagacatt aatttaatca ttagtaaacc cttcttctaa attttgtagt ttttgcaaaa    422880

     aagaaaacaa ccatactagc tatagcacag taaagcttac aaaaatttta gttttgtatt    422940

     tggtgaaaaa aatagtttga aaagtgtctt ttaataaagc taccgaagtt ttgtctttta    423000

     aaacgtattt aactttaact atagagtatc ttcaatgaat tttttaaatt gtgcctcagt    423060

     taatgtttta ttattttctg gttttaataa aacatttttt aataagctta ttgttttgtt    423120

     tcttcttcaa ataattcttt tgtagacatt tcttctgttt tattgttcat tttcatcaaa    423180

     agttacatcc caagtatctt tattaaccga atcaacttca ccagaatcat tgtaaaatct    423240

     ttttttgtaa taattgtttg tcttttcatc taattctaat aattcaatta atttttttat    423300

     tgttttttga tatatttttt ttaaaaaact tttgaaaaag tttttcatct gtacctgttt    423360

     catattcaaa atcaaaagag ggaatgggtg ataacttctg ataataacta aaaaaaataa    423420

     aggattaaaa attattttaa ttttaattgt gctttttttc ttagaaataa ctaattttta    423480

     ttatttaaag aattattata atattttttt atattaatga aacaaaaaaa actataagaa    423540

     aaacccttat caaaaaaagg gtttttgctg ttgttttttg ttttttaacg ttaaaaaaca    423600

     aaaaaaataa agtacaatat aagtataaaa agtgaaaaat aaagaaaagt ttcaatttta    423660

     attcccaaag caaaaatcaa taactttcaa attatttagt aattatcacc tattcctctt    423720

     tgaataattg atttgcattt ttttattaca tccatcccat ttttttaaat ttttttaaca    423780

     gcaatttaaa aataaaaaaa cttgctatta atttcatttt atcacaaaag acaagttttt    423840

     ttgctaacta atatttatat aatgagcgtt tccgttgaat tttgtatatt aaaaaaagag    423900

     gcttttttaa gcctctcaat aattttattt aatttatagc attttttttg actaaaataa    423960

     aatttataat accttaaaag gggattttat tatgattttg attaaaatta atcgtatctg    424020

     cgacctaaaa ccttattttt attacacact agaacaatac gtccttaatc atttattaaa    424080

     gcaaaaccat gaaaaaacct tcttttttat ttggaaaatc aaaggagttg tagttggcaa    424140

     aaatcaaata attgaaaacg aagttaattt agattatatc aaagaacata aaattccttt    424200

     atttagaaga cctactggtg ggggatgtgt ttataacgac cctcaaactc ctctttttag    424260

     catcattgcc aaaaaagaaa aaaatttcag ttttaaacct tttttagcta aaattgttgt    424320

     tgcattacaa aaattaggac ttaatgttga atttagcggc aggaacgaca ttttactaga    424380

     aggcaaaaaa atttctggaa atgcctttat gcaaaacaaa aatggaatgg taactcacgg    424440

     aacacttctt tataattgcg attttaaaac tatgataaac acaattactc caaacgacca    424500

     aaaattaatt tctaaaggaa ttgcaagtgt acgttccaga gtaactaatc ttaaaggcta    424560

     tcttccagat atgtcacaag aaaagttaat gcagtattta attgaggctt taactgacca    424620

     aacttatgta cttagcgatc aagaaataaa attaatagaa aaagaatctc ttcaatttgc    424680

     ttctaatgaa tttttatttt taacccaacc ccatcacacg aaaatactta aaaaacgttt    424740

     ttcttggggc ggattagaaa tttttttaga tattagattt ggtttaattg aaaaaatgac    424800

     tttgattgga gatttttttc acaaagaaga taatttagaa caatttagca aactttttga    424860

     aggaataact tatcaaactg aaaaactaca agaagttttg aaaaaaacaa acatcagttt    424920

     ttatattttg gatgctacta atgatgattt tttgaactta cttaaagaag gtattttaga    424980

     agaaaaactt aaaaatttaa tttattagta attactaaaa taattctaaa tttaaaaaaa    425040

     attttataga ctagcaaaat aaaatatgga aataaaatca aaggtatatt tatgttaaat    425100

     aatcaaaaaa atgttttaag aaaaatcatt gccgtttctt tcttgttatt tttggctttt    425160

     gttttggaac ttctttctcg ttatactatt aatgcaggaa tcccttgcaa ttattctttt    425220

     tttcgaattg aattaatttt tatcatttta ataggttatc tttttggacc caaatacgga    425280

     ttttgggcta gtttatttta tcttttaatt cattatgttt tagaatttta ttttatggaa    425340

     atgttattaa accatacaca ccaaaatcat aatcacagtc atcatcataa aaatgaaaat    425400

     gcaagcaaat cctttatttt cctttacaga ttttttcttc cctattttgt ctgctctttt    425460

     tcgggtttgt tttatcgaaa aaacttaaat catctcacca aaaaaacacc tattataata    425520

     actttggtgt taattagtgt agttcaaatt acttcaagca ttttatttat taatttatta    425580

     caagaaaact ttaccaaaaa aactttttta aagtggttca tgcaaagccc ttattattct    425640

     tggtcgttta atcttattta tagtttttca tcagttattg taagcaatac tattatagga    425700

     gctttatttt atttaattaa tttacgcctt aaagataata tggaattttt atatggtttt    425760

     tccaaggaac attaaatttt aaaaaatctt tttttaaaat cccaacaaaa taattttttt    425820

     gtataatatt tgtttttatt aatttaatta caataattta taaccttttc ttttataaat    425880

     ttcatcatgg agcctctact tagtgttttt caaatttttt aacaaaaaca aaattattat    425940

     ctgctttatt tttccattat ttttaatttt attattttta attagtctag aattatcata    426000

     tttttggata gaaaaaaatc aattaaaaaa cgcttcttta ataaatatgt acgaaatgtt    426060

     tgcaaaattt aaaacaaacg aaattaaaaa aattaattat acttataaaa gccaatacag    426120

     catttggacc aaagaacatt atttaatcca agcagaaagt tttaataatc aaaaatatta    426180

     ttgtaaaatt acagtctcca attatgatta tttagtgcat gctttttatt tatataaaga    426240

     tgttttggta gaagccaaag aaaatatcca atttaatttt ttagaattat atttcaaatt    426300

     tataagttat tttgtttctt ttatttttgg atgttatatt ttaattcatc ttaaacaaat    426360

     gttatcaaaa aaaataaata gatttgatgc gagcaatggt ttttccaaag acaaaataac    426420

     ttttgcagat gtagcgggtc ttgaagaaga agaaaaagaa atccaagaat tagttgattt    426480

     cttaaaagat cctcaaaaat atcataaaat ggggtttgca atccctaaag gagtattatt    426540

     agaaggtcct ccaggaacag gtaaaacatt acttgcaaaa gcattagcta atgaggcaaa    426600

     agtccctttt tatgctgtat ctggttctga atttgtcgaa atttatgtag gagttggggc    426660

     ttctagaata agagatttat ttcaaaaagc caaaactact actccttgca ttatttttat    426720

     tgatgaaata gatactttag gagctaaaag aaaaaacaat cctatcatag aatcacgcga    426780

     acacgaccaa tccttaaacc aacttttatt agagatggat ggttttttta aactttcaca    426840

     aatcatcatt attgctgcta ctaatagaat agatatgcta gatcctgctt tgattcgtcc    426900

     gggtaggttt gaccgtaaaa tcaaaattaa tttacctaat ctaaaagcta gagaagctat    426960

     tctaaaagtt catgcaaaaa ataaaaatat ttctttggat gttgattttt acaaattagc    427020

     tttaattact gaaggtgcat caggtgccca acttgcagcc atcctaaatg aggctttaat    427080

     tttggctatc agaaataaca aagaccaaat taataaactt tttttagaac aagcaattaa    427140

     acgaatatta aaataatatt ataaaaacac taaaatataa aaaaagttaa ctgagaaaat    427200

     aagttaactt tttttatttt atttataaaa tgatattttt tgtagtatta gtagcagcaa    427260

     aaataaaaac tttggttggt aaaattgcac tagaaacaaa aatttgattt ttagtatctt    427320

     taatttcttc tacaccatct ccaatattat gtttttcaag taaaaatggc aaaaagcgat    427380

     attcaacaaa cctaatctta ttttgtttaa ttactgtggc aagattttta tttagttctt    427440

     gcaatttttc ttgtgaaaaa atactcaaag gcaaagtaga tactatccct tttatttggt    427500

     ctagcaaaat tttttgtttt tttaacaatt caataaaatc acaagcatct ccttcgataa    427560

     ctgtcaaatc tggaaattta tttctcaaaa cattacataa ttctttatca aattccaaag    427620

     cgataacatt tttgactcca aacttttgta ctaaatattt agtaacatta ccgctgcccg    427680

     ctcctaattc caaaattttt tcacctgttt ttgaatctaa gtcttgtttt tcttcaaaca    427740

     ccaaattact taattgttta gcaatatctt gtgattcggg gaaaagagaa gatcccattt    427800

     gttgaggatg aaacaccaat tctttggcat gattccaatc acttgtttcc ctagtaataa    427860

     cacaaatcaa aaatgctccc aacactaaaa gtgcactttt ataaaaagga tgaattttta    427920

     ttttttgcac tcctattaaa cccattgcca aaagaaaaaa agagacaaaa agtttaaaat    427980

     aagctaatat taaatggttt tggtaataag gattaataaa atgcgatttc aaatccactt    428040

     taaaaccaaa aataatagaa gataacaaaa agtagcaaaa aggatgaaca aaaactatcc    428100

     acactttttt ccaatccaaa aaagtaattg atcgtttcca aaaataaaaa caataaacca    428160

     aaggaaaaag gacatattgc aaataataag gaataagctg tatttgccaa tttgcagaaa    428220

     taaaatactg tctgcgatct tcaataaaat cacaaaaaac caaacttata attaaaatat    428280

     ttaccaaagc aataaaactt aatatttgat aaaatttagt atttctatat ttagttaaag    428340

     caagtattgc aactatcaaa attaaaaaaa tactttgtct tgtgtaatga aaaatatttt    428400

     taaaataagc aaataagtct agatgcgttt gcaaacaact atcaaaaatc gcccaaatta    428460

     aagttattga agaaaaaagc actaacaata acgagcttaa atttttttta attttaaaaa    428520

     aataaattga aaaaaatgaa gaattaaaaa ttttgtaaaa agatgtgatt ttcacttttg    428580

     atacctttac tttttgtttt tttgtgttat tataattatt tttttggctc aaaaaagaaa    428640

     aaaattaagt taataaaaaa tattaaatta aaattatttt gttatttcaa aacaacaatt    428700

     aaattatatc attttttaaa acaatccttt ttataattat aaacaattaa aaaaaaatat    428760

     ttttagcttt tacaaaacca aaataagtta aaaataaaga aaaaatgcaa aaaaataaag    428820

     aaaagccata aaaaaatgtt aaaattaagt ttgatcggtt ttctaatttt atatatttta    428880

     gacatcaatt atatattaaa aatcaaaatt aaatcaaaat atattttaat aaaactaatt    428940

     attttttggc atcatcaaag accaaatcaa aaaccaaatt aatatcaaat atcaccccaa    429000

     ttttccccaa ttaaaggagt tttaataatg acatcttttg aaattagaca aatgtggatc    429060

     aaattttttg caagcaaaaa ccatcacatc gaaaaatcat tttctttgat accgcgaaac    429120

     gaagataact tattgtgggt taatgcaggc attacccctt taaaaaaata ttttgatggc    429180

     acacaaacgc cttcttttag acgcattact aatgtgcaaa aatgcattcg taccaaagac    429240

     atcaaaaacg taggcaaaac atcacgacat cacacttttt ttgaaatgtt aggcaatttt    429300

     tctatcggaa attattttaa aaaagaagct atccattacg cctttgagtt gttaacttcg    429360

     cctaaatggt ttggtttccc attagaaaaa ctctacatca cgtatttttt tcaagaccaa    429420

     gatacttatc aatattggct tgacttagga gtcaacaaaa accaccttat tcatttaaaa    429480

     gacaattttt ggcaaatagg tcctggtcct tctggtcctt gcaccgagat tttttttgac    429540

     agaggcaaaa cttttgaccc tcgcaacaaa gaactaatta tcgaagattt agagaacgac    429600

     cgttttatcg aaatttggaa tattgttttt tctcaatata attgtgaccc taaattacct    429660

     atcgaaaaat atcaagaact accaagcaaa aacattgata ctggggctgg tttagaacgt    429720

     ttagcctgta ttttacaaaa caccaaaacc aattttgaaa cagacctttt ttttccttta    429780

     ataaaagctt tggaaaaaat gacacaaatc acatacacag gacaagaaag ttttaaaatt    429840

     attgcagatc acttaaaaac tttggttttt gcaatcaatg acggagcagt cctcactaac    429900

     gaaaaaaggg gctatgtctt aaaaaaatta ttacgaagag ctgctaacga aggcaaaaaa    429960

     ctaggtttag aaaaaccttt tttatataaa ttggttcctc caacagttgc gatgatgaaa    430020

     gatttttaca aagaactatg caccaaccaa gaaatgattg ccaaagtttt attgcaacaa    430080

     gaaaatattt ttgaaaaaac tctcaaaact gcggaaaaaa cttttttaca acatctcacc    430140

     caaaacactt tatcaggaaa aaactttttc aaattatacg acacttacgg tattcccgaa    430200

     aatttaattt tagattacgc taaaaagaaa aacattacaa cagactatca aaaattccaa    430260

     gaattactcc acgaacaaca aaatttaagc aaaaaaaacc aaacatcaca aacaaatatg    430320

     aacaaacaag aagaagcgtt tctccatttt ttaactccca gcgaatttat aggttataca    430380

     aattttgctt gtaaaacaaa agtaatcaaa gtttttgatg aaggaatagt gcttgaaaaa    430440

     acaccttttt atgctaatat gggaggacaa atagaagatg aaggttggat tgacaacaac    430500

     aaagttacca aaataactaa actaccaaac ggacaaattt tgcacgaatt taaaggaaac    430560

     ttttgtgaag gtcaagaagt ttatgcctgc attgacaaaa ctaaacgcaa acaaatttct    430620

     tatcatcaca cagcaacaca tcttttggaa gtagttttgc aaaaacaatt aggcaatcac    430680

     atcaaaaaac aaggttcatc agtaggattt agctctttgc gttatgattt taatcatttt    430740

     gaaaaaatca ctccccaaac tttattacaa atagaaaaag aagtaaacca actaattcaa    430800

     aaaagagtcc cagtcaaaat tgaacaactt tcaatccaag acgcccaaaa aaaatacgcc    430860

     actcttctag aacaaaatca aaaagccaaa tacaaagaca aagtaagaat cgtaaatatt    430920

     gatacttttt cagtggattt atgcggagga acacatgcca caaacactaa agatttagaa    430980

     cattttacta ttttgtcgta cgaaagcatt agctctggca tctaccgcat tgaggcagtt    431040

     tgtaataaaa attgccaaga aagtctcaac gccaaattag ctccttacca gaacgaattg    431100

     caccaattaa ctcaaaaagc aaaatcctta caaacgcaaa acctcgattt tgaaattaaa    431160

     aaattccctc caataaccaa aagttatcaa gatattatca attatcaaaa acatatcaaa    431220

     acacaacaac aagccttagt tctttttgaa aaaaaagttt tagaacatca tcaaaaaaag    431280

     atgatacaag cagaatctaa ttttttaccg ccacaaatta acaaaaaaat gatgttaacc    431340

     attaaagaag aaaaaccttt agaagttatc aaatttttta tgaatcatat tttttataaa    431400

     tatcatttag aagttttatt tttatcttat gtgcaacctg aaaaaattgt ttttttatgc    431460

     caaagcaaaa ctctacatgc aggcaatttg attaaagaag gtgtgtcctt ggcttgtggt    431520

     tcaggcggcg gaaatgccag tttagctcag ggtggcacta aaaaaactca aaatttagaa    431580

     aaaatgctta attttgtaaa aaacaaatta aaaataaatt aaactgttag aaaattttat    431640

     aataaaaatc ctcaaagaaa aaattctaaa attattgaaa accctaaaat tcctaaaaat    431700

     tgttaaaagg tgtttgaaat gacaaaaaac aacaaaataa aaaaggaaaa aaattaaagt    431760

     gcaaaaaaag ttaaaattaa atatttttaa aaccccaaac ccgatatttt tcaattattt    431820

     tgaacaatta ttaataaaat tatttgcctc aaaatacaaa aaaattgata aaatgaagtt    431880

     gagtccaaac caagaagaaa agaataattt ttatcattca aaccattttt taaaaaatga    431940

     gaatgtttta ttatgttaaa ctgccaaaat aatgcatctt tggggttgga tttaggtgaa    432000

     aaaactttag gaattgcttt atcacaaaca ggaattattg cccaaaacct caaaacaatt    432060

     ttttttgaca cccacaaata cgatcaattg attgcacctt tacaaaaaat catttctcaa    432120

     tatcaaatta aaaaaattat tttgggatac cccaaacaca tgaacaacga cataggaatt    432180

     aaagccaaaa taagtaatta ttttaaaaaa acgctagaaa acaagtttgg tcaagtaaaa    432240

     gtaattttat gggatgaacg attatctacc gtacaagcaa tccaaatatt aaaaaccaat    432300

     aacaaaaaaa aaggcaaaat tttacaaatg aaagacgaaa ttgcagcatc catcatttta    432360

     caaaattatc tcgattatat taaattacac ccaaacaaag agaattgaaa tgtttgattt    432420

     tgaaaaagaa aagcgcttaa aaaaattaaa aaaatacgcc caagaaaaca aaatccccat    432480

     tattcaagac caaggattag ctttgttgct tgatgtaatt tcacaaaaca aaatcaaaaa    432540

     tattttagaa atcggaactg ccattggata tagtgctttg gctatgagtt ctcttacaac    432600

     taaaattgat accttagaaa gagattttat aaattataat ttagctaaaa actttttaaa    432660

     agaaactcct tatcacataa atgtcatttg ggcagaggcg ttaatttatc ctacttgcaa    432720

     tttaaaaaac tatgatttaa tttttattga cgctgccaaa gcccaatatc aaaagttatt    432780

     ttacaaatat gttcctttac tcaaaaaaca aggaattatc atttttgata acctcaattt    432840

     aagttgtttt aaaaaagcaa aaacgactaa aaataataaa gggattttca aaaaaatgca    432900

     tatttttcaa acttttttaa caaatcaccc agattttacc accacttttc aagatgtagg    432960

     cgatgggtta attatttctt atctcaaaaa aaatttagta attttgaaaa aaccaccaaa    433020

     aaaataaaaa aagaaggtct tttttatgaa taataaaatt tatgaactta cccaaacagg    433080

     aatagaaaaa ttaaaaaaag aattaacttt tttaaaagaa gttaaaagaa aagaaaattt    433140

     agaagcttta aaagaagcgc gcgaacaagg ggatttatcg gaaaacgctg attatgatgc    433200

     tgctagaaac gaacaagctt taatagaaca tcgcatttca gaaatccaaa atattttaaa    433260

     aaatgtccgt gtagttaaag tttccaaaga aagagaagta agtattggga aaaaagtatc    433320

     tttggagctt ttacacacca aacaacaaca agaaattgaa ttagtaagca ccttggaagc    433380

     agatcccttt acaaacaaaa tttcgattga atctcctttg gggcaaaaca tcaaagggca    433440

     tcaaatagga gatattgttt ttgttaccag cgaaactgga aacactttta gagtcaaaat    433500

     tgtagatgtc caataaaatg acttgtccca acaaactttt catacctcaa cactattttc    433560

     cttgtgtctt gcaaattcct tttggcttgt ttcaaaaaaa aggcattaaa gcgttaattt    433620

     ttgatctaga caacacttta attgaatgca acaaaaatat tctagatgag caaattaaaa    433680

     cctttttaac taatttatct cttgttttca aaattgttat tctttctaac gcctctaaaa    433740

     aacgactcca taaagtttta aaaaaagatt ttacttttat atatttgaat tttttaaaca    433800

     aaaaaccatc ccctaaagct tttcaaaaag catgccaact tctcaattta gagcccatac    433860

     aaatgttgat gataggagac caactccaaa cagatataaa aggagctaat caagcaggtt    433920

     tttgttcttt gttagtgaaa cccctaaatc gccttcaaga aagtgcgttt accaaattca    433980

     atcgttttta tcgtgaaaaa aagtttttaa ctaatctcaa aaaacaagat tatcaccttt    434040

     ggaaagaaaa atttcaagac tttgaagaaa aatgaaaata atatattttt tgcacaaaat    434100

     tcgtcaagac attataacaa acctttatta catattcaaa ttgcagtttt atttcataat    434160

     tacaacaaaa acgatacctt agtacaacaa aaaccccatc ttactcaagt caatatccaa    434220

     aaatacaaca aaaaaaaaac ctaccatttt tcgcgttcta tctgctgaaa aaatattaaa    434280

     aaaagaattc ggcatcacaa atatcgctat tcttaatgcc atcaaaaaaa aacatttttg    434340

     gagtaataaa aaatgaatta ttgcaataaa attatattat taaatgataa attagagcct    434400

     aaacgaaatt tttttcaaat aaaatatttt caaaagctaa cttaccttaa tcttaatcaa    434460

     gctgtctata aacttctcaa aagtaatttt aattatttga gtcaaaaagg gtgcccttta    434520

     acttttaatt atcaagaaat tttatcctct ttaaaaaact ccatcaaaag aaaaatagtt    434580

     tcatgacaaa gacaacaatt atcattggag gaaaattcaa agggtgcaaa atcaaactag    434640

     taccatcacc ccaaaccaaa gccactagct ctttggttaa agaatctctc tttaatactt    434700

     tgggaaactc agtaaaaaac aaaatctttt tagatttatt tgcaggcaat ggttcttatg    434760

     gttttgaggc tttaagcaga gatgctaaac aagtctattt tgttgatgct tccgtaaaag    434820

     cttttcaaac cttaaaagaa aataaccaaa aattaaaaat taatttgcaa caaagcatta    434880

     ttttttatgg tcattttatt aaagctttaa aaaaattcca aaaagccaac ttgatttttg    434940

     attttattat tttagaccct ccttatttta aagattttta tttacctgct tttgaatatt    435000

     tgaacaaatt aacacataaa aatagcatta ttatttgcga attacatcaa aaaattgttt    435060

     tacctacaca aattaaagaa tttgttttac aaaaagaaaa acaatacggt aataaaaaaa    435120

     tccaatttta tcaaaaaatt tagactttaa tcaagaaaag aaaaaacaaa aaggagttca    435180

     aaatgaacaa tatttggtta tatataaatc caattatagg atttttatta ggtggagctt    435240

     tcggagcttt tttaatgttt cgttggttta aaaaacattt acaaaaaaat cctccaatca    435300

     gtgaaaaaca aatcaaagaa atgtttcgtc aaatgggacg taccccttct gaaaaacaaa    435360

     ttcgtcaaat tatgaacagc atgaaacaag gcaaataaaa taatgtttga aagtttcctt    435420

     tttacattta tttttattgt ttttatttgt cttttagtta tttttataat gaattatttt    435480

     tatagcaaaa atgttaaaaa caaaattata aattatttat tgtcttgtag caatttagaa    435540

     caagaaatat taaaaagttt tttgcaaaat cctcataaaa cttttacctt aacaaaagat    435600

     gcaaacatta ctaaaaatct attacaattg aatatcattt ttttaaaaga aatagtttcg    435660

     gatgctaaat ataataatta tgtttttaac cctttaataa aaaatattat tcacaaaaat    435720

     aaagatttaa aaaaaattta ccattaataa tattttttaa atcatttaaa atttttcaag    435780

     tttatataat aaaaaacacc ttttataaca aaaggtgttt tttattatat aaacttgaaa    435840

     aattttattc tgtaatcaat tcattgtaat ttacaacttt aacagaaaca ttttcatcag    435900

     cgctaattaa acgagaaata gggcatcgtt tatgagttgc atttgcaatt atttcagttt    435960

     gttccaacgt catatcttgg attcctaaaa tagcagtagg tttgaaataa aaacctttat    436020

     catctttttg catttctaaa gttactttta cttttaaatc tttatttgtg taatcttgtt    436080

     ctgctaaaat ctttttggaa gttttataaa aacaaattgc ccaacaaaga caaaataaat    436140

     caacaggccc tgattgtttg ttgcttggtt ctaaagctga aactagtttt ttagtgattc    436200

     cttctttttc ttcaaaaaaa cataaatcat ctaaatgggg attaaaataa gcaattgttt    436260

     taaaaataat catattataa acctttcttt attaaaaaaa atatttcttt tttatgcatt    436320

     tctttaagca tctattttat tataacacca aaataagtta aaatataatt attttaatta    436380

     aaactagagt taataatatt ttgcacatca atagctaatt gatgcatatt tgtattgcaa    436440

     taattatcgt attttaaagg agggtgaata attatttcca ctactttttt ttgccaaaag    436500

     cgcttatttt tgatttgact ggctcctttg atagttaaag gcaaaatgga agcttgactt    436560

     ttgcaagcaa ttttgaaagc ccctcctaaa agtggcattg cttgttcatt atttctatct    436620

     ttaatacctc cctcaggaaa aactaccatc accataccat ttttaacttt gggaactgca    436680

     tttattaaat tttgggcagt ttttctgatt tcatcccttg aaattaccat acaatccaaa    436740

     gacaaaaaag ctaattttaa aaaccatgca gttccaaaaa aacaattaaa attttgtttg    436800

     ggagaaaacg acaaagttct cggaataaca cttgcaataa caaaaggatc agtgtacgac    436860

     ttgtgattgg cataaataac aacgttttct tttgaaggaa tcaaatgggg attttgaact    436920

     actactttaa ttcttaaaaa acggttaaca aaacgcgaca aattaagaga aacaaaccct    436980

     ttaaaataat ggttaggagg taaaaaggtc atcaaaacga gacaaaaaac caaaattata    437040

     aacgttataa aaaaagacaa caacaaacca aaaattaaat taactggcag tttgtagcaa    437100

     aaagaaaaat caactggcat agttttggga atttgaaaaa aaacaaatgt aaaccaaatg    437160

     gcaaaaaaaa taaaagtcaa catttgggcg tatctaattt cttttgataa atggcaaaaa    437220

     ttaattgtgg atgaatttct ttttggatta attggtattg tgataaatca attttgggga    437280

     aaaaaacgtt tccttgatgt ctttgtaaaa tgtgtgtgat gtataaagtt gttacccaag    437340

     gtaaggtttg ttgatagatt tttcctccac caataataaa aatttcttgg gcaacatcac    437400

     tttccaaaaa agattgcaaa tcagaaacta cagtaaaatt aggcaattct aaatcatgct    437460

     ttaaagaagc tacataagtg tttttaaaat taaaaggctt gtttttgaaa taacttttta    437520

     aagatttata agtttcatac cccattaaaa catttttatt gagggtaatt tttttaaaat    437580

     attgtaaatc ttggggataa tgccaaggta atttgttgta tttgccaatc aaataattgc    437640

     catcaaaggc agtaattaaa ttaatcatac agcaatatca cctttcaaaa tgccatcaca    437700

     ttgataattt tttaaaataa aatcaataaa tttaaaatca tcaatatttt taatgtcagg    437760

     atttaaaatc atttgaggta gttttttagg ggttctttga atttgggtct gaacttgtgt    437820

     tatgtgattg gaataaatgt gggcatctcc taaagtgtgg ataaattcgt aaggttgtaa    437880

     gttagttact tgtgctacca tcataagcaa taaagaataa gaagcaatat taaaaggtat    437940

     tcccaaaaaa acatctccac tacgttgata tagttgcaag gagagtttgc cttggtgaac    438000

     gtagaattga attaagacat gacaaggcgg caatgccatt tgatttaata aggagggatt    438060

     ccaagaatta agaatcaaac gcctcgaatt gggattggct ttgatttcag aaattaaaaa    438120

     tttaatttga tcaacgccat taaaatcgcg ccattgttta ccataaacag gacctaaatt    438180

     accgtgtttg gtggcaaaaa ggggatcatt tttgattttt ttcacaaatt ctttcaatgt    438240

     ttcattttga aaaaaatctg attgttgata tttttgataa ggccattcat tccaaatatt    438300

     aacattattt tgtaccaaat aaaaaatatt agtatcccct tttaaaaacc ataaaagttc    438360

     gtggataatt gatctaagat tcattttttt agtagttaac aaaggaaaac cttcttcaag    438420

     attaaaacgc atttggtaac caaaaacact tttggtacct gtattagtgc ggtcttttct    438480

     gaaactgcct ttttgaaaaa taaaacgaca taaatctaaa taagtattca taatttaaaa    438540

     ctccttgttt tttaattgaa caaatgtttg ttgtttacag ggacaaaaga tataaagctt    438600

     ctgtgtaaat ggcagttaaa gcaattaatt ggtcaattga aatagattca tttttttgat    438660

     gaattaagga aacttcatcg acaaaagtgg gtccaaaagg tactaaatta ggagcacatt    438720

     tagcaaaaga accaccacca acacacatag gtttggaaaa taaatcatta gtgtgttttt    438780

     gataaacttt caataacgtt tgcatcaatt cacttttagg atcaatatac ataatgggat    438840

     gatgaagagt agttttgagg caaaaatgtt gattattggc tgcttttcct aattgaaaaa    438900

     ggattttttc aaatgtaatt cctttaggat atcttaaatt aagagtgaag aaggtttgat    438960

     tattttctaa ttttaaaact ccagaaaaac aaactaaatt ataagtttct tcatcaaagt    439020

     gattaatgcc taattttttt ccatccagac tatctaacaa atattggtca aaaaaatcaa    439080

     ccaaattatt tttaattccc aatgatttaa ggactttcat caaatcataa agggcatttt    439140

     cccctgtttc aggagtcgaa ccatgagcag aaatgccatg cacttcgatt tttaacaaat    439200

     ctccttgggt ttctaatgtg gctttgatat ttgtagtttg aacaaaatta tggaataaat    439260

     ctaggtaatt aggatcaaat tttagaactg cttgtgccaa atcaggaact acattagagg    439320

     cttgtccgct ttgaatgctt acaattctat tatctaaaac ttcaccttca aaagtcaaat    439380

     ccccaattcc tttttcgcaa taaatagcag gaaaatggct gtccggaaca aaaccagata    439440

     caggtaattc aggaatttgt ttaaaatagt gtttcataca acgaaatcca gtttcttcat    439500

     cgacacccaa aattaattta attcttttgg aaagcggtaa atttagttcg tgcaatattt    439560

     tcaaagccca gaaagctgcc attgtaggac ctttatcgtc ttgtgttcct ctgccataaa    439620

     gtgtgccatc aacaattaaa gcctcataag gcggatagta ccagccggtt cctgcaggaa    439680

     caacatccaa atgaccaatc ataccaaccc attctttttg gtctccgtat tcaatatgac    439740

     cagcgtatcc ttccaaatta agggttttaa agccgctttg ggatcccaaa tcaagcataa    439800

     aattaagggc ttgttggttg ccttttccaa aaggagcgcc tgttctatta gggtcaaaag    439860

     tagtaagttc ggtgttaatt tttaataatg tttgcaaagc ctcaattaag gcgtcttttc    439920

     tttttaaaac ctctttttta aaatcaatca ttttataacc tcttttttta ttatttttat    439980

     tttttttggt aattttgtta attttaattt tttgttcgtt ttttgtgttg ttttttgttt    440040

     gtatatttta ttggaggcac ttgcaaaata taaaaaccaa aaatgtaagc atagataaag    440100

     acatttttta ttaataattc tttcataaca tcaataattt atccacataa taatcatatt    440160

     tttgcacgaa aataagggaa aaaggcataa agcagaaaaa caaaaaatat taattctaca    440220

     tttattttta tattttatct acaccctaat acttaaattt taacattatt tttagcattt    440280

     aaaaaaaaga aaaatatttt ttttataaaa aaaaagtgtt tctttttcgt tttgattaag    440340

     ttataatatt agtggatttt aaaggaattc aagaaatttt aaaaaaccgc tagtaataaa    440400

     ttcgtttaaa attctttagt tcatcttaaa atttttgcat tttacaaatt tgtgtatttt    440460

     gcaaagatta agatattaga aagaaaaata taaaatcatt gaaaaatatt taccaaaaac    440520

     aaccttgttt aaaacaaagg tttatttatt gtttaagtgc attattactt ttgatcttat    440580

     ttgtaataag ttttaattgc actttaaaag ctattacaac agaaccaata gatatcaata    440640

     ctattgaaaa acatatagga tcttttgaaa atacaccaaa tgaaaaaaaa ataattgaaa    440700

     aatttgcaaa aaattacaaa aataaaagtg gtatttctat tggagaagat ttagaagtta    440760

     tttcgataat caataacaaa gcaattatca aagcacaaga aaattctaaa aaaattaaag    440820

     gtcaagtgga agttattttt aatgtcaaag aagacctaaa tgatttaatt aaaaataaag    440880

     ctttagggga aatagaatta agtaaaatgc acagtgaggc attagtttct aatgaggatt    440940

     tattaaatgc aatcaaagat aaaaatgatg gtttaataat tacaaaagaa gatattgatt    441000

     tccctaaaaa agatcgcgta aaaggtgtta taaccattca agcattggaa aaatctccta    441060

     aatataaagg aaaagctaaa ttaagttatc aaattaaaaa aataaataaa gaagagttca    441120

     ttgaagaaat taaaaaaagt tataatattc caattgattc atccataaca aaaagtcaat    441180

     tagatgaaac aattgaaaat gtaattgcag aagaaatagg aagcccagat tcaactaaag    441240

     aattagttgt aaaaagagtt aaagaagcag taacgctttt attaagtgat agcaatactt    441300

     tatctgaaaa aataacaact tctatgtcaa atgaagaaga gttgccaaat aactcacaaa    441360

     caatattaac tcctaaaata acaaacgaaa aaacagataa taacgaaaat aaaaattatg    441420

     gattttatat tgttattgct tccattatat tcatttcaat cactttttta agtttgcttt    441480

     ttgttatttt taaaaaaaga aatattcaat cataattaaa aaatatcaaa gaggtttata    441540

     acctcttttt tattttatat ttataaaaat ataaaaaata aaatagaaat gttggaaaaa    441600

     aagataagtg aaaataccat cttttaaaaa aaacataatt attgcaataa taatcttttc    441660

     tatactttta ataatgtttg gttggttagg atggcaaaat aacttttttg ctttagaagc    441720

     ttcacaaaat tctaataaaa atacttcttt atcctccaaa aattttaatt ataatgattt    441780

     acaagtttta ccaaaaaaac aaaatgaaaa aattgaagaa caagttccag aagccaaaga    441840

     aaacaattta gataatccca atcaaaaatc cccaaaaaca ttgtatccac aaataaaaga    441900

     aattgaagaa ataaaagaac cacacaaata cagaccaaaa tcaactccca aaccaaacca    441960

     aaacaacaga tcacaaacta tcaaaaaaaa tcctcattta caaaaagcca aaaataaaag    442020

     aaaaatgatg caaaaaaaac tagtttacca aaatcaaaaa attatagatt taaaagaaaa    442080

     aatcttaatt ttggaaaatg aaaaaaacaa acccaaggaa ctagaaaaac aatttagtga    442140

     acaaattaaa cctcaattag aatctcaaat ccaaggaatg aatatttata atgtatattt    442200

     aggaaaaaaa agcgataaag atatggcgtt aggatggtta cgaaaaaact tttctaatca    442260

     acattatcaa attaactttt cttatggttt gtataattct caaattatcc aatccacagt    442320

     tttttttgat tctcgcatca aagaaccacc acccaaaaac cttttattag tttattttga    442380

     tggaggcaca agagataaag ctaataattg ctattctttg gaggcattaa aaactttagg    442440

     taatggcgct caaaatatgt atattctttg gcaagatgaa aaccctttta atgacaaaaa    442500

     ctttattcaa aacaactttt gcactgacct tatttatgaa aaaggctctt ttttaggtgg    442560

     accttcttat ttgaatgtca aacatatttc tttaaaaaaa attaatacta atgaaattat    442620

     tgccactttt cctgttgaat gtcaaattga agtaccttgt tcacttgatg gactaaattt    442680

     agagttaaaa tttccttttt ataattacaa aacagaaggt ttgttttcga atactcatat    442740

     caaaagtctt agaaaaatta atgtatattc taaacacaca ggacaatcaa aaacacttta    442800

     ttacaaaatt taaaaaaaac agtagattgt aaattcaatc tactgttttt taatatttat    442860

     ttaatttgtt attatttaaa ataaatcttc ccatctttaa taacaataca attactaatt    442920

     tgcttttggg taagttcttc caatttggtt tgtaatttat tttcagaaac aaaaggaaaa    442980

     acaccaaaat ttaataataa acgacgagct tcttgttcag ttttaactaa agccaaaaca    443040

     gggacggatg gatgaaattt agaaacatta taagcatctt ctaaatcata aacaacaatt    443100

     gctttaacaa aagtgcgaaa agccaattca acagcactta ataaaagatt ttctttgaag    443160

     tttttaggtt gatatacttg tgataaagct tgataattaa ctactttttc agcttgatag    443220

     ttaatttttt tcatataagt tacagcttct acaggatatt cacctgaagc actttcgcct    443280

     gataacatag taaaggttgt accttcttta actgcattaa aaacatcaga agtttcggct    443340

     ttggttgggc gtgggtttct ttgcatggat tctaacattt gagtagctac tacaactggt    443400

     ttaccgtatt ctaaacattt attaataata cgcgtttggt aaagcggtac taattcacca    443460

     tcaacttcta ttcctaaatc acctcttgca accataatgc cgtctgattc ttgaatgatt    443520

     tcttctaaat tatcaacacc ttcttgattt tctattttag aaataatttg gatgtttgaa    443580

     tttccttgtt cttgtaaaat ttttctaata tcttggacat cttgagactt tctaacaaat    443640

     gaagcagcaa tataatcaaa atcttgttgg gcagcaaaaa caatatcttg ataatcttta    443700

     ggagaaataa agtccatttc taaattaact ttaggaacat ttacacctct gcgagatttg    443760

     atggagtgag tatttttggc tttagtaact aattgttgtt tggattcatc tttgcctaca    443820

     acttccaaag ataaatatcc atcatcaata ttaatcatat cgccaacttt taattcattg    443880

     tataaattag tataactaac tgaaaaaagt ttagcattac ctaaaacttc tgtcatagat    443940

     attcttactt cagaatcttt ttgaattgtt actaaaccat ccaatttgtg agttctaatt    444000

     tcaggccctt tggtatctaa cataagtcct gtatgtttgt ctaatttatc gctaatagtt    444060

     ttaatagttt tcattaaaag tttagtttgt tcgtattgag cgtgagaaaa attaaatctt    444120

     gctacattca aacctgtttg aattaaagct tgtaaaatgt ttttttcata agaagcaggt    444180

     cctaaggtac aaattatttt agttttgttc atgaatagct acatcctttt ttggttttaa    444240

     aaatatataa aaataattgt caaaattagt taaattaaaa cattatgaca tataaaaaaa    444300

     cttaaataag aaataagcca aagtataaat aataggtcca ataattctag tagcaatcat    444360

     aatgaaaggt aataaattgt ctcttttact tattgacatt attcctaaat gtccggttcc    444420

     tcctacactt aaagcaccta aaccagctgt aagagatgtt tcaaaaggat aaaaaccaaa    444480

     agctttagaa agaacaaagg atattaaaac aactaccaat aaagcagtta aaaccatagt    444540

     taaaacaggt atttgtttta ttcctcccat taattgttgc catttaactg tcatccctaa    444600

     acctgctaaa ataggagtag tgaaattttt agatattact tgtcctgctt gagaaatatg    444660

     actttgattt tcttgtgata ataaattaaa aattctaatc aaaattaaga aaagaataaa    444720

     ataaactaac gattctaaat aagcccataa taatttattt aaaagaccac ttaaactaaa    444780

     taatacaaaa atcattgtta aacccatgcc gatattttta tattctaaag gaattttttt    444840

     ctctgttggt ttgggtgtaa gtttattatt tttatattct aattttcctt tgccactaaa    444900

     tttagtttta tcaaaaacaa catacattaa gccagcaaat aaaatactta aacatctagc    444960

     cataattaaa ggcactataa ttgctgttct aatagttttt tgatctaatt gaggaaaagc    445020

     ttctttataa atgccatttg caaaaccatt aatacctaaa ttggttcccc catttgttaa    445080

     cggaacagct acataaaaaa tagagtctaa aaacgaacct tgagtgctaa atccttctgg    445140

     tttttgataa ttaaataaat accccacaaa accaacattt aaaatagcta ttaaacaaat    445200

     gattaatgtt aaaggaagaa acttagaaag tgatcttttt aataaatttc tatcaacact    445260

     taaaatactt ccagcaataa cacaagttat aaaaaagtta gcaaaatcag atcctaaatg    445320

     attatttggt gttttggtac tgaaaaaatt ttcattacat ttatctgcta aatctttcgg    445380

     tatccaccct ctataaacca aataagaagg aacaaaaata caaagcaaaa atcctaatcc    445440

     tattttattt aaataaggga cactatcacc aataaagtta agcccgtatc ctaagataaa    445500

     aataataaat aaaggggtta aaagagggtg atataatttt tttattcccc attctttaac    445560

     tgcaaaaaga tgtaaagcat aaacaactac aaaaaaaaga aacattaaag ggtgaaaacc    445620

     aaaaatcttt atttgcttgt cttttttcat tataaattac tccgattctt cacaaaaaat    445680

     aaaataacta ataaattcat aaatatgatg taatataaat aattaatttt ataaatgatt    445740

     gataaattat tttttgtgat ttttttattt tcaaaattat tacctaaata attaattatg    445800

     cattcttaaa taataaagtt aacaatcaaa ctagtttttt aattaaacta tttcctgtca    445860

     tttcttgagg ttttttaatt tccaataaat ctagcattgt gggcgcaaca tcacataaag    445920

     accctggttt taagacaaca tttttatctg taacaatgaa aggaactaaa ttagtagtat    445980

     gagctgtgtg tggattccct tggttatctt tcattttttc ggcatttcca tgatctgcta    446040

     caatacaagc tttgccttta actgcaaaaa tagcgtttag aacttcttta agacaactgt    446100

     ctactgtttg aaccgcttta atagtagcat ctaaaaaacc agtatgtcct accatatcag    446160

     gatttgcaaa attaagaatt aaagtatcgt atttacgaga aaaaatagca gttttagcag    446220

     cgttggtaat ttctaaagca ctcatttcgg gtttaagatc ataagttttt actttgggag    446280

     aaggaattaa gattctatct gcatttttta attgtagttc cttgccacca tcaaagaaaa    446340

     aagttacatg aggatatttt tcagtttccg aaattcttag ttggtgcatt cctaaattgg    446400

     caattacttc accataaata ttttttaaag tttttttttc aaaagcaact acacttttaa    446460

     cttgaacgtt gtattgagtc attgttacca aaaaaagatt atttactaat ttattaccgc    446520

     aaaaattggt tttgccctca gaacaaaaag cattagtggc acaaggatta gatagagcag    446580

     ttgcaagacg catagcgcgg tcaggacgaa aattaacaaa aataactgca tcattatcat    446640

     caattaaacc atttggatca gtaatgaaag gagtaataaa ttcatctgta attccttgat    446700

     tataaaaatt ttgcatagtt ttttctaatg acaaggtaat aacaggggct tgtttggatg    446760

     taagcatatt atagactaaa ttgatgcggt cccaattatt atcacggtca agagcataat    446820

     atctaccagc aacagaagca atattaaagc cgtaatcaag aaggttttta atgtaattaa    446880

     tgcctgaatg agtgcctgtg tctcttccat cagtaaaagc gtgtaaaaag gtgttgtttg    446940

     ctaagttatt ttcttttaat aaatcaaata aagctttaaa atgatctaaa tgagaatgaa    447000

     ttcctccatc agagataagc cctaaaagat gaattttact gttatttttt ttaacatgtt    447060

     cgatggcttg gagaaattgt ttgttagtaa aaaaagtttt atcacgaata gctttattaa    447120

     tttgagtaag tgattgataa acaactcttc ctgctcctaa attaaggtgt cctacttcac    447180

     tatttcccat ttgaccctgg ggaaggccca cttcttcacc tgaggcttta agagtggtgt    447240

     tgggaaagtt ttttaaaaga taatctagat agggagtttt tgccaaatga aaagcgttat    447300

     tttctttttg gtcggttaag cctaagccat ctaaaataat taatcctaca aattttttag    447360

     tcatattccc aaactcctta catcaaaaga ccatcttaaa cgatggtctt gtcaacaata    447420

     atgttatttt gtttttagtt gggatttatt ttttcaaatt ataaaaagtt tttaatccta    447480

     aaaagggagc ttctactaat tggtcttcaa ttcttaataa ttgattgtat tttgcaatac    447540

     gatcagtacg cgaacaagaa ccagttttaa tttgacccga attagtagca acagctaaat    447600

     cagcaatagt tgtgtcttca gtttcgccac tacggtgaga aataacagcg gtgtaagaag    447660

     ctttttttgc catttcaatt gtttctaggg tttctgttag agttcctatt tgatttaatt    447720

     taattaaaat agagtttcct attttgtttt caattccttt agctaatttt tgggtgttag    447780

     taacaaatag gtcgtctcct actaattgaa tttggttacc taatttttgg gttaagtatt    447840

     tccatccatc ccaatcattt tcatcaagtc cgtcttcgat tgaaataatt ggatatttag    447900

     caactaaagt ttcgtaataa tgaactaatt ctttgctact aaaagattta ttattttcag    447960

     atgcaagaac gtatttttga atttttttat cataaaactc ggaagctgca acgtccattc    448020

     ctaaaaaaat atcttttcct ggctcgtatc ctgcactttt gatagcttcc aaaatgattt    448080

     gtaaggcttc ttcgttagaa ttaaggtcag gtgcatatcc accttcgtct cctactgtag    448140

     ttggaagccc tttttgtttt aagatttttc ctaaatggtg aaaaacttca gccccgtaac    448200

     gtaaagcttc tttaaaagat ggtgctccaa ttggtaaaat cataaactct tgaaaatcaa    448260

     cactgttaga agcgtgagct ccgccgttga taacattcat cataggaact ggcatttgtt    448320

     taggccaaac gcctcctaca tattgataaa actcaagatt taagtagtta gctgcagctt    448380

     tagcacaagc caaagaaaca cctaaaatag cgttagcacc taaattagat ttgttgggag    448440

     ttccgtcaac tttaattaat aatttatcaa ttaaagtttg ttctaagaca gaataacctt    448500

     ctaattctgg ttgaataact tcagtaacgt ttttaacagc ttgcaaaaca cctttaccta    448560

     aaaatctttt ggcatcacag tctcttagtt caactgattc gtgttgtccg gtagaagctc    448620

     ctgaaggaac aatagctttt ccaaacgctc ctgattctgt ataaacttcc acttctactg    448680

     tagggtttcc tcttgaatct agcacttcgc gtgctaaaat gctttcaata tatggcataa    448740

     ttaatactcc ttttttaaat tagtttttaa ttataaaatg aaaaataaaa taaattttgt    448800

     ttgtgggaca aatatttaaa tttactaacc ataaatatta taatggtttt ttgctaaaaa    448860

     atgtatttta atgtgtaata aatgaatatt tttgtaataa ttgcaattat ggttttaata    448920

     aagcaaacat tttttgtttg tatatttcta ctccgtgttg attaaaaggg ttaattccta    448980

     acaacaaacc tgacattgca caagcttttt ggaaaaaata cgctaaatat ccaaaatgat    449040

     aggcatccaa agtaggaatg acaatttcta aattaggaac ttttccttca atgtgggctt    449100

     gtctagtggc ttgaagaatt ttttgattaa tttgagaata agtttttcca gctacataat    449160

     taagattgtc aagttcattt agaatatgag gaacaacaca atcatctttt attgatgaaa    449220

     catttaaaac tgtttcaaaa agcattttgg tgccttcttg gataaattgc cctaaggaat    449280

     gcagatcagt agaattattg gtggctccta caaaaagccc tttttcttct ttgccctcag    449340

     attcagcaaa taattgtttc caccattcag aaaaagaaag gagatttggt tcgtaactta    449400

     ccaatatttc catttttttg ttttgttggg tatggaataa ataccttgct aaagcgtact    449460

     tataggcttg attttgcaaa aggtcttctt gaaaagtatc gtgataagat tgcaaagcac    449520

     ctttcatcat tgaggcaaca tctaaattag caaaaacaaa aggaaggatg cctacgcttg    449580

     taaaaacact aaatcttccg cccacagaat caggaataac aaatgtttga taaccttctt    449640

     taagagctaa atttaacaaa acgccttttt ggctgtcggt agttacaaaa atacgatttt    449700

     tggcaagttg tttgccatat ttttcttcta tttctttttt caagattcta aaagcaagtg    449760

     ctggttccaa agtggtgcct gattttgaaa taacattaat tgcccaattt ttgtttttaa    449820

     gaaaatggag caaattagtt aagtaattgc ctgatacttg atgacctgca aaaagaattt    449880

     ctggcttagt ttttttaaag ggtgtttgca aaaattcaat tcctgcttta gctcctaaat    449940

     aagaacctcc aattccaatt actactaaaa catctaaatt ggggtggaaa ttttttagtt    450000

     gtttcatttt ttcaatttct ttaaaatcaa aatgtaaagg tagttctaac caacccaaat    450060

     atttttcttt tagttgtttg tcttgatgta atttttggtg tatggactta atttgagggg    450120

     cataagtttg ggtatgtttg cgccaatcta aaaaattata aatcccttca aggtttaatt    450180

     tcaacattgt gtaattttac tccttttatt tttttttatt tggtgcttta ttctattttt    450240

     attaaatatt ttattctcat tttatttaaa tattttaaca ttttttaata ttgtattagt    450300

     ttttaattaa tagttttggt ttgtaaagca ttatttttat ttttcttaaa acgtgggatt    450360

     tggttggttt tgttttggcg caaaaaagag taaaataaat aagtggttgt aaaaaagaca    450420

     ataatattgc ttccaaaagt acttaaacca cattgagtag catcagaaat tgaaacatct    450480

     aaatttaatt ggggtaatat atcatgcaaa aaccataaaa tagttatcct taaaacaact    450540

     cttaaaagat taattacaaa aataagatta gcattttttt tataagatac gacataaccc    450600

     atcattaaag aagtccatac agaaaaaaac aaagaagttt gttcccaatt gaggatttct    450660

     ttaaaggatg ttatttcttt tttggtaaaa tctttttcgg gttttaagac gcgcaataat    450720

     tgttcaccac aaaattgatt tataaatact ccaataattc ctataataaa agtaattaca    450780

     acaatatttt taaagatttt aaaagttttg ctattacttt gaaaagtaac actttgagat    450840

     actatagcag attgactatc ttcaaaagaa ttagaaatag cataaaaaat accattaacc    450900

     gccataacaa atccaaaaat atctactaag ttttcttgag ctttggtaaa ataattgtcc    450960

     atcatatcaa gaataatgag ttttccaatt tcataagtag atttggcaat aattaatgtt    451020

     cctgctaatt taaggatagt ttttactgtg cgtttagaaa agactaggtt ttttaattgc    451080

     aacttaaaaa tatttttaga actaaacata caataaaaag ttaccaaagt aagtaataaa    451140

     ttagcaatta aatcagatag ggctaaatca attaaattaa cttggttttg tttgattgct    451200

     ttaaaagcaa aagaaatact aattcttgta atgataaggc aaatattaag gattaaaaca    451260

     aatctagttt tttccttggc gcgttccaat ccaataaaaa ctgcattgat agtaatagct    451320

     acaaaagtaa ttaaaataag ataataatat gtaagtccgt tttggctacg ataactttta    451380

     tttaaaaata tatctccaaa tggagctggc aaaaggacac ctaaacccaa aaccaataaa    451440

     aagaataagg aagaaataat tgccaataaa aaagctaggg tagcatattg tttggctttg    451500

     gtaaaattct tttttttata ttctctagct actaaaataa cacccgctcc acccaaagct    451560

     atagcaacac tttgcaaaat ttttttaatt tgtgccatat aagaaatggt tttatctaaa    451620

     ttggtgctgg aattgggttc gtttccgata atataaaaat caatagatac agataattgt    451680

     tgaaataaca aataaatagc aatgggaaaa gtaagaataa ttaaattgat ccaaataggt    451740

     cttttaaatg atttaggggt ttggttggtg ggtttggaaa agtgtggcac atgatttttt    451800

     tcagcagaca taaatatact ccgttttatt ttttttagta tttatatcaa aatcaattgt    451860

     gatttatttg gggtttcgaa tttggaagta caaaagttaa ttttgataaa taaaatattt    451920

     tattctacaa tcattttaca acaatttaga taccacatta aataattcat ttttttcata    451980

     agttttttca aaaagatcac caaaagtagt gtaatgcaaa ttaagtccac aagtgccaac    452040

     agcacaatta aaaatgtttt tttgcaataa agaaacggca taacttccca ttctaaaagc    452100

     aagtaataag tcttctgcag ttggtttacc acctctttga atgtgtccta aaacttgggc    452160

     tctagtttca aaaccactgt aattttctac ctctttggct aaacttaaaa catcaaaaat    452220

     gtgttcagtg acaactacaa tagcatgtct tttgtttgct tggcgcaaat ctttaatttt    452280

     ttggcaaata gtttgttggg ataaaagatt ttcgcgagta acaataacgt ctactcctgc    452340

     agcaagccca ccaaataaag ccaaatctcc tttgttgcga cccataactt caataatact    452400

     gcatcgtttg tgagaaacag aagtatcgcg caatttttcg atggcatcta caatattatt    452460

     gagggcagtg ctaaatccaa tagtaaaatc agtggtgtaa atatcattgt caatagttgc    452520

     tggcagtcct acgcatttga tgccaagttc gttcaatttg gatgctcctt tataagagcc    452580

     atcaccacca attacaacta atttatcaat tcctaaagtt tttaaatttt ttgcacattg    452640

     tttgcgcaca tctaaattat ttggaaaatc taaaaaacgc gcagttccca aaaaagtacc    452700

     tgatacgtta agaacgcgag gaaatgtttg aggatttagg agttcaattt ggttattaaa    452760

     aagccctaaa taaccatctt tcacgccgaa aacttcaaat ccttgttttg aactttcaaa    452820

     aactaaagca cgaatagctg cattcattcc aggagcatcg ccacctgaag ttaacacagc    452880

     aatttttttg ttttcttttg ttttttggtt tttatttttc attttaaaat taagtctcct    452940

     ttattttttt aaatattgtt ttatcatttt tttggtaatt gttttttaac aaaaccgcgt    453000

     acgcgagtta aaatgaaaat aaatgaaata aataggttgt taaatgttaa taagtaaaaa    453060

     aatagtatac ttgaaaaatt tccaaagtgt tttaaaaaat aataaaatat aatatgattg    453120

     gtttggtttg gttttaaaat ggctttcttt tatctttatc caaaatataa attattattt    453180

     taagtaaatt tttgggcatt tcaaaaacta actaatattt ttttatgaaa aaacttttta    453240

     tgctagtctt aggatttttt gatttattaa cagctacatt taaattgtat acgaattaat    453300

     caaatattgc aattaaaacg tattattttt atgctttttg taaaaatttt gtgatatttg    453360

     ggtctttttc gaaaaataaa actaaaatat tgcaaaaaaa tatttattgt ctaaaaaaag    453420

     tttgcaaaaa aataatgaag ttgatttttg gaataatttt attagctttt tgggttgggg    453480

     tttcattttt ttagttgttt tttatcttta ggagtagcaa aaatattaac acttattttt    453540

     ttatatgtta tacttaaaga gtagttaaga aaacaatttg cagttatttt agatttaata    453600

     agtatttttt tgttatgttt tttcattaaa gatgcttgat aaaagaaaac aaaaaaattt    453660

     aaactaaata atcctaaaaa ttttttttga aaatctttaa aaatccttaa ataactgcca    453720

     tttgtttttt aaatttatac tttttttgca caataaatgc aataaaaaat aaatataata    453780

     atttatcaat ttatttcaat taattttaaa tcaaaaggaa ggttttttaa ataaatgacg    453840

     aaaaacaaat taattaataa aaaagataaa ataagtaggt ttgttttgga gggaaactta    453900

     ttaaaagctt tatggattat ttcttttcct attgttgttt ttaatgtttt taaagcttgt    453960

     ttcggtagtg ttgatacttt ttttgcagct ggtctaccag aaggagttca aagctacatt    454020

     caattttcca aatctgctca aagcattgta gaagcagtag gggtttgttt agggattaca    454080

     ggagttgcat taatttcacg cgaagtgggc aaaaacaaaa atatcaaatc tttaaaagct    454140

     cgtaaaatag catctagcgt ttttgtttta ttattcgtag taagtttgat tgtagcttgt    454200

     gttatgattg gtttctcaag tcctatttgt ggtctttttt taaaagaaaa attaattaac    454260

     ggagtgtcaa tgccaatcac aacagaggaa aaaaaccttt gcattaacgc ttttagatta    454320

     caaatgttgg gaactatttt agccgctatt aatgttttct ttttaggaac tgaaagaatt    454380

     ttgggaaaac ttaaaaaaat tttggttcta aactgtatta tgatgggttt aaaaattgga    454440

     ttaagcactt tatgttttgg cattaaagga attggtttag aagcattgtg tcccaacgtt    454500

     ttggggttgc aaacagcttc atgtcttgct tatttatcta ttacaatggt tgcttttttc    454560

     actcttttta acaaaaaaaa tcctttattt ttaagtttag gtgatttttc ttttaaaact    454620

     tttttacaag acaaaaaatt acttaaaact attttgaaat taagtattac tttaacatta    454680

     ggaaaattta tttatgaagg cggaagaatg tttaccttat ttatggtaga tagcacatat    454740

     gataaaccat ttttagctgg aacgcctttc gaatttaaag gtttgggcgg cttaggtgca    454800

     attggagttg ctgatagcat cattacttta tttgctcaaa tatctttttc gttaaaagaa    454860

     gggcaattaa tgattgtttc tgaaaactta ggaaacaaaa ataacaaaag agcgattaaa    454920

     actttaattc ttacctcatt gtgttgtttt ttagtatttg cagttatgta tttaatttgt    454980

     gctcctaaag aatattgggg acttggtttt ggtgatgatt tatgcttatt ttttaaaaat    455040

     ttaggtaaag cagaaaaaga ccaaatgaca ttaaatatgt tgcatgaaaa aaacccagga    455100

     tttaaatctt ttttgttagg tgctctttta acaactggtc tattaactac acaattagaa    455160

     gttttttcta cttttttaat tgcagctaaa caacctaaat atgatttatt tttaagtttt    455220

     ggtcgtgttt ttctttttag aatacctgcc ctttatttct ttagaaatgt ttggcttgga    455280

     aatgaagaaa aaacaagcat taaaataaat aatgcatatg gatttgccaa tttcagtgct    455340

     aattgcatta tgttgatgtt tatggttttt gtatgtgttc gttttgtgta taaattaaaa    455400

     aaagaaaaga aaccaaaaaa tttcaaataa attcataaat caaaaaagac tatcaattga    455460

     tagtcttttt ttgttatata aatgacttga aaatattgca aatagtaaaa taaatttttt    455520

     atttttttaa tgaaaaaaac tttaattttt ttgaatttta acaatatttt tgcattcagg    455580

     aaaacgactg caacctaaaa aattaccata gcgtcctttt ttaatgagca aaggggcgtt    455640

     gcataaatta catttttgat cggttttcat atcgggattt gtttccaaag agcttgtttt    455700

     ttcttttaaa gaaacaatat ttttgcattc aggaaaacga ctgcaaccta aaaaattacc    455760

     atagcgtcct tttttaatga gcaaaggggc gttgcataaa ttacattttt gatcggtttc    455820

     gatatctttt gttttttcta atttttgatc ggctatttga taaagttgct taaaagcatc    455880

     ataaaattct tgcaataatt cttttttatt gactaatcct gaagagattt tatctaaatt    455940

     ttcttccatt ttggcagtat atttgacatc aataatttgt ttaaaaaaca attctaggtt    456000

     tttagtggtc aaaattcctt gttctgtagg aacaaaacgt ttttctacta aatcaacata    456060

     gattcttttt ttgagagtaa aaatgatttg agaataagta gaaggtcttc cgatatttag    456120

     tttttctaaa gttttaatca aagtggcttc agaaaagcgt gatggaggat tagtaaattt    456180

     ttgtaaattt tggatttctt gaggcaagta agtttcattt gatttaaaag aaggaataat    456240

     tttatctttg tcaccatctt gcaaaagttt ttgatagcca tcaaaagttt ttatcaaact    456300

     ttcagttaaa aaaagatggt ttgcaacttc aaaaaaaact tgagtttttt gaaatatagc    456360

     aggcgtcatt aaagaagcca aagttctttg ataaataagt ttataaagtt tattttcgta    456420

     tttatcaaga tgaggggcta aactttcggg cgttttagat aaatcagtag gtcttatagc    456480

     ttcatgagca tcttgcgact ggggtgtttt agaatttttg taagtaccta aatattcttc    456540

     accatattgc tttttaatta atttttgagc atctttaaca aaaatgtctg caagtctttg    456600

     cgaatctgtt ctcatataag taattaaccc tttagattcg cctaaaatat caactccttc    456660

     ataaagtttt tgagcaactc tcataacttg attagaagtc atatttagac ttttaatggc    456720

     ttcttgttga agtgtagatg taataaaggg cggtttaggg aattttttgg tttcttgttg    456780

     ttttaattct ttaactaaaa aagatttgtc tttgatttgt tggacaattg taaaagcttc    456840

     ttgggctttg atttttcctt tgtaaggatt ttggtattcc gcttgaaaat ctttaaaaaa    456900

     agcagtaata atatagtatt cttcagggac aaaagctttt attttttctt ctaaatcaac    456960

     aattaattta agggcaactg attgcaccct tcctgctgat tgcgatttaa gtcttcttac    457020

     caaacgcgac agtttaaaac caatgatgcg atctaacatt ctacgagttt cttgtgaaaa    457080

     aactaatagt tcattaattt ttcgaggttg ttgcaaagct tttaagactg cttctttggt    457140

     aatttctcga aaaacaattc tattggtttt ttgggaatct aaattaagaa tttgtgataa    457200

     atgccaagca attgcttctc cctcgcggtc aggatcggtt gctaatagaa cctctttgcc    457260

     tttagttttt tggataagag tttctacaat gttatctttt tctttaataa tgctgtattt    457320

     aggaataaag cctttttcga tgtcaattcc cattctgtct ttgcctttta gcgacaaatc    457380

     tctaatatga cctttggaag ataaaattaa aaaatcatca tttaaaaaac ggcttaaagt    457440

     tttggtttta gtaggagatt ctactataat aacttttgat ttcatttttt gggctccctc    457500

     tcaataataa agatatgttt ggtttggtaa ttaattgttt ttcgtttcta ttttttggtt    457560

     tggtagtttg ttggtttttt tataaaagtt tttcaaagag ggataaaaca tctaagtcaa    457620

     aatttaattt tcctaagtta ccttgcctta tttcttgcaa taacatttga taaactctag    457680

     attgatcaac tttttgattt ttattacaaa tatttctttt ttgtccgata atatcaacta    457740

     aattagtgtt tgataagtca ttttggttta aattgaagcg tttttgtaaa ttgctgccat    457800

     aatgttttgt aagatagcaa agtgcgtgaa tgcctaattt ttctaaagga aaaatggaat    457860

     ctttaaaaca gcctgcaagc gctaatgcca aacttatgcg aggatcagaa aaattgtgcc    457920

     ataaaactcc tggagtatcc aaaaactgga tattgggttt agcaatatca atccattgaa    457980

     tgcgtttggt agtgcctgct aaattagctg tttttaaaac ttttttttgt gcaaagctgt    458040

     taattaaagt tgatttccca acattgggag ttcctacaat catagcttta atgttaggag    458100

     tttgggttgc tattcttcta gatttaaaaa gggagttctt ggctttgatt gttgttaaag    458160

     ctttttgata tatttcttga attttagggg atttaatagc atcaattgtt aaaacaggaa    458220

     tttgtttttt gttataatta gcgataaaat tattgatttt gcaaggatca gttaaagaaa    458280

     atttatttag caaaataagg attggttttt ggcgttggtt aattaaagaa aaaatttgag    458340

     aattgagact tgacagagga attcttgcat ccaaaattac taaaacaata tcaaccaaag    458400

     ataaattatt tttaatttgg tcaaaagttt ttttcatatg accaggaaac caattaaatg    458460

     ttttcattgt taaacctatt tcttttgtta agtaaattac tcttttgcac tttgatctga    458520

     gtttaattta taaatagtat caaaaacttt ttgtagatct ttttcaaggt cttcttcagt    458580

     ttcaaaaatc tttttactgt aaattttata aacttcttcg cctgtaattg caatcaaaga    458640

     aactcctatt tgatgataaa ttagttctaa gggtttgtca aaaattattt ttttaaacca    458700

     atgaaaagga tttaaaaaat ttctgatatt attaaaagta ttagttactt tggcaacttt    458760

     ttgatacttt tgaatcatgt tttttttaac aaccatttct ctaattacaa agattctttt    458820

     taaagtcatt ttgcgaaaca ttctcaaaat tttgttttgg aatactttgt caactctttg    458880

     atttatgtaa aacatcaaaa taagactttc atcaatggta agttccaaat agggatattt    458940

     ggagctggga taaaattggc ttgagatttc taaaattaat tctcggatag aagttatcaa    459000

     aaaaatccca aaatttcctt tatccttttt aattttaact ttgaaatctt ttttcttagc    459060

     ttcaattaat ttaattattt cttgttgact aacatctgtt ttttctagtc tatgagctga    459120

     taaagttttt ttcacactac gcaaagaaag aagacaataa gtaaaagagc ttaaaataac    459180

     accagaaaga atgccaataa agaaagtgtt aaaaaaagca aattgttttg ttatgttgaa    459240

     aaatttttcc caaaaagaca cactatcatt atcctttttt catttttttt ataattttta    459300

     taaatggatt caaacataaa acactatata aaggcaaaat gtagaaggca tgaactacct    459360

     ataattatat aacaaacaaa gaaattaaaa aacataattt ataaaaaata taagaaaagg    459420

     gttcaaatgt tgttgataaa acaaaaaagc agtttaaaaa tgcaaaaaaa taaggttttt    459480

     tatttattgt tgtctcttga taaataaagt cctgtttcag tattgataat aattttttct    459540

     ccaatattga taaaaagagg aactttaatt actaaacctg tttctaaagt ggcatctttt    459600

     aaagaattag ttttggtatc tcctttggct ccaggttcgg tgtaagctac tttaatagaa    459660

     attttttcag gtaaactgat gcctacaatt tcatcatttt cataaaaaat aatatctact    459720

     aaaagtcctt cataaagata tttaagaaaa tcttttaatt gatatttgtt aatttctaat    459780

     tgttcgtaat tttgagtatt cataaagata taattatctt ccaaaacata aatcaattgc    459840

     atcttaattt tagtaattaa ggcaggttgc actttgatac cggcgttaaa agtgtagtca    459900

     atgacactac ctgttcttag gtttcttaat ttggttctta caaatgcaga acctttacca    459960

     ggtttaacat gtaaaaattc tagaatttga taaatttggt tgttgaattt aatagttttt    460020

     ccagttttaa aatcgtttgt attaatcata tttctaatta ctttcttatt ttttggaatt    460080

     gttttttgtt gttttaatta attaatcggt ttttaaaaaa ttattaataa ggccaatagt    460140

     ggttttttct aaatcagggg ataaggcgtc tagaatcatg ggcttaattt gatttttaaa    460200

     ccaagttttt tggcgtttgg catattgcat agttttttga ataattaagg ttttggcttg    460260

     gtctaaagtt atttttcctt ctaacaaaac tttaatttcg cgataaccaa taatattaaa    460320

     attggcgttt ggaaaaaaag tttgaatttg gttaacttct tctataaaac ctttttttaa    460380

     catttgttcc aatcttaaaa taactctttt ttttaaaatt tgtctatcaa tatcaagata    460440

     aaaaattaga gaagaatata gaggattgtg ttttttattt ttttgtgatc ttaaagtgcc    460500

     tgaaagtaaa tcttgataag cgcttaggat gcgacgagga tttttcaaat ctaggttcgc    460560

     aattaattga ggatcttttt ttttaataaa atcaaccata ttttctattg cagtcaaaga    460620

     aataggtggc aaaaacaaag atttaggagt taattcataa tcaaaaagaa ctgatttaag    460680

     ataaagcccg ctaccgccca caaataaagg aaggggcatt tcttcgattt ttttgcgtgc    460740

     atctttttga aaataataaa tattataatt tgttccaggg gtaagaaaat ctaaaagatg    460800

     atgtttaatt ccttgggctt cttcgatagt tattttggca gttccaatat cgtatttttg    460860

     atacatttga agagaatcgc aattaattat ttctaaatta aattttttag ctattttaat    460920

     agaaaggctt gtttttcctg aagcagtagg acctgtaata gcgattactt ttttcataat    460980

     tttcctttat aagggtagaa gtgtttttag ggggggttat taaataatta aaaaaccaga    461040

     ataaaataaa aaaatgcaaa gtgttgaaaa acaaaaaaag tttaaagaaa tacagaaaat    461100

     aattttgatt ctttatcgct tagttttaat aaaacaaatt ttatttcatt ctgataaatt    461160

     aattttttca atagttttat taggtttaag agtgacaagt aaaccgttta attgtctttt    461220

     tccttcggca ttaggccttg aaacaacgcg attccctaaa aaagattcaa ttataggttg    461280

     tttttcttta ccaataacac catctttggc tcctgtcatt cctgcatcag aaatataaag    461340

     agtgttgtga gggaaaaggc gttcatcatt agtttggacg tgggtatgag tgcctacaat    461400

     agcatcaatt ctaccatcaa aataatgagt taaagcaatt ttttcactag tagcttcggc    461460

     gtgaaaatcc aaaaaagaaa aatcatattt agctttattc tgttccaaaa cattatcaat    461520

     agttttgaaa gggcaataca atttggggtt aataaaaaca cgccctaaag cattcataac    461580

     taaaattttt ttatcttcgc aatcaataat tttataacct tgtcctaatt gttgagtgtc    461640

     attgatggga cgaattacat ttgatttgtc aataaaattt ttgatttgtt tatttttcca    461700

     aacatggttt cccatagtca tcaaatcaac acctaatttt tgtaattttt tataaatttt    461760

     aaaacttaaa cctttaccat tatcagcgtt ttcagcatta gcaataatga gattaggttt    461820

     ataaatttct tttaaaaaac ccactttttc ggcaaaataa ctaattcctg ggtttccgta    461880

     aatatctcca ataaacatta ttttcatgaa ttaattatct cctttggtgg attataattt    461940

     agccatttcc acagctctgg tttctcttaa aacagtaact ttgataacac cattgtaaat    462000

     aatttctttt tcaatttgtt ctttaatggt gcgggcagtt tggaaaataa aattgtctgc    462060

     gattttgtct ggttcaacga taacacgaat ttcgcggcca gcttgaatag cataagattt    462120

     ggcaactcct tttgttgaat tggcaatagt ttctaatttg gttagtcttt gaatgtagtt    462180

     ttctactgat tcttttctgg ctcctggtct agcggaagat aaagtgtctg ctattgcaac    462240

     taaagcagcg ataattgatt ggggttcttg atcttcgtga tgagaagcaa tagcatcgat    462300

     aacttctttt ttttctttgt atttggaagc aatagaaaca ccaatttcta cgtggcttcc    462360

     ttccatttcg tggtctagag ctttaccgat gtcatgaaaa agccctgctc ttcttgcaag    462420

     aatttcattt tcgccaattt cagaggcaag tttaccagct aaaaaagcta cttccaaaga    462480

     gtgttttaaa acattttgac tgtaactaat gcggaagtgc agttttccca aaattttaat    462540

     taagtcaggg tgaacttcgc ctattttagt aataaaagta gcttcttcgc ccatttcttt    462600

     aataaaattg tctacttcta tggttgaagt ttctaaggct ttttcgatgc gagaagggtg    462660

     aattcgtcca tcagagacca aaaattctaa agtttttttg gcaatttctc ttctaatggg    462720

     gtcaaaacta cttaaaataa cggtgcaagg cgactcatca ataattaagt ctactccagt    462780

     taaaacttcc aaagacttaa tatttctgcc ttggcgtcca ataatccgtc ctttcatatc    462840

     ttcgttagga atgttgacaa cgctaatatt tttttctcct gtaatatcac cagaatattt    462900

     ttgcatggct aaaactaaaa gagttttggc ttttttggat gcttcgcttt tggctttttc    462960

     ttcttcttgt ttaatatatg acatcatttc ataagtggtt tggtctcttg tttctttcat    463020

     tatgatttgt ctggcttgat cttgtgttaa ggaagctatt ttttctaatt gttgtttttg    463080

     ggtgtttaaa attgtttctt gttctttgat ttgttgttct aggttttttt tagtgtggct    463140

     aattatttgt ttttcagaat ctaaatgttc ttctctttta tttagactct cagttctatt    463200

     gttaagcaat tcttcacgac gattattttt ggattctaaa tcaacaattg tattagttct    463260

     ttgttctaaa tccagttcta atttttgtct taaagaagct atttctattt tggcattacg    463320

     catcatttct tgttcgcgtt tttgcaaatc tttttctttt tcttttagtt tgttatcaaa    463380

     tgcttgtttt ttttcttcta atttcttttg attaaaaaaa gaatacaaaa aatagccgat    463440

     aattgatcca caaattaaag ccaagaaaaa aagagaacaa cccattgtac aatggtctcg    463500

     ccaagaagca tctttcatat ccttgatacc tttcttttca ggaggttaac aaatataaaa    463560

     taattgtttt gcctcttttt ctttttgaat ttagtttaat gatttttaat acaaaacaaa    463620

     aaaatagtga aaatagatgt tttgatgcaa ttttatcatt aaaacgataa ataagtttgg    463680

     ttttttaaat attgataatt aatttataat taattttgaa tggggtgggt tgaaagtttt    463740

     attatttttt ttaatttttt tcagtacaaa atttcatcac taaatgaaaa aaataaaaat    463800

     gtataaattg gagttttaaa aaaaataata aagtttggtt ttgcaaaaaa attcatcaaa    463860

     aaccatgaaa aaatcaatgg tttagtgatg aatagtggta aaaataaaaa aacttaaaag    463920

     ctaaccttaa aaaggttagc ttttgtaata aaaaatattg aattattata tattagaaaa    463980

     atatttgaat tttttaatgt aattaataat caaacttttt ttggtaattt ttttttagtt    464040

     tccgtaaagc ttttgctaaa agcgcttgat aatttatcag aaaaagattc tattgattta    464100

     gatactttcg gagaattaat aactttttca gctatttctc ctgatttttc aataaataaa    464160

     tctttccaag tttttttttc taaaatagaa ggggctgagt ttgggttttg tgtttcatca    464220

     gaagatgatc cttgaggcgt ttcttcttct aaagaaaaaa atataataat aggaatggca    464280

     agtaatatca aaataaaaac gctagtaata atgatttgct tggaagtaaa tttaataata    464340

     aaatgatatc ctttgattgt ttaataaaaa ttatgcaaaa aattcaaata aagaataata    464400

     ataaataata caaatttgaa tgcataattt tttgaatttt aatttgaaaa atataaataa    464460

     ttttaataat ttaattaata aaatatataa gatcctaaaa aaaaaattag tatccgtaga    464520

     tattatataa taaatcaaaa aaatatttgc aaaataatgt taaaaagtgg ttaaaaatga    464580

     tttaaaaatc tatcttttcg tttttggtgt tatttttgga atttttattt tcttttttgc    464640

     gaacttctaa caatttttga taacgttggt ctaaggtttt ttcttttttt tgaatatctt    464700

     caattacttt gagaactttt tccaaagcag ctttcaaatc acaaataaag actttgtcaa    464760

     aatttttcat cgcttgtagc acattttcaa tgcattcaag tttttcttcg ttgttttgaa    464820

     cactttcaaa aatttgaaaa taataatcaa ctgaattaag aatagcaagc aaaatagaag    464880

     ggctcgtaat gataacattg tgtttaaaag catatgatat tatttcagga tcgcaattaa    464940

     tttgggcaaa aatactttca gaaggaataa acataatggc ataagggcag ttgtcttctt    465000

     tgctgacgta tttttgaact tctttaattc tttctttaac gtgaaataaa aaacgattct    465060

     ttaattctat ttggttgaaa gtagcgttaa tataggatag aaagtctgtg gttgggaact    465120

     tcgaatcaat aggaatttga ataaatttac catatccctt acacatcaca tcaactttaa    465180

     gacggttacc gttattgttt gtttttttca ttaaatattg tttttcaaaa actaatttat    465240

     ctttaaaatg agaaatattt tccaaaatgc gtgccaacaa aaattctccg gcttgtcctg    465300

     ttttatcgtt ttgacacaat aatttatgaa tattttgcac ttcttgaaaa ccacttgcat    465360

     tttgttctct taaaactttt aaagaatttt ccagattact tgttaaatgt tgacgagtat    465420

     ctttaatttc tttagttaaa atgtcttgac tttgatgatt taaattgtta attttgtcat    465480

     ccaaacgaca aataacccta gattctgact ctaaaaaagc ttgtttaaaa aaatctttga    465540

     tattgacttg cgtttttttc ggtttggcaa caaaaaaata aataatgaaa gttgcaccac    465600

     ccaaaataag aatcaaaata acggataaaa ttaagattaa taaaataata atttgatctt    465660

     gagacattta ttttgttatt cctttttctt tttttctttt ttagtgtctt ttagtttttg    465720

     agtgcgttaa agttgatata aaaaataaaa aaacaaaaca aaaataaaaa aaggatcatt    465780

     attgagattt gttttttaaa tatttttaat atttatttct tatttagaaa aacaaataac    465840

     ataaataaaa taaaaatgtt tgaaaatgtt tgtggataag aaataaatat taaaaataaa    465900

     tatctaagtg ctaaaaatta ctaaattaag ggaaatgata caaaaaataa aagataaaaa    465960

     ctggcgtttg agaagggatt cgaacccccg accgacggct tagaaggccg ttgctctatc    466020

     caactgagct actcaaacaa acatacaaca aatattatac tataaaatca ttgtttttga    466080

     caaaaaaaca attaaagtag tgaaaatagt ttatttattt aaattataaa agaaaaaacg    466140

     atccaaagtc atttaaatat ctattaaata aaaaagtttg cacaaacaca gaaaaaaagt    466200

     atataataat aatgttgatt tttaatttct aaattaaaat aaaaaaatac aaaagttttt    466260

     taaaatgttt tcaatcaaaa aaataattaa cgaaagacaa gtatttttat caaacaaaac    466320

     taaggtaacc ttttcaaacc ttatcattca acaataagat acgaatttgg tcaggtcttg    466380

     attgaagcag ccataagtta tttttattgt gtggaagata gggtttgaaa aggttatttt    466440

     ttataaagac cccaaaaaag caattttcaa aacaataatt caatgcataa aattaaaaaa    466500

     aacaaaggaa aagaaacaag catatgaatt tttcattttt tcaaaaagaa aaagatttta    466560

     aattattaac taatatttac aactctttac aaggaaaacc atttttaaac caagaaacaa    466620

     cattaagagg aaaagaaatc aaagtagaat tttattattt agatcaaagc aaatattata    466680

     gtactctttt tcaatcacgc caatttgctg tttggacagt tgataaagga gtatgccgac    466740

     ttttggttga aagaaaatat tacaaaaaat ttggagcttt ttatcaaaaa gatataaacg    466800

     atatgtggtt agattttata tggcagattt tccaaaaaga agctacttta atcaaaacaa    466860

     taaaattatt atttgtggca gttttattac ctattttatt aaatgttttt ttacttaacg    466920

     gacatttttc aggttgggta agggttcctg ctttttttgt attaatatct tcttgttttt    466980

     ctatgaatta ttggatgaaa aaacaacaaa aaaaattaca catctttaga gatcaaaaat    467040

     tacaagaaac attagaaaaa atcaaacaaa aattaggaaa agagctttac gaatcattaa    467100

     aagaaaaaca aaaacaattc aatcctactt ttgttgaacc caaatccgat caaaacccca    467160

     atgaagacaa taccggaagc aaagacaaca caatagataa aataaatgaa ttaaattaaa    467220

     caaatgataa ataaatgatt ataaaaccaa aaaaaaaaaa aacaatcaag aaaggtaatc    467280

     aaatgatcta cgatagcatt gttattggag caggacatgc aggtattgaa tctgctttaa    467340

     tattggcaaa aaaacataat actttactca ttacaggctc cttaaaacaa gttgcttcct    467400

     taccttgcaa tccttctatc ggaggtcctg ccaaaggtgt tgtagtgcgt gaaatagatg    467460

     ctttaggcgg tatcatggca aaagctacag atcttgcaca aattcagatc aaaatgctta    467520

     actcttcaaa aggtcctgca gtaagagctt taagagcaca aattgataaa ttagagtatc    467580

     ctcaaattat tttagaaata ttgcaaaaca ctcccaattt aactttattg gaaggactag    467640

     taaacaacct aattatccaa aaaaaccaag ttcaaggagt ctgtcttatt gacggaagaa    467700

     aaattaatgc caaaactgtc attatcacta caggaactta tttagccagc caaattttaa    467760

     ttggagatac caaaaaagcc tcaggaccta atggtgttcc tacaacttac ggtatcagca    467820

     ctcaattaaa agaaataggc ttcgaagtca ttcgtttaaa aacaggaacc ccaccaagag    467880

     ttaaaaaaaa cagcattgat tatagtcaaa ccaaaataca aatgggagac aatttagaac    467940

     aaacatttgg ttttttaacg ccccaaacaa ccaaaagacc acaagaacct tgttttttaa    468000

     ctcacaccaa ccaaaccacc caccaagtta tccgaaaaca tttaaaccaa tcggctatgt    468060

     atggcggtta tgttgaaggc atagggcctc gttattgccc ttctattgaa gataaagtag    468120

     taagattttg cgataaaaac agtcatcaaa tttttattga accagaaagt ctatatttga    468180

     atgaaatgta tctacaagga ctttccacca gcatgcctca acacgttcaa catgaaatcc    468240

     ttaaaactat tccaggatta caaaacgcca aaatcactaa atatgcttat gctatcgaat    468300

     acgatgcttt taatcccaac caactcaaac acagtttaga gactaaaaaa atacaaaatc    468360

     tctttttagc aggccaaatg aacggcacca gcggctatga agaagctgct tgtcaagggc    468420

     ttatggcagg aattaatgca tctttaaaac tccaaaataa acctcctttt gtgttaaaaa    468480

     gaaacgaagc ctatattggt gttttgatcg atgatttgat tactaagggt gcaaaagaac    468540

     cttaccgtct tttgacatca cgcgcggaat ttcgtttgtt attaagacac gacaacgccg    468600

     atttacgcct caaagattac ggatatcaac taggtttaat tgataaaaaa gattataaca    468660

     gttttcaaaa caaaaaagcc aaaatcaacc ttttattgga aaaaagtaaa aattatgaaa    468720

     ttttagtcaa ttcagataat ctatcttatt taaaacaaca aaactcagct agtctcggag    468780

     aaaaaaccac attagcgcaa ctaataaaaa gaccagaatt aaatttttgc actttacaac    468840

     attttttaca agaaaaagca gataaaacca tttatgaaca agtagaaata caaattaagt    468900

     acgaaggtta tattgctaaa gcccaaaaag aagctcaaaa attagcaaga ttagaacaaa    468960

     aaaaaattcc tagcaaaata aattacgcag atattaaaaa tttatcaaaa gaagctaaag    469020

     aaaaacttga tttaattaaa ccccaaactt taggacaagc cacaagaata ttaggagtca    469080

     atcaagttga tatttcgatt ttattagttt atttggaaaa acatcatgct ttactttgaa    469140

     tcattaaaag acaaatttaa actcaacaaa aagcaattaa acaagtttgt tttttactat    469200

     gaatttttaa aaaaagaaaa ccaaaaaatg aaccttactt ccctgatatc tttatctgat    469260

     gtttgctata aacattttta tgattcttta attttaaaag aaatatttga ctttaataat    469320

     gtaactaatc tttgtgatgt tggctcggga gctggctttc ctagctttcc tttaaaaatt    469380

     ctttatcctc atttaaaaat tataatcata gaatcatctt taaaaaaaat caatttcttg    469440

     aaacaattag caagccattt ggaattagat aatgtatgtt tttttcacaa aagagtagaa    469500

     caacatgaca tagccaaaaa tggaagttat gattttgttg ttgctcgcgc tttggctaga    469560

     ttagaaatta tcttaaaatg gtgtgttcct ttagtaaaaa aaaggggtta ttttattgct    469620

     atgaaaggca aaaactttca acaagaatta gaagctagca aaaagataat taagcagatg    469680

     aaagttaaat tagttagcgc aaaagtattt gaattaccaa tgcaattagg aacaagaact    469740

     aatttattat tccaaaccga ataaaaaaag gtaatataat aaaaaaagat cacgaatatt    469800

     cgtgatcttt tttattttct ttcttggcca aataacctta acaaaattaa cattattctt    469860

     aaaaaaattt caattaaaat tgttgcaaaa gccaaagaaa cttgccattc atatttttta    469920

     ggcattcctt gtttaatcat ttgttcggcg taatcaaaat gaaatgccaa aaacatagac    469980

     acaaatccta acataattaa actaataggg aaggttaaaa agctattgta aataatattt    470040

     tcaattgtcc aaatgccaca taaagacaac actaaacgaa ctatataaga aactatcaaa    470100

     gcaaaagagc aatataacat aatttgtcta aatctatttg ttacttttat aaatccctta    470160

     taataagctt gggacatcgc aacaaaaagg ataaaggttg caaaaatagc cataaaggca    470220

     atttcaacta aattggcata aactaaattt agaaaaacaa aaaaaattga taagattatt    470280

     ccttctataa aagaataaat taatccacaa gccttagaaa tttcaacttt ttttaaccct    470340

     gcaaaataaa taccataatt taaaaatcct agcgtaatca tggaaaaata aattgtatga    470400

     atatttagtt tttttaatat cacaggtttt agaattggat aaaaaaacat tgaagtgatt    470460

     gctgtaacac ataaaagcaa aattgttttt aaagaaattc ctttacgagt agcaatgttg    470520

     ttataagtat ttttttcaaa taaagaaaga aagttatttt taatttgggt aaacgaatta    470580

     tttactttat tggattccat ttaaaccacc tttttaaatt ttatttatta ttaaaaatta    470640

     aatttatttt attattctta ttatttaaaa aaatattttc atctttttta aattgcttaa    470700

     taaacaagca catatatatt ttaccttttt ttaaaattaa ttggaaggta ttttgctttt    470760

     ttattgaaaa aaatagtgtg ttttttgttg gtgttgcgaa atttaataat aaatagcgtt    470820

     ttttttggcg cataactaat ttttttatga atgtttaaaa aatatcacat cattaggata    470880

     aaaaaggggg aaatacaaaa aaagataaaa aacccacatt atgtgggttt ttatttatta    470940

     ataaggtttc agtatagtga atttttagtt aagaagtttg gaaactgatc ctgcaccaac    471000

     tgtttttcca ccttcacgaa tagaaaattt agttccttct tctatggcaa ttgggttgtt    471060

     cagggtaact actaattcag cgttgtctcc tggcattacc atttttacat caccttgtaa    471120

     ttcaactact cctgtaatat ctgtagtacg gaaatagaat tgaggacggt attgagagaa    471180

     aaaggcagtg tgacgtcctc cttcttcttt agttaaaaca taaacttgag caataaattt    471240

     agaatgaggt ttgacagaac ctggtttagc taaaacttgt ccacgttgta catcttcacg    471300

     gttaattccg cgtaataaag ctccaacgtt gtcacctgct tgagcaaatt ctagatcttt    471360

     tttaaacatt tctactgcag ttacaatagt ttttctagtt tctttaagtc ctacgatttc    471420

     tacttcatca ccagctttta cttggcctct ttctactcta ccagtaacaa cagttcctct    471480

     accagtaata gtgaaaacat cttctacagg cattaagaaa ggtttgtcaa cttcacgcac    471540

     tgggtcttca atgtaggtgt ctagagtttc gattaattta tttacttgag caacgtaatg    471600

     agcatcacct tctaaagctt ttaatgcaga tcctctaatg acagggatgt catctcctgg    471660

     gaaatcgtat tgagataata attcgcgaac ttccatttct actaattcta aaatttgttc    471720

     gtctggggaa agatcacatt tatttaagaa aacaacaatt tttggaacac caacttggcg    471780

     tgctaataaa atgtgttctc tagtttgagg cataacacta tctgcaccag aaacaactaa    471840

     aatagcagca tccatttgag cagctccagt aatcatgttt ttaacataat cggcgtgtcc    471900

     aggacagtca acatgagcat aatgacgttt ttctgtttca tattctacat gtgaagtttt    471960

     aatagtaatt ccacgttctc tttcttcagg agcattatca atttggtcat aagctctact    472020

     tttagccaag ccacgagcag acaaaacttg ggtaatagct gctgtaagag tagttttgcc    472080

     gtggtctaca tgtccaatag tacccacatt taaatgtgtt ttatttcgta taaatttttc    472140

     attagccatt tttcaaaggc ctccttttta ttatgtttta aggtttgttt taataaataa    472200

     tatttaccat ttaaatttta acttattttt tggcttttca caactatttt gtaaaaaaaa    472260

     tgtttttttg gtttaaaggt tgtctaagcg cgttttttaa taatttcttc agtaatactt    472320

     ttaggagctt tttcatattt agcaaattgc ataataaaag tagctcttcc ttgggtattg    472380

     gatcgcaaaa cagtagcata tccaaacatt tcagaaaggg gcacaaacgc tctaatagca    472440

     acagcgttgg tgcgtgattc ttggttttct aatctacctc ttctagaagt taaatcgcca    472500

     ataacatttc ctacataatc attgggagta actacttcca cgtccataat aggttctaaa    472560

     ataactgggt tacctttagt tttggtttct tttaatgcca tggaagcagc aattttaaaa    472620

     gctatttcgg aagaatcgac atcatggtaa gaaccatcaa ataaagttgc tttaacatca    472680

     ataatttgat atccagctaa aataccacca gcaagagctt cttgaattcc tttttgaact    472740

     gcaggaacgt attcacgagg aaccacacca cctacaattt tattaacgaa ttcaaaacct    472800

     tttcctggat ttggttcaaa acgcatccac acgtgtccgt attgtccgcg accacctgat    472860

     tgacgaatga attttccttc tgtctcggtt tcttgggtga ttgtttcgcg gtatgctact    472920

     tgaggttctg taacatttgc ttgcactttg aattctcttt taaggcgttc aataatgata    472980

     tctaaatgaa gttcacccat cccagcaata atagtttgcc cggtttcatg attggaaaaa    473040

     accttaaatg tagggtcttc ttcagctaat tttgcaaggg caattcccat tttatcttga    473100

     tcagctttag tttttggttc tactgcaatt tcaattactg gttctgggaa attcattgat    473160

     tctaagatga tggtttgtcc ttctgatgct aaagtgtctc ctgtagtagt tgcttttaat    473220

     cctacaactg ctaaaatatc gcctgtgtag gcttctttta cttcttcacg agaattagca    473280

     tgcatttgta ataagcgtcc aaaacgttct ttggttcctt tagtggtatt agttacgtaa    473340

     gagccagctt taactgaacc tgaatagata cggaaaaagg ttaattttcc tacataagga    473400

     tcagtcatca ctttaaaagc taaagctgtg aaaggttctt catctaatcc ggtgcgcaca    473460

     atttcttggt tgtcagaatc aaatccaaca atagctgcaa catcacaagg agcaggaagg    473520

     tagtcaacaa cagcgtctaa cattttaaca acacccttat ttttgaaaga agaaccacaa    473580

     agaactggga aaaaggaagc ttgtaaggtt gcttttctaa tggaattttt caacatttca    473640

     gaagagattg gtttttcttc taaataataa atcattaatt cttcgtctag ggtagataaa    473700

     gtttctatta attcttttct tttagtttgg gtaattgatt ctaaatcgct aggaatagaa    473760

     acaacttttc ctgtttcttg ggaagtgtta tcatattcaa aagcattcat ttctactaga    473820

     tcaatgattc cattaaagtc attttctgat ccaattggcc attgaatagc gcttgcatga    473880

     actcctaagc gttgtttaag agtttcaatt gcataagcaa aatcagcgcc tactttatcc    473940

     attttgttaa caaaaataac tcttggaact ttatattcac tagcttgacg ccaaacagtt    474000

     tcagtttgtg gttctactcc tgcttgagca tcaataactg ttactgcgcc atccaaaact    474060

     ctaagagagc gcgaaacttc caccgtaaaa tcaacatgtc cgggagtgtc aataatattg    474120

     atacggtggt ttttccaaaa agcagtagta gcagcagagg taatagtgat tcctctttct    474180

     tgttcttgtt ccatccaatc catctgagag gcgccatcat gggtttctcc gattttatga    474240

     atttttccgg tgtggaacaa aattctttct gtagtggtgg ttttccctgc atcaatatga    474300

     gcaataatgc caatattacg agttttttct aatgaaaact gacgtgccat cttttttatt    474360

     ctcctataag ttgcaatcac caacgataat gagcaaaggc tttattagct tctgccatgc    474420

     gatgcgtttc ttctcttttt ttaactgata ctccgttacc taaagaagcg tctactattt    474480

     ctttggcaag tctttcttcc attgtttttt cgttgcgttc tttagtgtat ttaacaagcc    474540

     atcttaatcc taaagaatgg cgtctttcgg gacgaacttc ggaaggcact tggtaatttt    474600

     gaccacccac acgacgcgtg cgtacttcca gaacaggcat aatgttgttt agggcttcat    474660

     gaaaaacttc aataggatcg cggttagtaa ttgttttgac ttgttttaaa gcttgataaa    474720

     aaatagtttg agctttgcct tttttgccat cttccataat tgtgttaatg gttttagtaa    474780

     ctaatttaga attgtaaata ggatctggct gtacatctct ttttttaata tgacctttgc    474840

     gggacacaaa aattcaccta ctttctttat tttatttatt tttttgggta tttttgattt    474900

     attcttttta attgtaatta ttttttttct ttaggtaatt tagagccgta cttagaacga    474960

     ccctgtttgc ggttagcaac accagtagca tctagagcac cacgaacgat atgataacgc    475020

     acaccaggaa gatcttttac gcgtccaccg cgaactaaaa cagagctatg ttcttgtaat    475080

     gagtgtccca cgcctggaat ataggcagtt acttcagaac cgttacttag acgtactctt    475140

     gcaaatttac gtaaagctga gttaggtttt tttggggtca tagtagttac acggagacaa    475200

     actcccattt tttgaggaga actgtaatgt ttattttttt tttgcaaaac attaaaaccg    475260

     taacttaatg caggtgcttt agttttggaa gttttactgc tacgacgttt tttgattaat    475320

     tgagaaacag tagacatttt ttatttcctt tcttttttta attttggttg gtttttttag    475380

     taagttcaga agtggttgca ggttcttttg gatatttaaa taaagtagtt tctaaaattc    475440

     ctgttcctgc aggaattaag ccaccaataa taacattttc tttaagtccg taaagatggt    475500

     cagttttccc tttgatggca gcatcgatta gaattttggt agtttcttga aaagatgcag    475560

     ctgaaagtaa agaatcactt cttaaagaag aacgcgtaat tcctaaaata atagggcgtc    475620

     ccaccgctaa acgttttttt tcttctaaca tttttaaatt agctttttta aatttattaa    475680

     tagtaatttc tgtgccaggt aaaagatgag tatcaccttc atcaataatt aaaatttgtt    475740

     taaacatttg gtgaataata atttcgatat gtttgtcgct gatataaaca ttttgggcgc    475800

     gataaacttt ttgtacttct tctaagatgt atttttgaac ctctgttgtt cctgccactc    475860

     ttaaaagttc ttttagatca accgaaccag aagttagttt ttgaccagga taaacaatgt    475920

     tgtttttgct tactaaaata tcaacattag gttccaaaat ataacggtgt tctgtgtcag    475980

     ggtcattttc ttctgtaatt acaatttctg gattttggga acggatttta tcaatttttt    476040

     tgatttttcc ttttaattca ctaattagcg cttttccttt aggtttgcgt acttcaaata    476100

     attcttcgat ccttggaaga ccttgagtaa tatctgaggc agaagcaact ccaccagtat    476160

     ggaaagttct catagttaat tgagttcctg gttcaccgat ggattgagca gcaataacac    476220

     caacagcttc gccaatttct actaatttgt tagtagctag atttacgcca tagtctttgg    476280

     cacaaatacc atattcacaa ttacaagtta aaatacttct aataggaact tttttaattt    476340

     tggcagtaat aatttcttgt gctttagact cgataattaa ttcattacgc gctacaataa    476400

     gggtgttggt tttggggtga caaatgtcgc aactagcaaa gcgtcccata atgcgttttt    476460

     tgagagatac aatttctttg ccatcactca tcatagcttc cacaataaac ccgcggtcac    476520

     tattacagtc ttctttaata acgacaatat cttgagttac gtcaactaaa cgacgtgtta    476580

     gataacctga ctcagctgtt ttgagggcag tatcagttga acctttacgg gcgccgtgag    476640

     tagagataaa aaactcagaa actttcagac cttctcggaa agaagcttta acagggactt    476700

     caataatttc acctttaggg ttattcatta atcctctcat ccctgctaat tgagtaaagt    476760

     tagaaacact accacgcgct ccactttcgc tcatcataaa aatgtggttg tcttgtttga    476820

     attctttcat caaaccttct tgaatttcat cacgaatagt tttccattcg ttaattacta    476880

     aacgacgacg ttcggcatct gttaaaaaac catctttatg ccaagtctca atttgaatat    476940

     tgcgggtttc tacttcttgt aacaattctt gtttattgga gtaagtattg atgtctgcaa    477000

     atgaaactgt aattcctgca atggtggaat acttgaaacc taagtttttg atatgatcta    477060

     gcattttaga agtttctgta attttcattt gtttgaaaaa acatgcaata atcatagata    477120

     ggaatttttt gttgaaaggt ttgggggtgg gaagtttttt taagaattgt ttggggttgg    477180

     ttcctggggg taaaaaataa gcatcagggg ttttaacatc caaattaaac tgggttggtt    477240

     cattaatgta ggggaagctt ggaggcaaaa tgtcattaaa aattaatttt cctaaagtag    477300

     tcattaaata tttttgacgt tgttcttcgg taaatgataa attaattgtt tgtggtttga    477360

     taaaaattct tgtatgaaga tggatttctt tattttgata agcagttttg gcttcgttga    477420

     tatcagcaaa aaaggttcct tcattacgat gtttgaattg gtgttctgca gttctttggg    477480

     cagaatcata actgtttata gtacgatctt ttttttcttc aatcgttaaa tagtaattcc    477540

     ctaaaaccat atcttgtgaa ggagttacta ctggattacc atttttaggg tctaaaatat    477600

     tgttcgaaac aagcatcaat aagcgtgctt cagcctgcgc ttctaaagaa agaggaacat    477660

     aaattgccat ctggtcgcca tcgaaatcgg cattaaaggc aggcgtaact aaaggatgta    477720

     agcgaatggc tttgccgtca attaatttag gatcaaaagc ttgaattcct aaacggtgta    477780

     gcgttggggc gcggtttaaa agaactgggt gttctttgac tacttcttct aaggcgttcc    477840

     aaacctcttc attcattttt tcataaatgg tgttagcgtt ttttttatcg atacctttgg    477900

     tttcttgtaa ttttttcaaa atgaaaggtt tgaacaaaat aattgccatt tcacgaggca    477960

     cgccgcattg gtgcatttct aaatcaggac ctacaataat tacggagcgt cccgaataat    478020

     caactctttt gcctaaaaga ttttgacgga aacgcccttg tttgccacgt agcatttcgg    478080

     ataaagattt aagtggacgg tttttttcga cattgttaac gttttttttg ctagttttgg    478140

     tattatcaaa caaagcatca actgcttctt gtagcattct tttttcgttt ttaatgatta    478200

     aacgaggagc tttttggagc atttgttttt ttaaacgatt gttgcgatta aggatacggc    478260

     ggtaaagatc gttaacttca gtagtggcaa aacgaccacc atctaaagga accatcggtc    478320

     ttaatcctgg aggcaataca ggaataacat ccattaccat ccattcaggt ttgttgtctg    478380

     attgatgaaa agattcgatg atttctagtc ttttaatgat gctttctctt ttttgtttgg    478440

     aattttccga taaagatttg cgaaggactt tgatagtttt ttctaagttg agattttcta    478500

     gtaatttttt aaccgcttcg gcacctgtta aagctacaaa agtgtttcca aattcataaa    478560

     gagcttcact gtattgggtt tctgtaataa tttctttagg tttgaattca gtttttccag    478620

     gatcaattac aacgtaagaa acataataaa ctatttcttc taattgttta gttttgatat    478680

     ttaaaagaat agctaaacgg ctgggagaag aattaaggta ccaagtgtga acgattggag    478740

     tttgtaattc aatgtgcccc attctttcac gacgcacttt ggtttcggta aattcaactc    478800

     cacatttgtt acaaaattga cttttgatac tgacttgttt tttagaacaa gcacattgga    478860

     aatcaactac tgggccaaaa atcttttgac aaaataatcc tgatatctct ggtttatagg    478920

     tccgatagtt aattgtttcg tagctggtaa cctcaccata agaccactgt ctgatttctt    478980

     caggagcagc taaacggatt ttaaaataat cataatctct actaccgtat tctttatcag    479040

     atgaaataga aggaaaatga ttatataact taaataggtc gtttagtttt tgaaaagcaa    479100

     ggggattggt ttcaaatgat tttgtaagga cagccatttt agtttgcaaa agatcttgaa    479160

     aatcttccat tcctagttca gtaaggatgt taataacagc ctcactcaaa tctagatttt    479220

     gtaaattgcg aggtaaggca aagtttttga ggataggcaa aacctctaaa aaagcttctt    479280

     gcagtaaaag cctcaactct tctaaagtaa aagtgttaaa atcctccaaa gtattgattc    479340

     cagaaagttt taatttttct aaaactggag acgaaagatt taaagtttct actgaagtaa    479400

     ataatctatt atcactcatc ttttaattat aaccttcctt tttgtaatca attaaggatt    479460

     tattaacttc attttcttta gtatcggttt taattaattc tacgtacaat cctaaagatt    479520

     gcaattcttt aataaaaact cgaaaacttt caggaatact tggtttaggt agttgagttc    479580

     cttgaacgat ggcgctataa gttttatttc tacctacaat atcatcgctt ttgactgtta    479640

     aaatttcttg taaggtgtga gcagctccat aagcataaag tgcccatact tccatttcac    479700

     cgaagcgttg tccaccgttt tgaacttttc ctcccatagg ttgttgggta actaaagtgt    479760

     atggtcctac gtttctggcg tggagtttgt catctaccat gtgagataat ttaaccatat    479820

     acataactcc tacagaaata cgactgtcat aaggttcgcc ggtgcgtccg tcatataaaa    479880

     ccattttgcc atcaggttct aaattggctt ctttcatgat ttctttaagg tcgtagtcat    479940

     taacgccatc aaaaacagga gttgccactt tgatgcctaa ttttttggca gccattccta    480000

     aatggatttc taaaatttgt ccaatgttca tcctactagg aacccctaaa ggatttaaca    480060

     tgatgtcaat tggagttccg tctgccatat aaggaagatc ttctttaggt aaaatacgag    480120

     aaattacacc tttgttcccg tgacgtcctg ccattttatc gccttcgttg attttacgtt    480180

     ttttagcgat gaaaacacgg atgttttcgt tgacaccagc aggaagaaca tcaccatttt    480240

     ttctggagaa ataatgaaca ctttggacga tgcctccttc accaaaagga actcttaaag    480300

     aagagtcttt atattcgcgg gctttttcac cgattacgat ttgaattaat ttttcagaag    480360

     gagaaggctc gatatttcct tgaggagtga ttttacctac taaaatatcg ccttctttaa    480420

     cttcagaacc aggaataata attcctcttt cgtcaaggtt tttaatagca tcagcgccca    480480

     cgttagggac ttctctagtg atttcttctt gaccgctacc tttttttaat tctctagttt    480540

     ggacttcata tttatcaatg tggatggaag tgtagacatc gtgtttgact aattcttctg    480600

     acataatgat ggcatcttca tagttataac cttcccaagt cataaaagcc actgtaacat    480660

     ttctgccaag tgctaattcg ccttgagatg tagaaggtcc acttactaaa atatcgcctt    480720

     cattgatatg ttctcccaaa actacaatcg gtttttgcaa cactaaagta tcttgattgg    480780

     atttggcaaa gttgatgagg gtgtattcag cttggtattc tttatggttg ttttcgtata    480840

     aaaccttggc ttgggtatag gtaaattctt gggtggtatc gtaaagggtt ttaccattta    480900

     atgaaacagt ttggttgggt tttttggtga taattatttt ttgagcatca acataagtaa    480960

     caaaccctga ttcacgggca ataattaaac aacctgagtc tttggcagcg cgatattcaa    481020

     cacctgttcc tacaataggc gattcaggaa ttaataaagg gactgcttga cgttgcatat    481080

     tagctcccat taaagctctg gaagcatcgt tgtgttctaa aaagggaatc gaagaagttg    481140

     caacagagac aatttgttta ggggaaacgt cagcatatgt tatttggttt ctttcgaaaa    481200

     tgcctgtttc gccgttgcta cgagcaatta tttttttatc ttgaaaagaa ttattggcat    481260

     ccaaaacaaa cccagctgag gcaataattt cttctttttc ttggtcagct gttaaatagt    481320

     ctatgtcccg cgaaagggta gtttttccgt cttgttgcaa aaccttaaaa aaaggagttt    481380

     ggataaaacc gtacttattg actttggcat aagtggaaag ggatgttata agtccaatgg    481440

     aaggtccttc gggagtttcg atgggacata atctgccgta gtgggaattg tgcacgtcgc    481500

     gaacttcaat gcctgcgcgg tcacgattaa ttcctccgat acctagagct gatacccttc    481560

     ttttttgcgt caattctgct aaaggattga tttgatccat gaattgtgat aaacgtgagt    481620

     ttgtgaaaaa agttttgatt acactcatta aaaaagtaaa attaactagg tcacctggac    481680

     cgttaacttc accgaatttg ctagtagaaa tcatatcttt gatatttttt tcagctctgg    481740

     taagaccaat tcgaaattgg ttttttaaca attctccaat taatcttaaa cgacgattac    481800

     ctaaatgatc gatatcatca acagtgccta cgttttcata aagattcaaa taataattaa    481860

     tgcttgcaat aacatctgat aaagtaatgt gttttttggt ttctctttgg tcgtttccaa    481920

     taagtttgac tttgttatat aacttgcctg attcgtcttt tgaagtatag acttctaaaa    481980

     tttcgttaaa aactccttga cggtctgctt ctttttgata aatatcttta gttcctaaga    482040

     aaaatttaga tactttttcg tcaagagtgt gaatattgtg ccttaaatga ttgataatat    482100

     cgtcgttaac taaagtatct ttagctacta aaacttcacc agtacgagag ttgatgatgt    482160

     tagttttggt gaataattca tttttttgag gatatttttt atatgctaaa atctcttcat    482220

     cagtttcgtt ttctaaattg tgtttagcat caaagatttc ttgaagcaaa aaatgacgat    482280

     tttgtttcag gattgcaatt ttttctttgg ttaaaagttc atcttgtgca atcattattt    482340

     cttggttttc aggattgaca aaatcacaag ctaaataagt gttttcagct cgagtaagaa    482400

     cgtctagttt tttgttaaat ttatatcttc caactttagc caggtcgtat tttttttgat    482460

     caaaaagtct tgttctgatg aaatctctgg cagtgtcgac aggaactttt tcgccttgac    482520

     ggattttaga atacaactct accaaggcgt tatctgagtc catatcagtt tctttatcaa    482580

     aaacagaatc aagaatagca cttttaccaa aaacattttc gattgcttct ttgctgtcaa    482640

     atcctagagc ataaataaaa ttagacaaag ggattttttt ggaacgatct agtttggcat    482700

     acaaaatttc tttagaacct tcttcgtatt cgatccaagc accacgtgaa ggaattactt    482760

     gtccagaata aatggttcta ttgagtttga tgtcaaaatt gcctgcaaaa taaacactag    482820

     cggaacgtac aatttgagaa actactactc tttcagtacc attgatgata aaagtgccag    482880

     tagaagtcat tagaggcaat tcagtaagca aaatattgct ttgtttagtt tcgccagtta    482940

     aaacattttc taaagtagtt ttgacaaata attgggcaac ataacttata tctttaattt    483000

     tagtttcttc aatgctatat tttggaggcg ttaaaaaata atcatcaaag tgaattttta    483060

     aatccccatt gtaactttca ataggacaaa aatcctgcaa taattcttta ataccgtgtt    483120

     ttaaaaacca atcaaaagat tggttttgaa tttcaattaa attgggcaaa tcaacatcat    483180

     aaattgtttt agaataatta cgacgttgtg cttttttgcc atatttgaca ttatgataac    483240

     ccatcttatg ctcctataaa ttattaattg gtagtttatt ttgccaaaat ttttattttt    483300

     aattgtgtct ttgcaatttt ttttggggtt gaggtataaa aataaaaaca atgcaagact    483360

     aaaaaacctg agaaaactca ggtttttata ttacttacaa gataataatt tattgaagtt    483420

     caacaacagc tccagcttgt tctaacttgt ttttaatatc ttctgctaaa actttagaga    483480

     cattttcttt tactttggaa ccaggaactt taacaaaatt agcagcatct agcaaaccta    483540

     atcccgttac ttcgcgtact gttttgataa cagcaagttt ctttttttca tcaaaacttt    483600

     tcataactac tgtgaattcg gttttttctt ctacttcagc tgcattattt gctccaggag    483660

     ctgcaactgc taaagcagtt gggtcaattc caaaatcttc ttttaaacca tctaataatt    483720

     ctttaatctc taataaagac atttctttta aagctgatac aaaagcttct ttcgttaact    483780

     tagccatgtc aatctccttt gttataatct tttcactcat aaattatttg tttattgttc    483840

     ggggttttct tgttcttttg tttttgctaa catatttagg ccaattgcta aatattgcaa    483900

     aggcgcaaac attgaaatag ctaaaagcgt taacatttgt tcttttgaag gcaaagtagc    483960

     taaggtgttt atttcttgca aggagacaat tttttgttcc acgacgccag aaactatttt    484020

     aactgctttg gtttttttag caaaattata aattgttttg attggttcta ataattcttg    484080

     aggactaata attaaagctt ttgttccttt taaaaagtta actaaatcag cttgtttggc    484140

     attagcaaca gctctttgca tgatgttttt gggatatact tttacttcgc aagtagattt    484200

     ttttaactca cgacgcagtt gcataaaaga gcttaccggc aaacttgaat attcaaaaat    484260

     aataactgtt ttagcagtgc taattttttc ttgcaaaaca gcaactgaat ctattttttt    484320

     ggctaactga ggttttatca tgattatgcc ctttccttcc ttcaaaattt ttatcttgat    484380

     tattgtgaaa ttgtaacagg gtcaatttta atacctggtg ccatagttgt tgaaatagta    484440

     acacttttaa tgtaagtgcc tttcactgta cgaggtttaa cagccatcaa ttgaagatat    484500

     aaagttttta agttttctag taattttgcc tcatcaaaag aaaccttacc taatatggta    484560

     tgaatattac cacttttgtc taggcggtat tcaattttac catttttaat ttctttgact    484620

     gcttgtaaaa catcatttgt tacagtgcct gttttagggt taggcattag ccctttgggt    484680

     cctaaaagac gccctaattt acttaattgt ggcatcattt caggagtagc aactaagaca    484740

     tcaaaatcaa accagttttt ggcaatttta tcaattaaat cttgatcgcc tacgtaatcg    484800

     gcttgagcct cttgtgcttg ttttgcttgt tctcctttag caagaactgc tacttttaag    484860

     actttaccag tgccatgtgg caaaaccaag gctcctctta aattttgatc aactttttta    484920

     agatctaaat ttagatgaaa agcgcattct accgtagcat caaatttagc aacttgagtt    484980

     tgtttagcta agctaatagc ttcttgaagc ggatatgttt ttttaacatc aaaaattcgt    485040

     aatgatgtta aatatttttt gcctcgtttc attgcagtaa ttcctttcac aaaacaactt    485100

     gatatttttt agaaattttt tttaatttga aatttgaata attgggggta aaaaattatt    485160

     ttaatctttt actaaaattc ccatattgcg agctgtgcct tcaatgattt tgcaagcttt    485220

     ttcaacgcaa taagcattta gatctgaaag ctttaaatta gcaatttctt ctacttgttt    485280

     gtgtgttata gtagctactt tagtttggct tgcattggca gaaccagatt caattttagc    485340

     agcttttttt aaaagatcgc ttgctggagg agttttagtt acaaaagtaa atgttctgtc    485400

     ctcataaaca gaaatgataa cagggataac gaaacccatt tgatctttag ttgtttcgtt    485460

     aaattgggaa caaaaagaag gaatattaac ttgggcttgt cctaaagcag gtcctactgg    485520

     aggagccgga ttagcttttc ctgcaggaat ttgtaatttt accgttttaa caactttttt    485580

     agccataaaa aacctttctt tggaacgagg actttaaata aaaaacttaa taatttgagt    485640

     cgtttattct ttgtttgcgt ttcattaaat ttagaatatt gttgatattg tcacataaaa    485700

     aaatatgata aaaattttta gacaacttat tttaacataa attttaaata tttgttaaaa    485760

     aaatgttaga aattgtgaaa aaagttaaaa tatttctttg aagtcgttga aagaaatttc    485820

     tactggagtt gctctaccaa acaaatctac ttccaatatc attttttcac ggtctgcatc    485880

     aatacttgat acttgcccta tttgacccac aaaagaacca gaaatgattt ctactttttt    485940

     gccgatgaat tttttataat cgggtttgtt gatgataccc atttttaata aaacgggatt    486000

     gatttcgttt tcagataaag gaactggttt agaacccatc ccgcttgaac ctaaaaaacc    486060

     agtaattctc ggagtgtttc tgacaacaaa ccaagatcgg tcagtaatca tcatttgaat    486120

     aaaaacgtat ccaggataca ttttacgctc ttttttaacc ttttttccat ccaaacgagt    486180

     ttcataatat tcttctttag gagacaaaac attagatact aaatcaccta tgccaatgct    486240

     ttcgactctt cttaacaaat catcttttac aacgttttca taacctgaat aagtttgggc    486300

     aatataccat ttaaggtggc atgtgttttg gaattctttt tcttgcgctt gtgtctcttt    486360

     tatttgtttt tccgctttat tcattttatt tgctcaacaa atttttgatt tcgacacaaa    486420

     atttggttaa tttgccaata acataagaat ctatggtatg aacaaaaagg attaagaaca    486480

     atgtgaaaaa aataacttgt aatgtgttaa acaaaatttg ttttaaggaa ggccagataa    486540

     tgttacaaat ttgcaaaaat gcatctttga aaaaagaaaa tgaacctatc gcgaaaataa    486600

     aaaaactcaa aagaactaaa gcacaaggaa atgtccaatg catagtttca aaatgttttg    486660

     tttgccataa ttgtccacaa agagcaagag acaaaataga agtgataatt agtaaaatat    486720

     tgagccaact atattctctt ttgattactt ctaataactg attttttttg ttttcgctta    486780

     ctattttaat tcccataaag ttaaaaaact cctttacttg gtttcttgat gcaaagtgtg    486840

     tttgtcgcaa taagagcaat atttttttaa agttaaacgt tttgagtttt gatttgctcg    486900

     tggtttggtg ttgtaatttc ggtttaaaca caaaacacaa actaaaatat tttttttcaa    486960

     aaaaatagct ccttttatgt tagaaagttt aaaaaaatta atttaatttt caaaacatct    487020

     ttttttatta tatcataaat cagtgttttt atgaaaaaaa taaaatacaa aaattgcttt    487080

     gtgcaaaaaa ttataccgca aaaagaaaat atttggaata ttggatgaaa gatgttaaga    487140

     aaactaaaag caaacccaaa ttagattaat gattaactgc ttaaaaaaat aagttattga    487200

     ttggtttgct ttttggagag gggctaaggg ttaattatca ccaaaaataa aagtggagta    487260

     gatcattagt gcagcagcaa cacttacatt taaagaattg atttttccat acataggaat    487320

     tttaaccaac aaatcacatt gcttttttaa taaatgtcta atgcccgttc cttcgttacc    487380

     aacaataatg cccaaggaac tgtttttagg gatttggtga aaggattggg aagaattgct    487440

     atcggtgcca acgattaaga cttgattttt tttcagtttt aaaatggttt gatgcaaatt    487500

     ggtaactaaa aaaactttag tgtattccaa agcaccacaa gaaattttgg caactgtaga    487560

     attgagtggg acttgatttt ttttactcat aataacacca tccaaagcac aagcttcaac    487620

     agttcttaaa atcgctccta agttatgagg gtcattaatt gcgtctaaaa ttaagaattt    487680

     ttggaattta gtagaatcta gataagtgtc tagatcgtaa aaagtgtaat cacaaacatt    487740

     ggcagcgatt ccttgatggg ttttttgttt ggttagatca tataaaaact ttttgtcaac    487800

     taattgataa gcgatattgt gcttttgcaa aaacattata aaaagatggt ctttaatttt    487860

     ttcatctaaa tatagttgat aaatttttct ctgagcttta attgcttctt tgatggggtt    487920

     ttttccgtaa ataatcatat taattatttg ttttctttcg attttgtagt ttttgttggg    487980

     cgtgtctttt gagagatttg ggttatgata agggataaaa tgatgattaa aactaataaa    488040

     aatttttcaa gattaccaaa ttgcgacatt tcttcaaaaa catccaaaat aaatgaagct    488100

     gtagtaaatc ccgttaacat tgctaaaaat aaaagtaatt tagttagatt caaaggttta    488160

     gaaattctaa ataaaacaat aaataaaatg aaagtggaga gtaaaattac aaaattagaa    488220

     actatttcta attgtttgaa atcgggagag tgggttgatg taaaaccaat ttgcaaacca    488280

     aaagttaaga cataactaat aaaagctaga cttgcataag gaaaggcttt tttgagatta    488340

     ttaagtaaaa agttttcact gataatttcg ttattttttt caaaagataa aaaaagcgaa    488400

     ggaatgccaa ttgaccaata gtccatgaca aattgcaatt tcaaagggga taacggatag    488460

     tagcaaggaa gccttaaaaa attaaagaaa ataacagcaa ttgcaagcat aaaagcaata    488520

     atagttttgg taaaaaacaa aatagagatt ttatctaaat tgttaataat tcttctacct    488580

     tcaaaaacta ctttaggcat ggaagaaaaa ttagaatcca tcaaaactaa attagcaata    488640

     ttacaagtag cttggctacc tgatgccatt gcaatggaaa gatcggcttc ttttagggct    488700

     aaaatatcat ttacaccatc gcctgtcatg gcaacttttt gtcctgtttg tttaaaagtt    488760

     tgaattaaga tttttttttg ttggggtgaa gttcttccaa aaacattgta ttgagtagct    488820

     atttggatga cttcttgatc agaaagccct tctaaactga tggttttata agcatcaata    488880

     atacctactc tttgagctat ttgagaaact gcaacatgat tatcaccaga aattacttta    488940

     acacaaacgc catttttctg aaaaaaatca atggtagtga ctgcgtcttt tttaatggta    489000

     tcttcaatga taattaaagc taaagggatg catggtatgt catgtaattt ttggtgttta    489060

     caatttattt gagaaataca aggctcagcg cttttagcta ataaaagtac tcgataacct    489120

     aattgggtat gagtttcaaa atctttttta ataagatgaa aattgttttt taaaataaat    489180

     tcaggtgcgc ccaaaaaaat ggttcctaaa tttttaaact caactgcact atattttctt    489240

     gcgctggaaa aaggaaggct ttgggagatt tgataaaggg ttgaaggagc aaaagtgttg    489300

     gggctaaatt tgtttattaa agcattataa gtgctattag aagtgggaca agcagataaa    489360

     aaagagttca ttaatttagc aaaatcaaat tctttagggt gataaggaat aactttttta    489420

     acttgcatag taccatcagt aatagttcct gttttgtcga ggcataaagt gtttatttga    489480

     gctaacattt cgattccaaa tagattttgg gcataagttt tttgttttgc taaacgtaca    489540

     aaacctactg ccaaagaaat gttggtcagc aaaaaaagcc ccaaaggaag cattgctatc    489600

     atcatgccac acaaacctag taaggaattt tgcctgaaat ctgatatttt attattttct    489660

     ttattaaaag caaaaaaggc taaaataata gcaaaaagtg tgacaaaaat aatgattgtt    489720

     ttgattaacg aagataaact ttgcatcaaa ggagtgatcg gttttttgta ttttttagct    489780

     tcttgagaaa ctttttcaat atacatatca cttcctacgg ctacaatttc ggcataactt    489840

     tgacctgata ccacgtagct accagaatat aaaaaatcgt tttctttttt aacaactaat    489900

     ttagattcac cagttagaag cgattcgtta acttctaaaa cacccgattt taccttggca    489960

     tcagctacaa tttgttcgcc tgcttccaaa aataaaagat cttctaaaac caaatcagaa    490020

     gaaaaaactt tttctttttg gctatttctt attacttggg aatagctttt catcaacaaa    490080

     gatactttgt caagagttat tttagcttta atttcttgaa taacgctaat aaaaaaattg    490140

     gttaaagaaa ctactaaaaa aaataaatgt tcatattgtt ctatgaaaat aatgattaat    490200

     gctacaatta aaatcaacaa attaagataa tttaagaaat tactaaataa gatatcttta    490260

     atgcttttag aatttttata gttagaagca ttaacttgac ccgcattttt tttttgttct    490320

     acttgcttgt tagttagccc tttaaggttt ttttttgttg cgatattggg attatttaaa    490380

     gattcattca tgcacaaacc accacacttt tcttaaataa tatcggcatt tttaataaat    490440

     taatgcgtat tggtaataat ttttgaaagc aaaactaaga gtttttttct tgtgtttttt    490500

     tgggcaaaag caaaaaatca attcttccgc gttcgttgat tttggtgcat ttaaccaaaa    490560

     ctgtttcacc tatttttaaa acatcggtga ttttttgaaa tttcatttta ttaacgtgga    490620

     taagcccttc gattcctgga caaacttgtg ccacagctcc aatcattttt ccttgtttat    490680

     cacttaaaaa acgtaaaata gaggcttgat agcaagtgcc tacttgaatt tcttggatta    490740

     aactttcaat aaaagcgact gtttttttaa ctgtttctaa gttggaatgc attacaaaaa    490800

     cgcgtccgtc ttgttcaata tcaattttta caccatcatg agattcaata atttgattga    490860

     tgattttgcc accacttccg ataatatcac gaattttttc tggttttatt tgcatcatac    490920

     aaactttagg ggcgtacttt gaaacttcta aacgaggttg agaaattgtt tggttcattt    490980

     gttctaaaat atgaaggcgt ccttttttgg cttgtaaaaa agcttcttgc aaaattttaa    491040

     aagggatccc ttggatttta agatccattt gtaaagcagt aattcctttg ttggtacctg    491100

     ctatttttaa atccatgtct ccaacgtggt cttctaaacc ttggatatca cttaaaataa    491160

     cgtatttatt ggtttcttgg tcaaaaacta atcctactga aattcctgca acggcttttt    491220

     ttaaaggaac ccctgatgcc attaatgcca aagaagaaga gcaaacagtg gcttgagaag    491280

     aagaaccgtt agattctaga atttcagaaa ctactctaat agtgtaggga aaatcttttt    491340

     cttcgggcaa aacttgagat atggcttttt cggcaagagt gccgtgtccg atttctcgtc    491400

     tgctaggagc agtataacga ccaactgcac caactgaaaa aggaggaaag ttataatgaa    491460

     gcataaaacg tttattttgt tcgtcactta gaccgtcaat aattttgctt tctgataaac    491520

     agcccaaggt cactgcagca aggctttgag tttttcctct ggtaaacaaa gcagaaccat    491580

     gagcgcgggg caacaaatca atttgggatt cgagggttct tatttcttct aattctcttt    491640

     tatctggtcg tattttttct tgtaaaatta aagaacgcat ttcttgtttg gataattttt    491700

     gaaataagtt ttctgttatt tgtaaatgtt ttttgtgggc ttcgtaatca aaaacagtaa    491760

     tagcgtcaat agttttgaaa aaaggagttt gtttggcttg gtctaggatt tgttctttta    491820

     attgttgtaa atcatttttg ctattgcaac ttaaaatagc ttgtttaact tgggaatggt    491880

     ttttagcaaa aaaggattgt tgttgaattt gttcagtttg atgcaaggtt tttgtcattt    491940

     tgacaggtgc aaattgttgc ttgatatttt cttgaaataa gcacagtttt ttaatgtatt    492000

     ggtgtgcaaa attaatggct tctaaaaagt cttgttcgct aacttcattg gcgtgtgctt    492060

     ctatcatagt aacgttgtgt ttggtgcctg caacaatcaa atgtagagta gaattggcaa    492120

     gttgttgcaa agtgggattg atgataaatt cattgttgat ttttcctaca taaactccag    492180

     aaatggcttc aaaaaagggt atttcagaaa tcaataaaga aagagagctt ccaagcatag    492240

     aggcaagttc gcttttaaaa tcagggtcta agcttaaaac tgtattaatt acttgaactt    492300

     cttgttgaaa ataatcaggg aataatgggc gtaatgaacg gtcaatgagg cgtgaagtga    492360

     ggatttcgtg gtcgttggaa cgcccttcgc ggcgtaaaaa actgccagga atttttccag    492420

     cagcgtataa tttttcttga taaataacag taagaggtaa aaaatcaaga ttattgggtt    492480

     tacgactaaa aaccatagtt gtaagaacca ctgtatcttg gtagcgcact aaaatagaag    492540

     aatcaacgtt tctggcgtaa gttcctattt caacttgaaa agaatctttt aaattagtag    492600

     tttcaaaaac tttttttaac acttgagata ctcctttaag taacttggtt ggggtgacaa    492660

     ttttggatgt gataaaaaaa tatataaaaa taaaaagcta gagtttgaat tgatttcaac    492720

     aaactagctt aataattaga taattatttt aattttaagt gatatttata aaaaatcaat    492780

     ttaaaattat tttcttaaaa aaagagaatt ttgttaaaaa aataagtcaa ttattgattg    492840

     taaaattgac ttaataaatt agaaaatact aatttaaaaa atgggtttca aggacaaaag    492900

     aaaaaacaca acaaaagatg gcgcccacgc taggactcga acctaggacc ctctgattaa    492960

     cagtcagatg ctctaaccaa ctgagctacg taggcaaatt tttggtagag gatgagggac    493020

     ttgaaccccc gacattctgc ttgtaaggca gacgctctcc caactgagct aatcctcttt    493080

     tttattcttt tttataaagc aaaccttggc actccctatc ttcgctcaat aaagaactat    493140

     tgtcagtact aaggacttaa ctgctgtgtt cgggatggga acaggtgttg ccccttagtt    493200

     ttatgcacca aggatctttc aaaactagat aaacgttggt atttaaaaaa tcaaagtcaa    493260

     tgggtctatt agtactagtc agctgaaaag atcactcttc ttacacctct agcctatcaa    493320

     cctgatagtc tttcagggac ctcataggga aatctcatct taaggggggc ttcacactta    493380

     gatgctttca gtgtttatcc cttctataca tagctactca gctgtggctc tggcgaacca    493440

     actgaaacac cagcggtata tccatcccgg tcttctcata ctagggacag ttcctttcaa    493500

     atttccaacg cccacgacgg atagagaccg aactgtctca cgacgttctg aacccagctc    493560

     gcgttccgct ttaatgggcg aacagcccaa cccttggaac cttctccagc tccaggatgc    493620

     gatgagccga catcgaggtg ccaaaccgct tcgtcgctgt gaacgcttgg aagcgataag    493680

     cctgttatcc ccagggtagc ttttatccgt tgagtcacgg cccttccatt cggtaccgta    493740

     agatcactaa gtccgacttt cgtccctgct cgacttgtaa gtcttgcagt caagctccct    493800

     tatgccttta tgctctacaa atgatttcca accattttga gggaaccttc gaacgcctcc    493860

     gttactcttt aggaggcgac cgccccagtc aaactgccca ccaaacactg tccctcacat    493920

     tacacatgtg caggttagaa actaaaaata acaagggtgg tatcccaagg acaactccag    493980

     aaaaactagc gtttttctct cacagtttcc cacctatcct gtacatctta tttccaattt    494040

     caatattaag ttgcagtaaa gctccatggg gtcttttcgt cctgtcgcgg gtaaccggca    494100

     ttttcaccgg taatttgatt tcaccgaggc tcttgttgag acagcgccca aatcgttatg    494160

     cctttcgtgc gggtcggaac ttacccgaca aggaatttcg ctaccttagg accgttatag    494220

     ttacggccgc cgtttactgg gacttcaatt caatgctttg ttgcctgaca tctcctttta    494280

     atcttccagc accgggcagg catcagcccc tatacatcac cttacggttt agcagagacc    494340

     tatgtttttg ataaacagtc gcttgggcct attctctgcg gcttttagtt ttaataaaag    494400

     ctctccttat ccctaagtta cggagtaatt ttgccgagtt ccttaacaag agtttgctcg    494460

     cgcgtcttag tatactctac ctacccacct gtgtcggttt gcggtacggg tagttaatca    494520

     attagcccta gaagtttttc ttgaaagtat gacatcaatc actttacttt caaaccttat    494580

     cttttaaatg agaaaacgga tttgcctgtc ttctcagact tagtttttct gccccaatcc    494640

     aataaggggg gtgtttagcc tgctttgtcc ctccatcagt tgattaacta gtgcaggaat    494700

     ctcagcctgc ttgccatcga ttacggattt ctccctcacc ttaggacccg actaacccag    494760

     ggaggacgaa cctggccctg gaaaccttgg gtttttgacg gataggattc tcacctatct    494820

     tttcgttact tacaccggca ttctcacttc tgacctctcc accactgctt ccgctatggc    494880

     ttcactgatg tcagaacgct tcccctacca ttcaaataac taagaagtca tttgaatccg    494940

     tagcttcggt atgatgtttt agccccggta cattttcggc gcagagtcat tcgactagtg    495000

     agctattacg cactctttaa aggatggctg cttctaagcc aacctcctag ttgtttaaac    495060

     gtcttcactt cctttgccac ttaacatcaa ttttgggacc ttagctgacg gtctgggctc    495120

     tttccctttt gaccatggac cttatcaccc acagtctgac tgctgatttt atttggtaac    495180

     attcggagtt tgattgagtt cggtaccccg aggtggagcc cttactcatt cagtgctcta    495240

     ccttcaccaa attactaaat caacgctagc cctaaagcta tttcggggag aaccagctat    495300

     ctctgagttc gattggaatt tcacccctag ccacaagtca tccaaacact tttcaacgtg    495360

     tcctggttcg gtcctccatt tagttttacc taaacttcaa cctgctcatg gctagctcac    495420

     ttcagtttcg ggtctatgac atgcaactaa acgccctatt aagactcgct ttcgctacgg    495480

     ctccgttcct taaaacttaa ccttgctcca tatcataact cgccggttca ttctgcaaaa    495540

     ggcaagccat cacacattaa cgtgctttga ctaattgtag gcacacagtt tcaggatcta    495600

     tttcactccc ctttcggggt tcttttcacc tttccctcac ggtactagtt cactatcggt    495660

     cactaagaag tatttagcct taggagatgg tcctcccatc ttccgacaag atttctcgtg    495720

     tctcgccgta cttattgata ccctagattt taacttacgt ttacgggact gtcaccttct    495780

     ttggtgcttc tttccaaaag cttctacttc gttaaaattt tataactaca aatgatatca    495840

     ggctgttctg ggttcgctcg tcactactac cagaatcgtt attactttct tttcctgcgg    495900

     ttacttagat atttcagttc gccgcgtttc ctttcttcta acaagataaa tcggattaga    495960

     agaatattac atcttcaatg taatgggttt tcccattcgg agacccacgg atcttcactt    496020

     atttacagct tcccgtggcg tttcgccgtt aattgcgtcc ttcatcggct cttagtgcca    496080

     aggcatccgc tgtgcgccct tagttccttt gattttttaa ccttcgttta tctacttttc    496140

     aaagagcttt tttaagattt tgcctatttt tggttatggt gggcctaaat ggacttgaac    496200

     caccgacctc acacttatca ggcgtgtgct ctaaccaact gagctatagg cccttaatct    496260

     taaaaagatt taaatgttgc aaataaaatt tgcaaggaat ttaaaatgaa aaactttctt    496320

     aagtctctca aaactgaaga tgataattgt ttccttagaa aggaggtgat ccatccccac    496380

     cttccggtag ggataccttg ttacgactta accccaatca tcgaccctac cttagacggt    496440

     tccctcttct tgcgaagtta ggccaccggt tttgggtatt gccaactttc gtggtttgac    496500

     gggcggtgtg tacaaacccc gagaacgtat tcaccgcgac atgctgattc gcgattacta    496560

     gcgattccaa cttcatgaag tcgagttgca gacttcaatc cgaactgaga ctgttttttt    496620

     gagattcgcc aaaaacttgc gtttcagcta ccctttgtaa cagccattgt atcacgtttg    496680

     tagcccaggt cataaggggc atgatgattt gacgtcgtcc ccaccttcct ccaatttatc    496740

     actggcagtc ttgctaaagt ccccaccatt acgtgctggc aactaacaat aagggttgcg    496800

     ctcgttgcgg gacttaaccc aacatctcac gacacgagct gacgacaacc atgcaccacc    496860

     tgtgcaactg ataacctcca ctgtgtttct acagctttgc agaagcatgt caagacctgg    496920

     tgaggttttt cgggtacctt cgaattaaac aacatgatcc accgcttgtg cggagtcccg    496980

     tcaattcctt taagtttcat acttgcgtac gtactactca ggcggagtac ttaatgtgtt    497040

     aacttcaaca ctggttttac ccaacgttta gtactcatcg tttacggcgt ggactaccag    497100

     ggtatctaat cctgtttgct ccccacgctt tcgtgcctca gcgtcagtaa agacccagca    497160

     agccgccttc gctactggtg ttcctccata tatttacgca ttttaccact acacatggaa    497220

     ttccacttgc ctctatctta ctctagctaa acagttttta tagcatcaca atgttgagca    497280

     ttgcacttag accataaact tatttaacag cctacgcacc ctttacgccc aataattccg    497340

     gataacgctt gccccctatg tattaccgcg gctgctggca catagttagc cggggcttat    497400

     tcattaggta ccgtcagaat gatttttcca tcatttattc ttccctaata aaagaacttt    497460

     acgtaccgaa atacttcatc gttcacgcgg cgttgctcgg tcagagtttc ctccattgcc    497520

     gaaaattccc tactgctgcc tcccgtagga gtttgggccg tgtctcagtc ccaatgtggc    497580

     cgttcaacct ctcagcccgg ctacacatca tagtcttggt aggcctttac cccaccaact    497640

     aactaatgtg acgcaagctc ctccctaagc atacctatta ataggtcttt taaaaacaag    497700

     aagatgcctt cttgtctact atccagtctt agcagtcgtt tccaactgtt atcctcgtct    497760

     taggggtaga ttgcttacgc gttactcacc cgttcgccac taaagtttaa ttgattaaac    497820

     ttccgttcga cttgcatgta ttaggcacgc cgccagcgtt aatcctgagc caggatcaaa    497880

     ctcttcgtat gttacaaaat tgattcatca aaaattgctt tttggtgtca attttaaggt    497940

     gttaaaaaaa taattgaaaa tattcgttaa ttatcatctt cagttttcaa agattaaaaa    498000

     aattaatggt gaagggaggt ggattcgaac caccgtacct tacggaacag ttttacagac    498060

     tgctgcgttt agccgcttcg ctatccctcc taaattgctt aacaatttca aatttattta    498120

     ccttagatat tatagcacat ataaaaatga aaagcaagct tttttgtttt tttttaaaat    498180

     ttttaatttg ggttgtcatt tttgatagga atttggggtt ggataatggc gtttaaaata    498240

     gtttttttac aaataaatat tttttatttt gtaaaaaaaa ttatcttaac taaatatgaa    498300

     aaaatataaa gatattattt gtttttttac ttagtttgtt tttttgactt gttggaagca    498360

     tcaatgaaga caaaagtttt tataaattgt tttgttttaa tgcaaaatat tttttttgta    498420

     ttttttttct agtgagcaaa gtttggaaaa tagtataggt attcccaaca atccaatata    498480

     aagacaatat tgggttagaa cgcgagaaaa acaccatcat taaaatcata aaaacactca    498540

     taattttaat gcttttttct gattgtttag ctttttgttt ttgttctgaa gtcaaatgat    498600

     aagaaggagt ttttaaataa tctggttttt taaaactaat tttattcaaa ataaacatcg    498660

     ttgctccaac taaaaaagaa agcaaaaaga taacaaaagc gttgttggga ttagaaggtt    498720

     ttaaattaat taatcctaaa aagggctttt caattaattt atcagttgca aaaatacctc    498780

     caggaataat aaaacgactt agggtttgat taattgcaat aaataaggga agttgtaaga    498840

     aagatagcaa aaaaccccaa aaagaaaaat tatttttgcg ataaactttt aaaatttcta    498900

     actgcatttt ttgagcagaa gcaagatctt ttttgatagc atatttttgc tttacttttt    498960

     caatttcgga ctgaattaag ctcatattca tactcaaagt acttgtttta gtataaatag    499020

     gccaagttaa agtacggatg aaaacggtag ccaaaacgat tcctaatcct aagtttccaa    499080

     aaaacatacc agaagcacca taaactaaga aagttgagaa aaaatataaa aaagaaccaa    499140

     ttgaaattat taaaatattc caaaaataac caaagagact ccattccagc ctagaagtaa    499200

     attgaattgg cactgaaaaa ttggttataa aaagttttct aggcattaaa cggccattat    499260

     taaatctaac attaatttta gataaaacat tatttgaagt gtttttgata ttttctgcat    499320

     aatcatcttc taattttata ttttctaaag aaaccgaaat aagtttatta gacgaatcaa    499380

     ttttttgaaa ctctaatgcg tctcttaatt cttttttttg atatttattg ttttcaatat    499440

     aatcatcatt agtgcctgca gcaactgtta aaaaatcctt cattaattta tttttgaatt    499500

     cggttgtttc tttatcagtt ttaaaagtta aaaaatattc ttctttatta tctaatttag    499560

     aaaaattaaa ttcatctttt aatttaggat ctggtttttt tattaaacta aaaaaatatt    499620

     ttgcttcttt ttttttagct aacatgcctt taaattcgtc ttgcgtagat atttgaattt    499680

     ctttcttttt gtcattgatg acataaacta caaaaatatc agcataatca gataatagct    499740

     tagaagaatc aacaggatca aaatattttt tatgtttttc gctattttta aaaacaacaa    499800

     ctttgtctaa aacttctatt ttttcaggct ttggaggagt aaggagccaa aaaaataacc    499860

     cgaatagaaa aattgttaaa aataaaaaaa aattttttga agaatgattt ctaacatcca    499920

     ttttaattaa ctccttattt tagttatttg aaagtaatat gcgagttttg gtagcgaatt    499980

     gaaaaaagaa agtttttaat tgtttaaaag ttagggtttt ggctggagct ttaataacaa    500040

     taacaaaaca cattttgggg ttaaggcaag gagaaaaact actaataatc gctcttaaac    500100

     gacgtttgat taaatttctt tcgtgggctt ttccatattt tttgccaaca cttaaagcaa    500160

     atttaaaatg aggaaaggta gtttgtttga cataataaat aataaaaaaa gagtttccgt    500220

     atcttttttt agatttaaaa acaggggtga tttcgttttc ttttttaaga atatattttc    500280

     ttttcatctt attaatgatc ctaaaattct taacttttat attcaaaaca tcaattaacc    500340

     attttaaaaa atataaattc cataattatt aatggcgcaa taacaataaa aagaaattta    500400

     tcaaaaaaac accgaaaaag cggtgtttat ttttggtttg aatataatca aaatcaagtt    500460

     agttttattt taaactgtta tttgcaaacg tcctttagct cttcttctag caagaacttt    500520

     gcatcctcca acagttgaca ttctagctct aaaaccatga gttctttttc ttttgatttt    500580

     gctaggttga tatgttcgtt tcataaaaaa acctcttttc tatttaacac actttcctaa    500640

     ttatagcttt tttaatatga aatgtcaagt ctaaaagttt tgaataatta aaaagtagtg    500700

     gttgtggggg gtaaaaaatg taaaaattaa aatatttata aaaagaaaga aaacatttgg    500760

     ataaatgatt tttaataagc tctagcaaat aaaacagttt gaagggcttt tttgttagta    500820

     acagggcaat tagcagtaat taaattagtt tctaaaataa ctcttgcagt agctcctgtt    500880

     tcttgtttaa tttgcaattc ggcatcagtt cctgaaatgc tcatcgctac ataaccgcct    500940

     tgtttgaggt aagttttaaa ttcttcataa gtagtagctt gtttgcgatt ttgttctaaa    501000

     tgttgcagtg ctttttgata catgttgttg tgcatggttt caaataattg cgggatttga    501060

     gatggaaaat ctttaatttt gatattttgt ttggcgaagt tatatctttg aaaaatagta    501120

     acttcatcat tttctaaacc acgtttacca atttctatac gtaaaggaac acctttaagc    501180

     tcatattgac taaatttcca accagcagtt ttgtcttgta gatcaagatg aacgcgatag    501240

     tttttttgaa ggatggaaaa aagattttcg gatacttgtt ttaccgactc atcttgagtt    501300

     tgcaaaggaa taattacaat ttgcatagga gcaacataag gcggcagaac tagtccttca    501360

     tcatcgctgt gaaccataat taaagctcca attaaacgtg tagaaacacc ccaagatgtt    501420

     tgatgggcat attttttttg attgtcgcaa tcttgaaatt gtatttgaaa cgatttagca    501480

     aaaataatac ctaagtaatg agaagtccct gcttgaagag cttgtccgtc atgcattaac    501540

     gcttcgatag aataagtgat tagggctcca gcaaattttt ctgtttcggt ttttttgcca    501600

     cacacaaaag gaagagctaa aaggtcttta cctaactttt gataaatatc aaggatggat    501660

     aaagtttgtt gcatcgcttc ttgttcggtg gcatgcacag tgtgtccttc ttgccacaaa    501720

     aactctttac ctcttaaaaa aggtttagtt gttttttccc aacgaaccac attgcaccat    501780

     tgattatata acttaggtaa atcacgataa gaagtgattg ttttagaata atattgcgaa    501840

     aataaaatct ctgaagtagg acgaattact agtttttcgg ataagttttt tttgcctgta    501900

     gttgttatca ttgctgcttc tggagaaaat ccttgaatat gttctttttc tttgtgaaat    501960

     agtttttctg gaaaaactaa cggaaaataa acattttgat gccctgtttt ttgcaaagta    502020

     caattaagat gtttttgaat attttcccac aaagcataac cataaggaag atatataata    502080

     aacccttttg cctcagaata agctattaat tcagctttga gacaaatatc tgtataccat    502140

     tttccaaaat cagataagcg agtagcaact gttttaactc gtttcattgt cttcattttt    502200

     aattaccttt gtttagttat aatatattat aaatatttaa attaaatgta tgatttttgt    502260

     tggtttttaa aaaacaaact ataagcaaaa atattataac atgaaaaaat aataaaaaat    502320

     aaatatttaa aagtataatg atggtttgta aatggaggtc ttttgaaaat atttattttt    502380

     taaagaatat aacaattctt ttatttcaat ttataataat gttgttgtag tttggaaacg    502440

     aaaagaaata attgtaggtg gaattagaat ttggcaatcc gtaataaaaa aaggggggac    502500

     aaaagttttt tattgattaa aaaatgtcaa atatctatta aaaaagaaag gataaaaaaa    502560

     ataaatttaa aatggcggag tagaagggat tcgaaccctt gaaccgattt ctcggactac    502620

     gtccttagca gggacgcctc ttatagccac ttgagtacta ctcctaaatt atataaaaaa    502680

     taataaatag atgaatataa acaaatataa aaagtaaaaa taaaaggagg tttgatgaaa    502740

     aaatagtaat tgcaatttgt taaaaaatat caaaaaaagt gtattaaaaa aatggaggcc    502800

     ctgaacggat ttgaaccgtt gatcaagctt ttgcagagcc atgccttacc acttggctac    502860

     agggccaaac atcgctttaa tgcgatttgt ttgtaattaa attaatgagt gacaaatgtc    502920

     tttgacttct ttagggatat gttttgataa attaagagct ccttcttgag tgattaaaat    502980

     gattaaaagg ttgtcttaaa ttattgcccc aaaccctaaa aatcttttaa tatagacctg    503040

     gttaggcatt aattgcgctg ttttgttcat ataacacata tataattgca aacgtcatga    503100

     atatctaatc ttaaatgatg tcataagtcg tgatagcaat attgatggat tttttcgtct    503160

     tatttaagta aatacagttc ttttaatcct tgtaaaataa aatatcttta ccacatcagt    503220

     ttaattgcgc aaaagtgtga tgcggtttat cccaagcaat gatttcttta ttagctttaa    503280

     gaactaaatt gtccgcttat aaaaataaca acgagcaata taagagtaat aaaattatta    503340

     taagtaacat caatatcaaa taataaaaag gtcattgggt ttttaattgg catttaggtt    503400

     tattataatg caaaattaac gtattttctc cttaagcagc aatgatttca aaggtttttt    503460

     aagtttggtt attttccaaa aataatggaa aagagaggct atttgatatc cacacattac    503520

     agtttttaat tttttaaaat aattaaggat ttgatgattg atatctagca gatattataa    503580

     atttttaaaa aggttataaa gaagcaattt tttgataata ttataaagcc taacttgctt    503640

     tttggtataa ggtttttttg gataggccaa aataaaaacc ctctaaagaa tcaataaaag    503700

     aaacaccttt gagatatcga agaaaaatca taaaaactca aaatatctac atcccacaag    503760

     gttttaatag ggtcatttta ttctaaaaat aaaaaagtat gagataaatt atgtgttttt    503820

     accaaaaata aaatggtttt tggttagtta attcctgtcg aataataaaa attatgatcg    503880

     aattcaaaag gaaaagcttg accacaactc ttagtaattg cttttccaga ataaaaaaga    503940

     atagcgtcgt ttggtttaat ttttagtatg aaattatttc tattttgcaa aaacataaaa    504000

     aaacgttttc ccctttttaa gatagaaagg agcaaataag ttcataaagc aaacgtaaaa    504060

     atgtttaata ttaaaaaaat taatattaaa aaaagaaggc aaaaaattgt tttatttttt    504120

     ttctctatgt agagtgttag ttctagaaaa aggacagtat ttttttaatt ctaaacgtcc    504180

     tggagtcttt tttttatttt tatcagtatg ataattttct cttttgcact ctgtgcaaac    504240

     taattttact aaatcacgca tgttaatttt ctcctaacta attaagcaat atagtactat    504300

     tatatcaaat tttttgataa ataataaaga gtttttaaaa ttattattat ttagtttttt    504360

     tataattagt agtagttttt ttattaagta aacgtttttt aatccataaa agagtataag    504420

     tcatcaaaac tgtaaagaca aaaaggcaag aaaagaccaa acaaacaaat tcataacctg    504480

     aataaacaaa acgataacgt ttatgatgac gattttcatt atcttctaac tttttggcat    504540

     ttgcaggatt atttaatttt tgtttaaaag gagaaaagaa aacataagga aacattttaa    504600

     aaggatctct tttagctgct tgtttttctg aaattataat tggtttatct ttttgcagat    504660

     cttgaaaata atcttgcata gaaaaaaagc caaataaact aaaaaaggtc atataaagca    504720

     agggatgaat aaaagctatc cacatttttt tataaggaat agcataagaa ttgactttaa    504780

     aataaaaata tagataacat aagggagata aggtgtgatg caaatgagaa agaaaaaaag    504840

     aaagactaaa tttaggttca taaaaatgtc tacctttatc aattaaagtg tgaaaaatta    504900

     aacctgtcat caaagcacta actaaacatg caaaaactaa ataatgataa catttttttt    504960

     gtcttaattt ggtaaaaaat aaagcataaa caattaataa aaataaatta acttgatggg    505020

     taaaatacca aaatgttttg ataaaagtgt ggtgtccagg ataataaccg tattcgtaat    505080

     ctaaaatgtt gtcttctttt cctgtggatt caaaatcaat ttcaggcata aaagtaggag    505140

     ctttgtactt atattgccaa taactttgtc ctttattaac acattcttta aaatcatgaa    505200

     aaaaaacaag cattaaagta caaatagaca acattaaaaa aagaaaaaca acattggtct    505260

     ttttaaaata atttattaaa acaatttttt taaatcttaa ttttcttttc atattgttcc    505320

     tttttggttt aacatttaaa tattcaaaaa tgcaattaaa ataatggata atggaaataa    505380

     attataaact gaattaatga taaattattg ctgatgagat tgatttttag aaacaatagg    505440

     ttgaataatg ttttgattta aggattgaag aaaaggatat ttttcttctc tcattctttt    505500

     aaataacaag taaataaaac ccctttgata atcaatgcga gtaataaccg ctatttgggt    505560

     ttcgttttga actttggcgc gagttcctat taaataattt ttagctatgg gttgcaaaat    505620

     cactaaccta cttccttatc ggttcacttt atcaaaaatt gtaaataaaa aaacaaacta    505680

     actagtttgt ttttttattt taaaatatta aaaaaattaa taataaagat tttattcaat    505740

     aaaaagatct ttaaaagttt gctaaatttg aaagtaggaa cctttttagc tggaatgtaa    505800

     atagttttac cagttcttgg attttttcct tcgcgagcat ttctgtattt tgctccaaag    505860

     gtgccaaaac ctgttaaagt aactttttta tattcttcgg tttcttcaaa agtttgataa    505920

     ataagttcaa taaagttatt aagaaattta ttagcttctt ttttagtaat accatttttt    505980

     tcagctaatt ttcttaaaaa ttttaatttg ttcatttttt gcctcctttt ctttttattt    506040

     acgtacttat tataacatca aaaaaaataa tttacaagcg aaaaccaaca atcatttgca    506100

     attattttcg ttttattctt gattggtttc ggggacgttt gcaaaattga atggtaaaaa    506160

     ataatttaga attcgctttt gtaaggtctt tgaattaaag ttgcaaaaac agtgtcaaaa    506220

     ggtttggatt caaaaattaa ttgataagag gcttgaataa tgggaagatc taaattatgt    506280

     tttaattgca attgataaaa agcattaaga gtttggaatc cttcgacggt ttgcaaagaa    506340

     gagtcaataa tttgttgata aggaattcct gcagcaattt tggcgccagc attaaaattt    506400

     ctggaatatt tgctaaaagc agtcacaatt aaatcaccta atcctggaag tcccaaaaca    506460

     gtttgggggt ttccttgata aaaagtaact aacctcgaca tttctaaaat accacggctc    506520

     atcaaagctg cttgagaatt aattccaaag tccttggcta ctaaaatacc attaatgagg    506580

     gctaaaatat ttttaaaagc actgcaaatt tcatttccta ccaaatcaga agaagtatat    506640

     actttcaaat aattagggca agaaaataat ttttgaattt ccaaggaaaa aacgggattg    506700

     gaagaagctg cagtcagcag agttaattta cgcaaaataa cttcttcggc atgcgatggg    506760

     cccattaagg aagcaaaatt agctaaaaga ggagcaggaa taacttgttt gacaatttca    506820

     gaaacacgca aaaaagttaa aggttcaatg cctttggaaa cattgacaaa cgatttagga    506880

     ttagttaaca taagggtaat tttttttaga agatgacgca tgaatttcat aggaactgcc    506940

     aaaactatca aatcagaata ttcaagggtt tgtttaaggc aagaaactgc tttgacattt    507000

     aataacggag tattaaaaat agggtgtttt ccttgattta ttttttccac ataagaaagg    507060

     ttggtgtcat agagtaaaac ttgattgttg ttatcagtta aaacttgtgc caaagtagat    507120

     ccccaagcac cactgccaat aatagtaatt ttcataaaat atagcttctt tcttttaatc    507180

     aaaatagcaa aaagagtaat gaaaaaaatt atagaaaaaa gaaaaaaggt tttttgataa    507240

     ttaaaaataa ggttgaattt tcttcaacca cttataatta aatcacaaag taagaacaaa    507300

     taataaaata ctttcaaata aaatgcaaaa agaaggtggg aggggggttc aaaatagttt    507360

     taaaaattag actttttttt atgaaaaata attttaaggg gcgttccttc taaatcaagg    507420

     ttttttctaa attgattttt taaaaatctt tcataagaaa aatgaatata tttagggtca    507480

     ttaacaaaac aaagaaattc aggagcttta gttttagttt gaaaaatata ttgaaactta    507540

     gctttttttt gattaaagaa agtggggggt gtaataagag ttgcttcttg caaaatatcg    507600

     tttaaaagac tagtactaaa ctgactttta taattgttaa aaactcgttt taaaatagca    507660

     aaaatttgag taagacgact ttttttcaaa gctgataaga aaataacagg cgcataagat    507720

     aaaaaaacaa attcttgacg aattttttgc tcaaagttct ttagggtatt tgtatctttt    507780

     tctaacaaat cccatttatt gacaataata atgcaagctt tgtaattttc taaaataaac    507840

     cctgcaatat ttttatcttg ttctaaaata ccttctttag catctagaac taaacaagca    507900

     atatctgctt tttccaaagc acctaaagca cgcaaaaagc tgtatttgtc ttcttgttca    507960

     taaattttac ctcttttttt aatacctgca gtatcaataa tttggtattt ttgcccatca    508020

     ttttcaaaaa aagtatcaac agcatcggtg gtagttcctg ccatatcaga gacaatcatt    508080

     ctttgggatg ctaaaagaga attagtaaga gttgatttgc caacattggg gcgtcccaca    508140

     acacaaaatt taataatttt gttttcttct ttttcttggt tttgtttttg ttctggttct    508200

     aacagttgtt tttctgggat ttcataattc gattcaaaaa gcgaactttg caaagattta    508260

     tctgttggaa gtgcttctaa aaaggaagaa tcagaagtta aagaagcatc acgcaaaaga    508320

     aaaacaattt tatctaacaa atcacctata ccaacgccat gttgagtact aattgcaaaa    508380

     ggagtatcga atccaagagc ataaaattca taagtattga ataataaatt gtggttgtca    508440

     attttattga ctgccaaaat aactggtttt tttgttttat acaaaagttt agctaaataa    508500

     ctatcatttt gagtaagtcc tatttgaccg tcaactacaa aaacaattac atcagcttca    508560

     tcaactgcaa gttgggcttg tattttaatt tgttccaaaa agggagttga tttaatttcg    508620

     ataccacccg tatcaataac gccaaatgtt ttagtaagcc aatgggcagt agcataaata    508680

     cggtcccgag taatgccttt tttttgatga gtaatagcgt gtctttttcc aataatgcgg    508740

     ttaaacaaac ttgatttgcc gacattagga cgacccacaa tagcaatttt aaaagacatt    508800

     taagctctcc tttttttttc aattaaggta gtaattttgg caattaattc atcaattgat    508860

     aattcggtag tatctagcaa aatggcatct aaagctttag acaagggtgc aagatggcga    508920

     tgatagtctt tatgatcgcg ttccttgagt tgtttcataa tttgagtaat atctgtgatt    508980

     ttgccgtttt gggcatcttc ttgttgtttt ctcaaagctc ttttagtaat gttggcagta    509040

     agaaaaattt ttaaattagc atctggcatt acaactgttc caatatctct tccatccata    509100

     attaaattag gagtattggc gcaaatttct ttttgcaatt tcaataattt agttcttaca    509160

     ccaggaatca aagctacaga agagacatgt ttttcgacat ccaaagactt aatttttaaa    509220

     gaaacatctt cttgattaag aaaaatttta ttacaagaat aagaaagatt gattttgtct    509280

     aaaatttgat taaggctttt ttcattatgc catgaaactt cattttctaa caaatataaa    509340

     gttagcgccc gaaacattgc tccggtatca atgtgattcc aacctaattt ttgggacaac    509400

     tttttactaa tagtactttt gcccgaccct gccggaccat caatggcgat tttaaaactt    509460

     cgcatatgca tatataacta actccttata gcgatcttaa atttacttaa aattaattag    509520

     gtatttgagt agttaaggtt tttaattttt taatttcatg aatttttaaa gggcgataag    509580

     cacctattgt gagattttca atagttaaaa aagaataacg ataacgcttt aactttaaaa    509640

     cttgatatcc taaagcttgc atcattttgc gaacttgcct gttttttcct tcagttatta    509700

     ccagctttaa ccaagtagaa ggtttaggca tataagaaat tttcaaaata tcaatttctt    509760

     tacaaacagc caaatatttt ttatcaatga taattccttt gcagaatgtg gaaaggtctt    509820

     ttttttgcaa acaagcatta attttaacat gatattcttt aggaatacaa aaggaaggat    509880

     gggttaattt ttgagtaaga tcgccgtcat tagtaattaa aagaagccct gtagtattaa    509940

     aatcaaggcg ccctatcgga tataatcttt gtatacttgc ttcttcaatt aaatccaaaa    510000

     cagtagggcg atttttttta tctttggcag tggaaagaaa tccattaggc ttgttgagca    510060

     aaaaataaga ataagtggct ttggtgatcg gtttgtcatc caaagttata atgtcgctgg    510120

     aagatacttt ggttcctaat tcagaaataa ttttgccatt gactttaatg cgtttttcca    510180

     aaattaaaat ttctgctttt cttctagatg cgacgtttgc ataagccaaa actttttgta    510240

     atctttgcat tattttccaa ttcttccttg tttaattttg tatttgcgta tttaaaacgc    510300

     attattaaaa tattgttaaa aaatgttttt tgtttttcta atagttaaaa atattgtgga    510360

     ttaaaaaaaa taacgcggat agtatttatt ttcatccaag atatcataat aagcaacaaa    510420

     atttttatta ctatctttaa ctataaaagg tttttgggta attatttgtc tttggtctaa    510480

     ataagtgccg ttttttacta acttaattaa ataatcattt aaaataagtt catcataaga    510540

     agcaaaaaaa atactatcca aaatcaaatc attgagttct aaattttcaa tagttttagc    510600

     attttgtaat aaatgagtgc caattgcagt tctttgcaaa cgaagaagag ctccataagt    510660

     atttaattgc aaagctagat cacgagcaag acttctaata taagttcctt tggaaacatg    510720

     taccaaaaaa tctacttggt cgtgacaaaa caaagatttt ttttcaaaat gatgaataaa    510780

     aacttctctt ggaggtatat ctacaacttg attttggcgt gctaaacgat acattttttg    510840

     acctttaatt ttgactgctg aaaacatagg aggtatttgc caatactttt tttgatgaaa    510900

     agatgcaaaa cttgtttgga tagcaaaatc atttaaaggg atatttttag tatccaacaa    510960

     tttacctttc acatccaaag tatcataatg tttattaaaa agaaaggttc cttgataagt    511020

     ttttgaaagt ttatcgaaca aaaaagccag tttagtggct ttacccacac aaacaattaa    511080

     aagtcctgag gctaaaggat caagcgttcc tgtgtgtcct actttgtcaa aatgaaattt    511140

     ttttttaatt tgaaaaacta catcatgtga tgtcatcttt tctggcttgt tgactaaaaa    511200

     aaaaccgttc ataacgtttg attttgcttt cgttttgtgg taaaattatt tataagaatg    511260

     taaaaattta agcaagtctt ctttatttag aaatccgcta tgtcttgcta attctttttt    511320

     atttttgtac aaaataaggg tggggaaccc agaaacgtct ttttctaatg ctaattgtct    511380

     aaaaaaatca acgtctactt tgtaaaaaag aatgtcttgt tctaaagtgc aaacttcttc    511440

     caaaacaggc aataatcttt gacatggagg gcaccatgta gcaaaaaaat caacaactac    511500

     caattgtggg gtagcagtta tggtctcaaa atcttgtcct tgataattca ttaaattact    511560

     catcatattt aaaactcctt ttgttttttt ggtatttgga ttttggcata caccaattta    511620

     ttataattta aaaaaatgtt aattaataag gatatgtttt agttatttta attttttaaa    511680

     aaatgaaaaa atgatttttt tatgcatcat attttttttg gaactttgtt cgtttgagaa    511740

     ttgttttata atgcgtttaa tattgatgca aacataaagc aaaaacgcaa atgaagacaa    511800

     aggaaaggat tattttaatt aataatttta tacaatcaaa atatttttct tcttggataa    511860

     caaaaacttt gtatttaaga gaagctattt tttgttacaa aatgttttgc gaaatgggtt    511920

     ttagtttgca ataaaaagtg gttacgttgc aggtttgaat ggttaaattt taatttcttt    511980

     catatctttt atttgtttgc tttgtaaaaa ttctttgatt ctttgattaa aggttagttt    512040

     aatttcacta aagttttgga ataataaaaa cattttttta aaatatctct ttttaaatct    512100

     tctttataat taaccgatat cgaattgtaa ctaaaaaaac gtgttagttc ttgggatttg    512160

     tgaaaagcct caacaaaatc agaacaagct ttatcaataa ttatttcgca aatcacttat    512220

     ttagcagctt ttcctgctaa aaaaacgata atttcttaga ttaaagtttc ttttaataaa    512280

     atattaggat tttgttcttt ggaaaataaa gtaaataatt ttatccgaag agtgtggaat    512340

     caaagaaact gaacttaaaa aaagagtgtt tttgacttag ctgataatta ttttagcagc    512400

     ttcattagta gcaataattt ctttttcttt tttttctgct tgcagcatca gctatatttt    512460

     tgcctttagc aaataattct aaaatagctt tttgtgcttt aaggtcaggt agtaaaatat    512520

     taactacata attaaaacgt cctggacgaa gcaaggcata gtctagagct tctactctgt    512580

     tagtagcaac tatcacaatg aaagtatttt cattatctcc ggatttaaat accatccatt    512640

     tgatgttgtt tcctttttct tgttggctaa aatcgtttct atcaataaca aaagaatcaa    512700

     tttcatcaat aaaaaataat gcttgtttta tgggttttta tttttccaaa caaatatctt    512760

     acttttttta gcaccatccc cacgaattct ttgcaaaaaa tcagtaaaaa taaaagcata    512820

     aaaggacgca tctgattcgc ccgccagtac tttgcaagca aggttttttc ctgttcctgg    512880

     aggactgtga taataatata attcctttgt gaattttgac tactgcttaa aagttctttt    512940

     ttaaaaaata taattattgt agccataacc attcttcgag aaattaaatt aattatgaat    513000

     ctattattaa atgtgaacat ataaatgtaa taatataaaa aaagaagcat caaaataaat    513060

     taagtccaaa ctcattaaaa taaataaaat tattgtgtgt taataattta attatatagg    513120

     caaaatctca tcaatttcca agcgattaaa taaaatatga taattgtcta atttttgact    513180

     tggaagaatc ccgaaagtat ctaagctttt aaaagtaata tccgaggctt tgagttgagt    513240

     taaaatttta ttagctgttt gaggtaaaaa aggttgtaat aaaaccccta aaaaccttaa    513300

     agcttctacc aaagaatata gtgtgtggtc taatagttgt tgtttttcag gatttttaaa    513360

     taaattccaa ggctctacta aatcaatgta tttattagca aaacgagcca aattaataat    513420

     ttttttaagg gcatctccca ctttgtaatc ttgcattttg agacgaactg aaggaagagt    513480

     tgctaaagtt tgtttggata aatcaaattt agggtctaaa ttagatgtaa ttaaagtttt    513540

     agataaatta ttttgacgat aaatttttat catcccaaaa actctatgaa ctaagtttcc    513600

     caaaacatta gctagatcac tattgtgcct ttctactaac aattcataag tgatattacc    513660

     atcttgagca taaggaattt ctgatagaac aaaataacga atggaatcca ccggaaaatg    513720

     ctttaacaaa tcatcaacgt acaaaacgtt acctttagat ttagacattt tatttttatc    513780

     aaataaaatc catggatggg ttaaaaactg tttgggcagc gaaatttcaa gtgccatcaa    513840

     taaaataggc cagtaaatga gatgaaacct taaaatatct ttaccaatga catgcatatc    513900

     gcagggccaa tatcgattaa actggctatt ttcagatgta ggattgtagc ctagtccggt    513960

     tagataattg cttagagcat caatccaaac ataaatcacg tgtttgggat caaaaggaac    514020

     gcgaatgccc cacttaaaag aagttctaga aacagacaaa tctgataatg gttcttttaa    514080

     taaatttaac agctcttttc tttgggcatc aggtttaatc aaggaggggt tgttttctaa    514140

     atatttcaat aaatgggatt ggtatttgga aatcttaaaa aaataagttt cttcactgat    514200

     taaaatagga atttcaccat tagaagtttt tccatcaatt aaatctttgg gagccacata    514260

     agattcttca gaaactgaat aaagtccttg atattttcct aaataaatat ctcctttttt    514320

     ccataacttg tcaaagatgg cttgaactgt ttgtttatgg ttagggttgg tagttttgac    514380

     aaatttatca taacttactt gcattaaatc ataaattctt tttatttcca aagatatttg    514440

     gtctacatat tcttgtggat ttttaccttg ttgcaaagat ttagcagcaa ttttttgtcc    514500

     gtgttcatcg gttcctgttt gaaaaaaaac atcaaatcct tctaggcgtt taaaacgagc    514560

     aatggcatca gctaaaatgc attcgtaaac gttgccaatg tgtggaatgc cagaagcata    514620

     ggcaatcgct gtggaaagaa aaaatttagg tttttgtttt tgggttgttt tcataaaaac    514680

     tccttaaata aatggtggca aaaaatattt ttaattatgg gttgttagaa aaaatctgca    514740

     tgtggtttga aaaatcaaat caagattggt tttttttgat tttgtattgg cgataaattt    514800

     cttttttggt aatgtttctt tcttgagcaa ctttgctaaa agcctctttt tcgttaaagc    514860

     ctaatttgag gtaaaaaaga acgtgatcgt ttatgcttag aacaagcaaa tgttcgttgg    514920

     gattgggatt gcctgcaaca acaatgacat attctccctt attaattaaa tcaagttcta    514980

     aaatagagtc aagattacca ttgataatgg tttcaaattt tttagtcagt tcacgtgcta    515040

     aagaaatttt tctattacca tataatttgt ttattaaaag taaagtcttt ttaattctat    515100

     gaggagattc ataaataaca aggctttcgg aggtattttt atattggagt aaatattttt    515160

     tcaaagcttg agacaaacga ggtaaaaaag ccaaaaagat aaaaggtgaa gggatagcag    515220

     aagtcataaa agcagttaaa aaagcagata ctcctgggat tgctaccaca ttaaaaccat    515280

     gtttttgcac ttcacaaact aaagaaaaac caggatcgct aataagagga gtgcccgcat    515340

     cgctaattaa ggcgatattt tttccttgtg ataaaagttc taaaatttga ggtaaccttc    515400

     ttgtttgatt gtgttcataa taagaaagta gaggtttttg gatttggtaa gtgtgtaaaa    515460

     gttttttggc tcttctagta tcttctgcta aaattaaaaa aacttctttt aaagtataaa    515520

     gcgctcttaa ggtgatatct tctgaattac ctatgggagt tgctactaaa tataaaatag    515580

     gcttagcatt gcgaaaactt tgttgttgaa ataacatatt tttttacctt atttgttggg    515640

     ttttggtgtt tacaaaattt tatattgctt taatataggg gggttgtaaa tttgtaaaga    515700

     tttaaaatga aagtctttga gcttctaatt gaattaacaa agccattaaa agattttctt    515760

     gattagataa tatatattgt tttttgtaaa tttgatgaat aatttttaaa atatcgaaag    515820

     cagttgtaag gggtaaagtt tgataatatt ttcgatattc tggatttgtt aaaatttgtg    515880

     ttttggaaaa ataaatgggt aactggtttt tgggtatttt ttcatataac acatcagaaa    515940

     aaaaatgtaa taacgctgat aaaaaatcat ttaaaaaatg aggaaaagaa gtaagttttg    516000

     caaacacagg agaggcaaaa accgctaatt ttaatgaaat tgtttttgga aattgaataa    516060

     gaaaatccaa aaaaaactgt ttaaaatttt gataataatc gctggcaatg aataaatcca    516120

     tttgatcggg atttttattt attaaattgc ttaagtaaaa atcaaaaaca tctatttggg    516180

     gtttagcttt ggggtctaaa ttttgtgttt ttgcatccac ggcatcaaag atattaataa    516240

     tttgacagcg agaaactatg gttggtaaaa ctttttctaa attattggtt aataaaaaac    516300

     ctatagtgtt gttggaagga ttttcaaaaa aatgcaataa actattggaa gtttgggtag    516360

     ttattttttc tatttcttcg attacataaa ttctttgggt tccgaataaa gaagttttca    516420

     aaaagttttt ttgaaattgc aaaatttgtt ctttggtaaa aagatggttt tgtttggtca    516480

     aataataaaa attggggtat tgcgaattaa gtaaggtatc ttttgacaaa agataagggt    516540

     catggggttt aaaaatgcga taggcaagtt ctaaaacaaa ttctttttgt tgggaaaggg    516600

     tggatccaac aactaaataa agatgggcga gttttttatt ttggataatt tgattaaatt    516660

     tggttaacaa agattggatt tttttcataa atctatttgg aagacttctt tgagtttttg    516720

     ttcaatgatg ttataaatct tttccaagga cttacttgca tcaattaaaa aaattctttt    516780

     ttgttggtct ttttgataaa ggtcaagata acctttgcgt acttttttat gaaaagataa    516840

     tttttgtaaa tcaaatgaat taatttcttt aggtctaaat tgtttgactc tttgaattcc    516900

     tattttagga tctaaatcta gataaaaagt aatgttgggc atataattta aagccaaatt    516960

     attaatattt aaaacaaaat ctttacttaa accacgagca taaacttgat aagctatagt    517020

     agaatccaaa taacgatcac aaataactat tttattttgt tgtaaggcag gaataattaa    517080

     tttgcttaaa tgttctgctc tatctgctgc aaataacaaa gcctcagtgt gaaaatctat    517140

     ttgtttatta taagaatgca acaaaatatt tctaattact tcattaaata aaccaccacc    517200

     aggttctttg gttaaaacac acgaatattt tttacttaat ttttcaaata aataacttga    517260

     atgggtggtt tttccggtgc cttcacaacc ttcaaaagaa ataaacattt agtataaatt    517320

     ctcctttttg tgtattttta tttattgtca caaaatcaat aaaaaatttt ttttaaaact    517380

     aaggctttgg caggagccaa aagggtggct tttttagttt tgttacctaa taacatcgct    517440

     tgaaattgtt ccaaagaaaa tttattttta ccaatttcaa ttaaacttcc caccaaaaaa    517500

     cgaatcatat attttaaaaa accattacca tgaaaaacta aaatatattt gtgtacagtt    517560

     tctttgagag aagcttgaaa aattgtttta gaaaaatttt taggctgggt ctcactagta    517620

     aaagcaaaaa aattatgagt gccttcgata aattttaggg ctttagtgat tttgacaaaa    517680

     tcaaacttgt cagcaaaaat ttgaaaatga tggttaaaag cattaagggg ttttttagaa    517740

     aaaacatatt gataaatttt tgatttcgct gaataacgag catgaaaatt aggagtggca    517800

     aaatgcattt gtctaactct aatatcagga ggcaaaagat aattaagagt tttttggaaa    517860

     tgtttaggtt ttagagaaaa agtggtttgg aaatggaggg tttgtccttg agaatggact    517920

     cctttatcgg ttctactagc tgcaaaagtg gggatgtttt gatgggtcat tttttttaaa    517980

     gctttttcaa aagtttgttg cacggttttt ttttgaggtt gtttttgata tccacaataa    518040

     aaagtaccat catagcttaa aattaattta taaaaaaagt gttgcaaaaa tgcctccttg    518100

     tgtaactaca aaatattttt aaaaaattta aaaatgtaaa ataaggaacg aagaaaaagg    518160

     tgttaatatt aaaaaacctc cttaatcctt aagataagaa ggttttgata attgaagctt    518220

     tttgtgaaag aaactaaaaa tgctcggtta attgttgtta aacaaaagcg ataattgcca    518280

     ttggagcact atcaccacga cgaggaacag ttttaataac tctagtgtat ccaccttgac    518340

     gatcaagata tttagaggag atatttttaa atagtttttg taaaactgta gtgtcatcgt    518400

     tgattttttc atcaaaaaga tgtcttttgg cttggcgtct agtatgcaaa gtattttttt    518460

     tagataaagt aaccatttta tcagctaatt tttgtaattc cttagcttta gattcagttg    518520

     tcataatttt ttcttgcaca attaaatcag tcattaaagt tcttaacaaa gctcttcttt    518580

     gagatttatt gcgtcctaat ttgctaaaag gcataaaatt tatctgtcct ttctattttc    518640

     taatgtgttt tttagtttta atgtttgtct ttgtcttctt caacgctatg atgcaaagct    518700

     tctttgaggt aatcgttgaa ttctaaacca tattctaaaa atttatcttt taattcttgg    518760

     aaagattttc gtcctaggct tttcagtttg acaacttctt tttcacttaa tttcactaaa    518820

     gaagcaactg tatcaatccc tgctctttta agactgttga aaagtcttac agataaatct    518880

     aattgttcaa tttctaaatc tagcacgtaa ttatgggctt cttttttaga ttcagaaaca    518940

     aattctacat gagcaggttt ttggcttaat tctactaaaa cattgaaatg atctactaaa    519000

     atgctagctg cagttgctaa agcttcttta gctaaaagag cgccgttagt ggtaatttca    519060

     atagttaatt cgtctttatt gcctaatttt ttttctactt gataagaaac attaacaaca    519120

     ggagtaaata aagagtcaat tgcaataacg cctacttgat tttcaatgtg aactttattt    519180

     tctttggcac caacataacc gatgcctttt ttaatagtga ctgtcatatg aaagcaaaca    519240

     tcatcagaaa gggtggtaat gtaatgatcg gggttgatga ttttaactcc tgcaggcagt    519300

     tcgaaagaag cagcagttag gcgttgtggt cctttagcga ttaattctaa tttttcttca    519360

     aaatcatctg attcgtcgtc tacggcaaaa acaatttttt ttaaatttaa aataattgtc    519420

     atgacatctt cataaacgcc cggaatagta gtgaattctt gttctactcc ttgaatttta    519480

     acatttacaa tagcagcacc aggcaaagaa gataacaaaa ctcttcttag ggcgtttccc    519540

     acagtaatgc cgtatcctct ttctaaaggt ttgatagtga atttcccgga aatgggattt    519600

     tcatcaattt cttcaacaaa aaaaggttta ataaatttaa gatttttcat aattactcct    519660

     taaaatgtcg aacaagatta ttatcctcta ggaggttttg gcggtcgaca accattatgt    519720

     ggtactgcag taacatcttt aatagcagta atttctaatc ctgctgcttg caaagaacgg    519780

     atggctgctt ctcttccggg acctggtcct gtaatgaaag tttctacttt aaccattccg    519840

     tgttccatcg ctgctttggc aactgcttca gcggctaatt gagctgcaaa gggggttgat    519900

     ttgcgacttc ctttaaaacc caaagcacct gcactactcc aagtaacagc attaccgtta    519960

     agatcggtga tagtaacaat ggtgttgtta aaggtggtat ggatgtgtgc aattcctaaa    520020

     ggaacatttt ttttaacttt gcgtttggta tttttttttc ttgccaatgc atttctcctt    520080

     tattattttt atttttagtt aactttattt tttttcttac cagcaattgc tgctttaggt    520140

     ttgcctttaa cagtgtgagc gttgtttctg gttttttgtc ctcttacagg taatccttta    520200

     cgatgacgta gtcctctgta agctccaatc tccattaaac gtttaatatt taaagtaact    520260

     tcacgtctta ggtcaccttc tacattgtat ttagtaattt caatacgtaa agctgataat    520320

     tgctgttcgg ttaaattttt aactctaata ttttggtcaa tttttaactc gtttaaaatt    520380

     ttatgagata atttatttcc taaaccataa atataagtta gtgcaattac tactcttttg    520440

     tcgcttggaa tatctattcc tgcaattctc gccataaata tctcctttta tccttgtctt    520500

     tgattgtgtc tgcgattttt tttattgata acataaatgc gtcctttacg acgaacaatg    520560

     atatcgtctt cgctgcgttt tttaactgaa gctctaactt tcataaactt ttctccttac    520620

     ttaaaacgat aagttattcg tgcttgtgta gggtagtatg gtgataattc aattcttact    520680

     ttatcaccag gtaaaatgcg tatgttgttg atacgtattt taccagaaac ataagcaata    520740

     atcgtttttt tatttggaag ctctacttta aatttatcat ttgataataa ttcaacaact    520800

     ttagcttcga tttcaatttt ggattcagtt tcgtttaaat tgttttttga cattcaaagt    520860

     gattccttta atttttattt ctgggttcga gggggggtga ttgtgatata atttggtaaa    520920

     atgaaaaata tattatgcaa gtatttcata tcctttagga gttactaaaa ctgtgtgttc    520980

     aaaatgagaa cttagacttt tatctatggt aactacagtc caattatctt gcaaaatagc    521040

     aatttcagga tttcctaaag taagcatggg ctcgacacaa aaagtcattc ctggttgcag    521100

     tatttcgcct tcgtgtggtt tgccaaaatt aggaatatag ggctcttcgt gtaaagatgt    521160

     accaatacca tgtccggtaa attcttctac gatgcctaaa ttattttttt tagcaaaaag    521220

     ttcaatggca tgagaaatat cagaaaaatg attttgaggt ttaatttgca aaagaccttg    521280

     taataaggct ttttgagtaa ataaaagcaa gttttgagta gtttggcaaa cagttcctac    521340

     agcataagaa taagcacaat caacataata accttgatag ttaattccta aatctaaggt    521400

     gatgatatca ccttgtttaa ggatggtttt tttggaagga atgccgtgaa ctaccacttc    521460

     attaactgag gcacaaatat gtttgggaaa gccattgtaa cctttaaagg cagaaatgac    521520

     accttttttt tgataaaaat tcttagctaa taaatctaga tcaaaagttg acattcctgg    521580

     aataacaaag gaagcaagta atctgtgggc ttcattaatg atttttcctg cttgtttcat    521640

     gatagcaatt tcatgaggag ttttaatgga aatcatttgc ggtctgtttc taaaacttct    521700

     aaaatcattt tagtaacttg gtcgatggtt tgcataccat ctacttcaaa aagttggttt    521760

     tgttcgcaat aatattgcac taatggtaat gtttctttat taaacacttt gaggcgttta    521820

     aggaaagttt ctggtttatc atcttctctt tgaattaagg ttttttggtc tttgtcacaa    521880

     atgcctggat ttttgggagg aattttttcg atgtgataaa ccttgccaca ttcgggacaa    521940

     attctgcgtc ctgcaattct tttcattaaa tctttggttc cagcgttaaa atagatgact    522000

     ttagttaaaa ataaatgaga ttttttaaaa aaatcatcca aaaaacgagc ttgcaaaaca    522060

     ttgcggggaa aaccgtctaa taaaaaatct ttagtagcga tgtccttaga caagtaatca    522120

     gctatcattt ggttagtgat gtcgtcagga actaaaagtc cttgagcaat aaatttttta    522180

     cttaaagttc ctaattcagt attttcttta aaatttttac gaaaaatatc gcctgttgaa    522240

     atgtggttaa tttttaaaat atatgataaa acagaagctt gagtgccttt accaattcct    522300

     ggtggtccta ataatattag tatcatgttg tattgtttgc ttaattaaaa taatttttga    522360

     tattcttttt tgttggcagt agctttgatg cgttggatag tttcaagggc tacactaaca    522420

     ataataagca aactggttcc tcctaatttc atatctttca aacttaaaaa atgttccata    522480

     agaataggcg ttacaacaag agaagtaata aaaacagttc ctaaaacggt gattttaaat    522540

     aaggtattag ctaaataacg agtagtttgt tcacctggtc ttaaacctgc aatataggca    522600

     tcttgtttag ataaatgttc tgaaatatct tcgggattaa cattcataaa agcagaaaaa    522660

     aaagaaagaa caattactaa caagactaaa aaacctatgg caaaaaagtt aatttggtta    522720

     ttagaagaat tagtattggt aaacaaattt acatacttag tcaacttgtc attcccaata    522780

     aatcctgcta gcatctggaa aggttgcaat aaagcaaatg acaaaataac tggcataact    522840

     cctgcactat taatttttaa tggaatgtag cttttgcctt gcacttgatt gcgcgcataa    522900

     ttgataggta tttttaaaga tgttatttgc acaactacag taaaaattaa gaataagaga    522960

     agtaaaagaa caatacatgc aaaattaaaa gttttcaaag ttaaaaaagt attttgagat    523020

     aaatatgatt tgttcaaatt tgcaaataga ttaattacgc tgtggctcat cgaaacaaca    523080

     attaaaatag aagtgccgtt tccaatacct ttggaattga taaggtcagc aaaccaaatt    523140

     aaaatagaaa ctcctgcagt agcaattaaa gctaacaaaa acagttggct tgtacttatt    523200

     gatgtaacta aaagttttga ataactgttc aaaaaagcaa aagattgtcc aaaagcgaac    523260

     aataaggcaa gactacgtgt taaaagatta agtttgcttt ttcccatttg tccttggtct    523320

     ttccattcac gacaaatagg aaggagcttt tgcaaaaatt gcactacaat ggaagaagta    523380

     atataaggag ttatccccaa tccaaaaaga gtaccagcat ttatggaaaa aaccccaaaa    523440

     agtttggata aatcaagaga tttagaatta ataaaaggaa gaggccaaga agttcctaaa    523500

     caaacaatag aaataataaa taaggtgaaa aagattttaa acattaattt acgattgcct    523560

     aaaactaatt ttaattgacg tttcatcttt aaattacctc tatgtttcca ccaactgcta    523620

     aaatggctgc ttgagcttgt ttggagaatt ttgaagcttt gactaataat tttttagtga    523680

     gagttccttg cgacaaaact ttaataccac ataattggtc tttaattatt tttttttcta    523740

     acaataattg aggagtaaca acggtatctt gaggaaagga ttctagagtt ttaaggttaa    523800

     gaagagcgta tcttttttgg gaaaaattgt gaaatcctct tttaggaatt ctttgaaaaa    523860

     aaggaatttg accgccttca aatccaggac gcaaagtttt tcctgaacgt gctaattgtc    523920

     ctttgtgacc tttaccagaa gttttaccag tgccactacc aggtccgcgt cctaaacgtt    523980

     tagtggactt gcgagcatta gtgactggtt ttattgtgtg taacattatt tttgctcctt    524040

     tgtataagaa actttttcaa ctacaacaag atgactgatg gttttaatca ttccatggat    524100

     ggctggagta tcatctttaa taacttgatt gttaattttt tttaaaccta ggcagtgagc    524160

     ggttttaatt tgattaaaac gacaagcaat aagacttttg gtaagagtaa tttttaattt    524220

     cattgttctt ttttcgctaa attaatgcct cttaatttag ctacttcttc tttagtgcgt    524280

     aaactttgta atccatccat tactgctctt attacgttaa tagaggtacg cgaaccaaaa    524340

     gttttagtaa gaacatcatt aatgcctact aattctaaaa tagttctagc agcttttcct    524400

     ccagcaacaa ttccagttcc tttggaagct ggttttaaaa aaaacttaga cgctccaaag    524460

     cgtccaatag tgtcatgagg aatagtagtt cccacaatag gaatacgaac taattgtttt    524520

     ttggcttttt ctaaagcttt tttaatagct tctacaattt ctttagcttt agcggtggcg    524580

     aacccaattt gccctttttt atcgccaaca actaccaaag cagaaaaacg aaaacgagcg    524640

     cctcctttaa ctactttagt aatacgatta attttaacaa ctttttcttc taaaagagcg    524700

     gcttttttgt taaattcttt ctttattgct ttcattttgt ttttctcctt taaaaatgta    524760

     agcctgattt gcgacaagca tcagctaagg ctttgatttt accgtgataa aaataccctg    524820

     atctatcaaa aacaacgttt ttaatgcctt gggataaggc ttttttagcg ataagagcgc    524880

     ctactgcttc agcggctttg atgttggaac cccaaacatt ggcttctttg ctattagcgc    524940

     tacatagagt tgtttgtttg gtgtcatcaa ttatttgcac ataaagaaat ttattagatc    525000

     taaaaacgtt taaacgtggt ctttgtgatg tgcctgaaac aatttttcta aggcgaagat    525060

     gacgtttttt acgaagcgcg ttagaggatt gtttggttat cataacttat ttttagtcct    525120

     ttcttgtttt tttagcgctt ttcccagctt tttgtctaac gtattgtcct acgtagcgga    525180

     ttcctttacc tttgtaaggt tctggtttac gtaattttac gtttttggca gcaaattcgc    525240

     cgacaagttg tttgtcaatt cctttgataa caatttctgt gttttggtta actaccactt    525300

     ctagattatc aggaatggca acgcttacag gatgagaaaa acccaaagat aaaattagtt    525360

     gtttaccttt aatttgagca cgataagcta accctacaat ttttaaggtt ttttgaaacc    525420

     ctttgcttac accttctacc atattggaga gtaaggctct ggtggttccg tgaatttttt    525480

     tcataaaaat ttcatcatta ggtcgtttga ctgtgattac tttgttttcg ttagtgatta    525540

     ttaatctgtg attgaattga tattctaatt tgcctttagg gccttcaact gagataaaat    525600

     ttctatcttt gatatcaact ttaaccgcat tagggacttc aattgctttg tttcctacgc    525660

     gtgacataat tttctccttt atctccttta aatacttttg atttagcaat taattaccaa    525720

     atataagcta aaacttcgcc accaacttga gaaaggcgag cttgagcgtc tgttagaatt    525780

     cctttagaag tagaaaccaa agcaactcct aaaccattaa gcactttagg aatttgttct    525840

     gctgatgcat aaactctaag tcctggttta gaaactcttt ttaagccttt aatgactctt    525900

     tctttgttgg gagaatattt caaactaata attatttcac gagatgactg aggtagataa    525960

     aaatctttaa taaaaccttc tttttttaaa actgctaaaa tttctaattt taacttagaa    526020

     gcaggtacta acacttttaa atgtgacatt tgattggcat tacgaatacg tgtcagcata    526080

     tctgcaatag ggtctgtcat aaccatgttt gagcctcctt tttaccttta ccaactagtt    526140

     tttctgactc caggtaattt accttgatga gctaactgcc taaaattaat gcgggagatg    526200

     ccgaatttac gaatgtatcc gcgtggtctt ccatcaatag aatctctgtt ttttaaacgt    526260

     acaggtgatg ctttggcagg aatttgagac aatccagcgt agtcagcttt ttttttaagt    526320

     tctaagcgaa gtttggaata ttttaaaact agctctcttt gtttttgatc ttttacgatt    526380

     ttggattttt tagccataag taatagttcc tttaattttt aaacggcata ccataaagct    526440

     ctaaaagctt tttggcttga gtgttatttt tggcagttgt tacaatgatg atatccatgc    526500

     cacgaatttt tttaactttg tcgatattaa tttctggaaa aacgatttgt tcttttaatc    526560

     ctagagcgta attccctctg ccgtcaaaag atttgccaga aatacctcta aaatctctta    526620

     cacggggtaa aactaaacga gttagtttgt ataaaaaagc ttctttacgg gctcctctta    526680

     aagtcacttt agctccaatt ggcatgcctt cacgtaattt aaaattagaa atagcttttt    526740

     tggctttagt gataacaggg ctttgtccgc ttaataattt taattcttct actacatcat    526800

     ccaaaacttt aacattaaaa atagcatcac ctacgcccat attgataaca actttatcta    526860

     cttttgggac ttgcataaca gatttataat taaaagtttt cattagggtg gcagtgattt    526920

     tggaatagtc tagagtattt tcttttttaa ttgacattga tgcaaagcct ccttaatttt    526980

     tttcgtctaa tgtttgattt gattttttag cataacgaac ttttttacct gattgtatgc    527040

     gaattcctac tttagtggaa gtttgtgttt gggggtctac taaagctaca ttagaaacat    527100

     gaatgggagc ttcttgttta acgatggcgc ccttttcttc gttttgggaa gggggttggt    527160

     gtttggtttt gatgttgaca ccttcaacaa taattttttg agttttagca aaaactttta    527220

     atactttgcc tgttttaatc atttttttac ctgattcgtc tgttacaaaa cgatctttgc    527280

     cagctaaaat agctactgtt tctcctactt taatacgcat tgagctgtcc tccttacaaa    527340

     actaattggg ctaaagaaac tattttggaa aatttcttat cactcaattc tctaactact    527400

     ggaccaaaaa tacgggtgcc aataatattt aaatcctctt ttaaaagtac tacagcatta    527460

     tcgtcaaatt taatgtaaga accattttta cgtcttagac cttttttggt gcgtacaatg    527520

     acagctttta gaacgtcatg ttttttaact gtaccagaac ccgatttaac agttactact    527580

     acaatatctc cgatatttac atgactacga cgagttcctc ctaaaatgcc aataactaaa    527640

     acttctttag cgccactgtt atcagctaca actaaacgac tttctcgttg aatcatctca    527700

     aaatctcctt aatttgcact ctttgaatgg taaagaattt tgaataatcg aaatctttta    527760

     gttttagaaa gaggtcttgt ttccataaaa ttaactaaat cgcctggttt ggcttcttga    527820

     ttttcatcat ggacgtggaa ttttttcgat tgtttcactc ttttgccata taaagggtct    527880

     tttttgtaaa tatcaacaat aacagtaatg gttttatcca ttttatctga aaccacttta    527940

     cctacgaaag tttttctaaa attacgttgc attattgttg ttcctccttg atagtttcta    528000

     cagcatcatc taaatcaggg gtagttggtt gtgaggttag ggttggtttt gttaaaacag    528060

     gtttgacagt ggaagtgaca aaagtcgggg tagagtctgt ttgtgcttga ttgttttttt    528120

     gggttaggat ggttttgatg cgagcaatgg tttttttaag ttttttgatt ttggcagtgt    528180

     tagttagttt gcctaaagct aattgaaaac gcaaatcaaa cagttcttgc tttaatttgt    528240

     ctactttgtt ttctaattct tctggattta attttaaaat ttcttgagtt ttcatatttc    528300

     agcacctttt ttaacgattt tagttttaat cggtagtttg tgagacgcca gtcttaaagc    528360

     ttctgtttct actttggagg aattagtggt gtctttaact tcaaacaaaa ctttacctgt    528420

     ttttaccaca gatacccatt cttcaggaga acctttacca gaacccattc ttacttctaa    528480

     aggtttttta gttaatgata gatgtgggaa aatgttaatc cacacttttc ctgttctttt    528540

     catgtaacgt gtcattgcga tacgagcggc ttcaatttgt ttgttggtga taaaagcacc    528600

     ttctttggca accaaagcgt ggtttccgtt ggcaataaca tttttacctt tggattttcc    528660

     ttcaaaacta acgcggtgag gacgacgata tttagttctt tttggcatta acatgattat    528720

     tgttgcctcc tttgaaattg cgagggcgcc tgttagggtt attagaagat tgcgaagcaa    528780

     acaattttct agtgtctaga atggtttgtc ctggtaaaac ttcaccgtgg aaaatccata    528840

     ctttaattcc taaaactcca taagtagtgt gagcttcaac agcagcgtaa tcgatgtctg    528900

     ctcttagagt gtgtagagga actctgcctt cggcatgtcc ttcgcttcga gctatttcag    528960

     caccacccaa acgaccagaa attaaagttt ttactccttt ggcacctgct tttattgctt    529020

     tttggattgc cattttttga acacggcgga aaaacatacg attttctagt ttttcagcca    529080

     tattttgagc aattaataaa gcgactttat cagagttttt aacttctaaa acgttaagat    529140

     taacgtcttt ttgagtaagt tctttaagtt tagcaactaa tttgttgcgt gtatcgccgt    529200

     cttttccaat aataacgcct ggtttagcgg tgtgaacaga aatagtgata cggtttttat    529260

     ttttttcttt taggcgttcg atgtcaattt gacttatagc gcttttttta gcaaaattat    529320

     tgattagttt acgaattaaa aaatcttctt taattaaatt aggaatttct ttatcattaa    529380

     cacaccattg agattcccaa gttctaataa tgcctaatct taatccgtta ggattagttt    529440

     tttgacccac tttgttcttc ctcctttgat gtttgcaagt ttgtgctaga agttattact    529500

     aaagtaatgt ggctggttct ttttttaatc atatcgccag aacctttagc tcttggaaac    529560

     atacgtttta aacgaaaacc ttcgttgaca aaaacttctt taacataaag ttgttcgcgg    529620

     tttaatttta aattattaac agcattggaa acagcactgt ttaaaagttt taaaataacg    529680

     ggagcagcta ctttaggggt aaaagttaaa atggcttgag cttgtgcaat attttttcct    529740

     cgaattaaat caacaactaa acgtgctttt cgaggggcga ttgaaacttt tctagcaatc    529800

     gctttggcgt ttttggtttc catagttatt ccttcccatt attttatttt ttttgcattt    529860

     ttttgtcttt tttgttgtgt ccgcggtaag tgcgtgtagg ggaaaattca cctaacttat    529920

     gtcctaccat gttttctgta atatagactg gaatatgttc gcgcccatta taaactgcga    529980

     ttttgtgtcc tacaaaaata ggtgtaattg tagaactgcg tgaccaagtt tggatcactt    530040

     ttttgttttt taagtttttt tgtttttcta tttttgctaa tagatggcta gcaacaatag    530100

     gtcctttttt aactgaacgt ggcatattaa caactcctta ttttttacga cgcctaataa    530160

     ttaaagcatt agatgctttt ttgcggtcac gagttttgac cccgcgagct tttttacccc    530220

     aaggtgtcat tggtgatttg cgtccaatag gagctctacc ttcaccaccg ccatgagggt    530280

     gatcgttcgg gttcatagca gaacctctta ctgttggtct tattcctaag aaacgttttt    530340

     tgcctgcttt gccgtaatta attagtttgt aagattcgtt accgatctct ccgatagtag    530400

     cacgacaagt tgcaagcact ttgcgaactt cgcctgattg aagacgtaat agtacgtatt    530460

     tgtcttctct actaataatt tgacaagaag aaccagcact acgagcaatt tgtccgcctt    530520

     tgcctggttt taattcgatg ttatgaaccg tggttcctac tggaatattc attaaaggaa    530580

     ggcaattggc aactttaata tctgtttcct taccagagac aatttgcatc cctactgtaa    530640

     gtcctttagg agcaagaatg tatctttttt cgccgtctac atagtgaatt aaagcgatgt    530700

     tagcactgcg gtttggatcg tactcaatgg tagctacttt gccaacaatg ttatctttgt    530760

     ttcttttaaa atcaattaaa cggtattttc ttttaacgcc gccgccacga tgtcttactg    530820

     taattttacc ttgattgttg cgtccggctt ggtctttatg agataccaat aaacttcttt    530880

     caggagtttg agtggtgatt tctgaaaaag cagaaacact catattgcga catccatttg    530940

     tggtaggctt atatttttta attgccatat ttatacctgc cttgtttttt ttaatcgtta    531000

     atcattattt tggttgggct tgagtttatt cattagcaag gattttaatt ttttgtcccg    531060

     gagctaattt acaaatagct tttttataac cagaagtata accttcaaat ttgccttttc    531120

     ttttgaattg tggtaaaacg ttgcgagtgt taactgataa aactttaact tggaaaatgc    531180

     tttctaaagc ttttttaatt tctactttat tagctgtttt ggcaacttta aaggtgtatt    531240

     tattttgtct ttcgatcaat ttattagtta attcagtaat gattggtgct ttaactaaat    531300

     catagtattt attcattatt tcaaaacctc ttcaaaatag ttaacagcat cagcagttag    531360

     aactaattgt ttgcaattaa ggatttgata aacacttgca tgagaagctg tttctaaagt    531420

     aatataagat agattgcgag aagccaaagc taattgttct gtcatttgag taactacaat    531480

     taaggatttg gaagtgatgt ttaatttttg taacatttgt tggaaatctt tagttttgtg    531540

     agttgctaaa ttaatgttgt ctaaaactac taattgatta ttttgaactt ggagtgataa    531600

     agctgatttt agagctagaa tgcgtacttt ttggtttact ttaacagaat aatttcttgg    531660

     ggaaggtcca aaagtaactc cgccaccgcg ccataaagga gagcgaatgg agccatgacg    531720

     agcacgacca gttccttttt gtctccacgg ttttttacct ccgccagcta ccaaagcgcg    531780

     agttttggta gcgtgtgtgc cttgacgcat tgcggctctt tgagcattta caacgtcgta    531840

     taaaacttgt tgattaggtt taatgtcaaa aacagtagtt gctaaaacct tttcagaaac    531900

     taagtcgcct tgttgattaa ggatattaat ttttggcatg cgtttgctcc tttgtcaatt    531960

     tttttacagc agatttgatc attacaaaac ctttattagg tcctgggaca ttgcctttaa    532020

     ttaagaataa atttttttca gtatcaattg aaagaatagc taaattttga atagtaacag    532080

     tttcgtatcc catgtgtcct ggtagttttt taccttttaa tttgccttta ataggaccca    532140

     ttgaacctgg acgacggtga taacgagacc cgtgactttc aggacctctg ctttggttgt    532200

     gccttttaat agaaccagca aaacctttac ctttggaagt tcctgttaca tcaactaaat    532260

     cacctacttg aaataaatcg tttgtgatta gcgcgcctac cactaaatta gctaggtttg    532320

     agttgacatc cgaactaaaa ttaatttctt taatgaagcg cttaggggca gtagttgctt    532380

     ttttaaaatg acctaacata ggtttagaag tgtttttttc tcttttatcg caaaaaccta    532440

     tttgagtagc ttgatagccg tcttggtcaa cgtttttttg ttgcaaaaca acattggctg    532500

     caacatctac tattgttact ggaactaatt ctccttgttc gttaaaaact tgagtcattc    532560

     ctattttttt acctaagatt ccttgagcca tgtccttcct ctttcttttt ttaattttag    532620

     ttttaaagtt tgtaaaaagt tttttaaagt gattttaaaa agttgattgc aattgtaatt    532680

     gtgattcaac caaatgaaat gatttttaaa aaataaatat ttattcatat taaaattaat    532740

     agtgtctaga atgtttgctt tttctattgg tttatttttt taacaaaata tcaattgcag    532800

     ttggtaaact aatgtgcatt aaagattcaa ttgttttttt attgggattg ataatttgaa    532860

     ttaaacgttt gtgagtgcgt cgttcaaatt gttctcttga atctttgttg acgaaagggg    532920

     aacgcaaaac agtaaatact tcttttctgg taggaagagg tattggacct tcaatattta    532980

     ctcctgtttt agagacaata tcaataattt ttttagctgc ttgatcaatt aaatgatggt    533040

     cataggctct tagaattatt ttgataattt ctttttcttt tttgttcact tatattctcc    533100

     ttttttagaa atttttgaaa atattgtcta ttagacaaat attttgctta aataattttt    533160

     ttcttagaca actgacatta gtgttttgta tttttggatt aaaagaaaaa atatttaaaa    533220

     caagcctttt tattatacct taaaaaaaga ttttattgta agtcatttta attacaaaag    533280

     ttaaaaaagt aattaataat gtttttttaa aataaaaaaa tctgtttaaa ataagcaaaa    533340

     ttatgaaagg atttatttat tttgaatttt tgtttgttaa aaaaatataa ttagttaatt    533400

     caaatatctt tatattaaaa tataaaatga tttaattaaa aggttctttt tttatattta    533460

     atgataactt ttttaacaaa tttaaaaaac tgtttaaaag gattagtttt tgcaaaacgc    533520

     atataaccat taaatattta taattaaaaa ccaaataata aataatataa caaatcttaa    533580

     ataacttgta taaatttgtg ttttattaag ttgtaataat aaaatataat ttgataatgt    533640

     atttgtattg gattgtaaat aaatctagat attgttgtaa aactttttga gtatttagat    533700

     tttcaaaaac gaatatatca aaaaagtaac aatcattcca aatatactta ataataaaaa    533760

     aatggtggtt cttaataaag aagatatgtt ttgtttgata ccccagatat attttttact    533820

     tataattatt taaatgattt agttttggaa taacagaaat atccaacaag tgcttttact    533880

     aaaagaacta aaacaagaac taaacaaaaa gcataatatt ttttagttaa ttgtttttat    533940

     ttaagtgctt ttaaatcttc gttatatttt tctgttcttt tatctgagtt ttgtttgttt    534000

     gacagttaat ctaaatgtaa gtatttattt aatttgttat taacaagaaa taagttaaaa    534060

     aataatatca aaactataaa ttaaaataat atccaataag gaaaaaaata tcattgtcta    534120

     agaaaaaaat tatttaaaca aaataatttg tctaataatg ataaattaat tgtcagttgt    534180

     tttttgagct ttagaaggtt tattttctaa aataagtttt cctttgtaat aaccactatt    534240

     tttagtaact ctgtgagaca aagtaaaagc attagtttct ttgcaaagta ctaaagcagg    534300

     attacttaac ttataatgag tacgtctttt tctttttgcc gtttttccgg tgcgtctaaa    534360

     aggaacagcc attttatcaa atcctttctt tgtaattttg tttgtttgta gaatttatta    534420

     taattaataa taaaactttt caacaaataa aaggttaatc aaaacccaat taataactgc    534480

     caaaaattat tattagcaat ttaatcaagc ttaaaaaatt aataatcata ccaaagattg    534540

     caaaaattaa ttttaaacct aagtttattt tatcttaaaa aagctgtttt gtcaatctat    534600

     tttgagcttt ttttactttt tgttcttatt tattttttac tttaattatt attttgtatt    534660

     attattttgt aaaattacaa taatataaat aaattatttt gtaaataact tataaataaa    534720

     caaatttaga taattatttt gtatcatatt aatttatcat ttttaaacat tatttagctt    534780

     ttctacccca ttttatcaaa aacaataaaa aagtgaaaaa agtgagcata ctttaacaca    534840

     aaaaagagtt ataatagaat taaacactaa tgaaaacgct gcatgttgaa atattattgt    534900

     ctatattttt ttaaatattt tttcatgaac accaaactgc aaaataaaaa aaaggaaagg    534960

     attcaaacgg aatataaata aatttttaaa ttaaacagta aaaataactt gataaaatgc    535020

     ataaagaaaa aacaacttac atcaattttc ctaaaaatat ttagttaata aacaaattaa    535080

     aaaaattgct tgttaactac atttaaataa ttgataaaat aatgataaaa acacttgata    535140

     aaaaaaacat ttatttaata ttaattacat aataaataac tttttacact atttcaaatt    535200

     tttaaacttt tttaaataac tttaattata aaaaaatcaa agaaaaagaa aagataaata    535260

     caataattta tatatttttt ggtatgacct aattaaattg aaatttttcc aaagagtgtt    535320

     tggtgtacgc taactattat ttagcgaaca ataaaccaac ttataataaa gtaaatacat    535380

     tttttatatt tttaattata tatattaatt tatgattttt ttatagctta ataatttata    535440

     cttataatta atattaacta cctttttttt aaaaagaaag gagtctattt tttaaattaa    535500

     caaaattaac aagacttcta aaaaaaccaa tataaagctt taattccttt ttaatgctta    535560

     taattataaa atattttaat actattactc aacattaatt cttattttat taaagaacat    535620

     tcagaattta aattaaacta tcaaatcaaa agtactttta aaataaaagt aaaaagagat    535680

     actctaaata atacaattca taatattaaa gtaaaaaaac aataataaag ctctttctta    535740

     tatagataaa aattgatcct aattattaca caaaagtctc atttcacaaa acaattaatc    535800

     aaaaaaagac gaattaatgt ctacggtcaa ttattaattg tccccccaaa aaatattata    535860

     tttatctatc attatggaaa aaaagctatt tattaaggat aaaacacata ccttagaagc    535920

     aatcataaac atgaaaaaaa taaatacaat aatttatatt ttttttacta tgaaccaaat    535980

     ttaatccaaa atatctctct atccaaaaaa acaacttggt ataaatctta tcacaagaaa    536040

     taattatttt catatttaaa ataaattaat aaactattta aaaaaaataa aaataatata    536100

     aataataaaa aaaactatcc ttcaggatag ttttttgttt ttaagatcta aataatgaaa    536160

     actaagtatt cttttttaca tccaaaatta atttggttta tgttatgata aaagtaaatg    536220

     ataaaataat ttaaaactta tttctttgaa aaaccaaaat aatataatat tacaaaacaa    536280

     aaattaataa taaaatgcaa ttaagtgctt ttatgttgtt taattaatat ttagattgaa    536340

     ggaaaaattt tatgtcatca tattataata gatttttggc tttattctta aaaagcaata    536400

     aaaaattatc aaacgaattt ttttctcctt ttttatccca attaacaaat aatatcacaa    536460

     aactaaaaaa cacccaagaa aaaaaaacaa caccaaaaat tattacaaac aaacaaaatc    536520

     aacaattaaa tcaaagattg caaaccctaa ataacaaaca caatacccaa acaaaacaaa    536580

     tacaagaaaa atacaatcac atattattaa acatttacga acaaatagaa aaactacaaa    536640

     ccaataaaaa aacaatcctc caaaaataca aatcacaaca agaaaaaatc caaactcttt    536700

     taaatcaaga acttatttat caaaaaaaca aaaacaacga taaaaacctc caattaaaag    536760

     aaatcttaca aaaagaactc caagaaatta ccaaaaaaaa caatcaaaaa gaaaccaccc    536820

     ttataactaa tctaaacaac aaaaataaca acattaataa tttattaatt caaattgaaa    536880

     aagacaaaca aaaattagaa ctcaaaaaga aaaaacttaa ccaagaatcc aaacaaaact    536940

     tttatactac tgatttcaac ctcaatcaaa aaaacaccaa tttattaaaa caactagaaa    537000

     caactcttaa tttacaagaa aaagacaaac aaaaagcaat taacatctta gaacaaataa    537060

     agactaccaa agaacaaact tatcaaaaaa acattaccaa aactcacaaa ctataccaaa    537120

     ataaactaag tataaatgac aaaaaactag atatcatcaa agaagcttac caacaagaaa    537180

     gaactttaat ccaagaaaaa atgaaagctt tttttctcca aataagacct tttcctttta    537240

     taaatatacc aattcttttc aattaccaaa ttgaaacatc caaaaaagct cttttttaca    537300

     atcaaaaaaa aaactgcctt tcataccaaa accaaaaatc tttatggagc caacaatatc    537360

     acttcatcaa tcttttacac caaaaagcaa ttaatatgtg gcatttagaa cattacaaac    537420

     aaaacaaata caaacacatc taccagcaaa ccttagaaaa aatttatcat ctaatccacc    537480

     aaaaaacaaa ttatttattc ttccaaaaaa taaacggcat aaaagaacaa ataaaaacag    537540

     ttcttaactt acatctccaa gaaacagcta tatttgataa tcaaaaagac tatcaagaaa    537600

     ctttctttgc ttatcaaaaa actcttttag ccttacaacg taaacaaaac aattaccaaa    537660

     tagattatta ttatcatttc tttgaaaaaa aacaagaatt tgaacttaaa actaaaagta    537720

     ttgccttgca actaaaatta gaaaaaacca aaatccaaca ttattattta gaacaaataa    537780

     ctactttaaa aaaagaaatt aacaacttcc aaacccaatt aacacttaat aaaatatttc    537840

     aaaaagatga ttttctaacc ttcaaactta cccaagaaaa ggaaaaatat ctctttttac    537900

     aagacgtcac tttaatgcaa aaagatatct atttattatt acaaacccaa aatatagaac    537960

     ttttacaaac tttaaacatt ttactaaaca attatccata ttggcaaaaa gaaagcacat    538020

     tattagaaca aactttacaa caaacccaat tacaaattaa tacttttgca agcaattatc    538080

     aaaataaaac ttgcattatc aaacaaacta tcttagacca aataaaaact ataattgaaa    538140

     acaacttatt taccatcatt caaaaacaat ttaatcaaac aatttatctt ttacaaaaaa    538200

     aacaccaatt aaaccaaact aacctacaaa atgaaattga tcttaacgaa caaataatag    538260

     ctttttatga caaacaatta acctttctca atcaaaaaat aaatactgaa aaaaataaag    538320

     gaatacaagg atttttccac aaatacaaac aaaaaggaac tgacctatat ccccttttat    538380

     acaaaatcaa aactcacaaa gaatattatg aaaaaaatat caaaaaacta acacaaaaaa    538440

     aagataaagc aaccaaaaag cacaaacata ttttagaaaa aacaactatc aaacaccaaa    538500

     aaaaaatcaa taaaacaaaa cttaaaataa ctaagctttt aaatttatgg cactatttaa    538560

     aacctgtctc caaaaacatt gcaattactc ctttaataaa tttcaaaata tcaaacaaat    538620

     cttttttcaa tgcttgccaa aaaacaataa caaatgttat caaagatatt ttgttctata    538680

     atgattatca aaaaaacatt tatcaatgtt taaataattt actccaagaa aaaataaaaa    538740

     aagaacaaag tttaattcaa acaactataa atacaactaa tacaattaaa caccttaaca    538800

     aagtttttta cagccaaaat gaattaataa agaattttat acatacttct ttagaaaaaa    538860

     aatttaaaca aaatcaaata tctttattac aagaaattac taaaacaatt aaatccaaag    538920

     aaaaaagttt aacccaaaca actaatttaa tgaaagaaaa attaggatta ttaaacgaaa    538980

     atctaaacga tgctctcata aatcttaatt tatcatggca acaaacacaa aaagaattac    539040

     gccaaaaact atcaaaccta aaaaaagaag ccctcctcaa ttttgaaaaa aaagacaaat    539100

     tatttttcga aaacaaaaaa atagcaatca aacaaaaaaa caaccaaata tttaaacatt    539160

     tcataaaaca aaaagaaaaa atatcccaat catttactca aaaacgaaaa tctaatcaca    539220

     aaaaaataac caaaatagga aaacaaatcc aaaaaaccaa aaaaaaatta attactaaaa    539280

     ttaaactaac taatttcaaa accaaaatca aaactatctt tttaaaatgt tctttttttt    539340

     ggcaaaaaca aaaagggaaa ttcaaaataa aacaccaaca aaaacaaatt accaaacaaa    539400

     tccaaaaaac tattgaactt gataaacaaa tttcttaaag caaaaaaaat attaaaatta    539460

     taaataaata tagtaataaa acaacttatc aaaacaaaca aaaaaaacat cattcattac    539520

     aacaatattt aaaatctcat ttgcattttt atttttttta atatataatt aaagattgag    539580

     ataaaaagta aattttcaca aaatggatca aaaaaaaaaa aaaataagaa aggaggaaaa    539640

     atgacgtcct caaatcaagt tttaattgaa attaaaaact tatccaaaaa cttttctatc    539700

     aaaaaaaact ttttaaaacc agatacctta ctaaaagcga accaaaatat taatttatcc    539760

     attttcaaag gcgaaacatt atccgtagtt ggaggttctg gttcaggaaa atcaacttta    539820

     gggcaagttc ttctgcaact tataaaaccc acttcaggca atgtttttta ttacaaagaa    539880

     acaacgaaaa aagccaaaga attcaaagaa aaaaagacaa aagacattga aaaaattgat    539940

     ttaactactt taagtaataa agaaaagcgc tttttaagaa aagatttgca aattattttc    540000

     caagaccctt tttcttctct taacactcat ctcaaaatat cagatatcat tggcgaagga    540060

     cttttaatcc acaaaatgat aaaaggtaaa gaagacccta aatatcaaaa aatgattcta    540120

     gatatcatga aaaaatgtgg cattgataat tatctttatg attgttatcc ccatcaactt    540180

     tcaggcggcc aaagacaaag aatttcaatt gcaagagctt taatcattaa acctaaattt    540240

     gttgtttgcg atgaaatagt atcagcatta gatgtatcaa ttcaatccca aattttaaac    540300

     cttttaaatg atttaaaaaa agattaccaa ataactttct tgtttattac tcatgattta    540360

     ggagttgctc gttttttaag tgaccgcatt tgtgtaatgc atttaggaaa agtaattgaa    540420

     atagcacctt cagaaagtat ttttaaaaat ccttatcatc cctacaccaa acaaattata    540480

     aatgctatcc ctaaattaaa aacccaaaat aaagttttag aagaaattcc aatcacctac    540540

     gaaactaaaa aatttagatt tttatttcaa actcaaaaaa aagacctaga ttggcatcaa    540600

     gtagccccta atcattttat ttcttgcact ttaaaaaata aagctactaa aatgtaaagg    540660

     agcaagatat gagtttatta aaagttatca atctacatac ttattttgaa acaaaaaaag    540720

     gcttaatcaa agcagtttgt ggtgtttctt ttgaagtcca aaaaggaaaa actttaggaa    540780

     tagtcggaga atctggtagt ggtaaaagcc aaactgcaat ttctattctc aaattatttg    540840

     aaaaaaacca aaaaatttac caaggcgaaa ttacttttga aaatcgtatt atttctcaat    540900

     ttagtgaaaa agaaatgcaa aaaatcagag gaaatgaaat tgctatgatt ttccaagatg    540960

     ccatttctag ccttaaccct gtttttaaaa tcaaaaatca aattatagaa gttctaatgc    541020

     ttcataaaaa acttgattac gatcaagctt ataaaaaaac tcttgatatt ttggaaaaag    541080

     tccaaattcc taacgcccaa agagtgatga attcatatcc tcatcaactt tcaggaggaa    541140

     tgtgtcaaag aataatgatt gctatggcat tagtttgtaa acctaaactt ttaattgctg    541200

     acgaagcaac tactgctcta gatgtaatcg tccaaaaaga aattcttaac ttaattgctt    541260

     gtctacaaca agaacaaaac acttctgttt tatttatcac acatgattta ggagtagttt    541320

     ctcaagtagc cgatgatatt attgtcatgt atcgaggaaa aattgtagaa agcgccaaaa    541380

     catcacaaat attaaaaaat ccccaacaca cctacactaa aagcttactt aataattttt    541440

     taaaaactgg gcttggttat cataattttt agtttggatt tatcttaatt atatagttat    541500

     ttaaaaacat atgattaaaa tataattaaa ccataaattt aattaaacat taaaatattt    541560

     tataaaaatt taaaaaagaa gaaaataaaa ttatatgata aaaaaacaaa atattaaatt    541620

     attgatatta ggttttatag ctattttcat tattgttatt tttacttatc atttagttaa    541680

     agattcaata gaaaataaag acaatacaac tatcaaaata gcttctaata ccgatattaa    541740

     tggtctagat ccaactaaaa aagaattcag ccaaacagct ataggaaatc gtttttttcg    541800

     ttgtatccat gataatttat tatcagttaa aattgatgaa caaaataatg aaaaaataat    541860

     tactaaatta gttgataagt gtgaaaaaaa aggcaaagaa attactttta cattaaggaa    541920

     taatgcatat tttcataacg gcgaaaaagt aacattcgaa gacattgaat tttcaattaa    541980

     tagaggaaaa gaaaataaaa atgatatgta tagttttgtt gaaaatattc aaaaaataga    542040

     taatatccaa tttaaaatca ccttaaaaaa tgatgtagtt ttttgggatt tttattttac    542100

     tcattttatt agaattttaa acaaaaaagc tgtagaaaaa aatcctaatg aaagtcttaa    542160

     aattggtaca ggtccataca aattaaaaga atgggtacca aatgatttta tcttattaga    542220

     acgttttgac aaatattata atggggaaac tagcaacaat gctcctgaaa aaatattaat    542280

     aaaaattata ccagacccag atactgtttt acaagaaata gaacaaggaa atattgatgc    542340

     tacctttaac tatccatttg aaagaattac agatttagaa tcgcaaaaat tatcaaacat    542400

     taaaattatt gaaggcgaag gcatttctgc tcaatattgt tatattaata aacaatctac    542460

     aactttagaa gtaagaaaag ctatcacaaa agctttagat atttctaaat atattaaaga    542520

     tttacaatta aaagcaaacc ctttagaaag ttatattccg aatggtttaa tagggtatga    542580

     taaaaacttg aaacataatc caaccaatgt tgaagaggca aaagaaataa ttaaaaccct    542640

     tccaatagaa aacaaaacat taaaattagg aatagcccaa agcaaaccct tggatttaac    542700

     aaaaaaaata gtagaaggtt taagggaagt aggatttaca gtcgaattag aacaaatgga    542760

     atttaatgct cttatagaaa aatcaataaa taccaatgat ttaaacatat tatttatggg    542820

     agaaaattac gatttagaat acggtcataa agttttatgt gattatttta tacaaggaaa    542880

     aggttataat ttttgtcatg tggatgaaaa agatgaaaat aaaataaaaa aaaatttaga    542940

     agctggtttg aaagctaagg attcaaaaac atttgaaaaa tcagttcaag atgtaaataa    543000

     atacatccac gaccaatttt atatcattcc tttatattct tcaaaaaatt tcaccattac    543060

     gactagcaaa atacaaaagg gactcaaaac caataaattt ggtcattttg atattactca    543120

     aataaaaaaa atataatacg aaatcaaata ttaagtaaag aatttgtttt ataaatatta    543180

     agattgtgag gtttattttg attaaatata tttgtaaaaa aattttttac gcttttacta    543240

     tttttattgc agttataata attagttttt ttgttattac tttaattcct ggagacccta    543300

     tttctgctat gtttgaacaa caaaaaccaa gcccagaaga aataaaacgc ataacacaag    543360

     acctagattt aaatcaaatg tttccccaat atataaaaaa aatattttct aaatttgatt    543420

     ttggaaaatc ttatcataaa aatcaaatac cagctttaga acttttttgg gaaagtttta    543480

     caaaaacctt tcaattagct ttttttagct gtttgatagg ttctttattg ggtattttat    543540

     taggcaactt atcagccttt tttgataaca ccaagaaaag cactctatta gaattttatg    543600

     ctattttaat gatttctact cctgctttta ttataggata tctattgcgt gtttatttag    543660

     ctaccaatag aggtattcct atttttgcta tttcaggatg gaataattta agatgcaaag    543720

     ttttgcccat tttaactcta tctttggtaa ttagtggttc ggtattaaaa actaccaaaa    543780

     ccaaaataaa agaatgttta gcgcaaccct atattaaaac agcctatgct aaaggattat    543840

     caaaaaaaaa catcattttt aaacacgccc tcaaaaacgc tttaatccct attgttgctc    543900

     atattggctt actatttagt tttttaattg gtggttctat tataacagaa aaaatattta    543960

     acataagagc agtaggaact ttaatgttgg aatcttttga aaatagaaat tatcctgtac    544020

     ttcgttgttg tattatttta ttagctttat ttatagctat ttttaattta tgtctagatt    544080

     tagtttattt ttggttaaat cctaaaataa gcaaagggga taaaaaccaa tagaaagagg    544140

     taacaaattt gaatattaat aaaaaaatat ctattttttt ttctataaaa aatcaaataa    544200

     ctaaattttt gcaaaataaa aatattataa ttggatgctc ttttttaact attttagttt    544260

     taactatttt aataatatct tatctacctt atgattataa accttttaat tcccaaaacc    544320

     aaaaaccttt acaacaaatc agttggaatc atttaatggg aactgattct actggatatg    544380

     atttatttag tcttatttta gaaggtgcca aaattacttt acaaataagt ttttttgctg    544440

     ttatgattag tgcttttgtg ggtggttttt taggaattct atctggttat tttcgtggta    544500

     tgtttgatgg tattattaat tttatatgtg atattttagt agtattccct gattttattt    544560

     tagctatttt aattatgtgt tttttcaaaa aagggattct tgctttaatt attgttttga    544620

     gtatttccca tattcccacc tttattcgtt ctattagaac taacactatg caaatcaaag    544680

     ctaaaagttt tattcaagca tccaaagctt taggagcaac ccacatgcat attatttcca    544740

     aacacatttt atcccacata ttagctcctt ttataaccag aataatactt agtatgagca    544800

     gcattatttt agctatatca gcattaggaa tggttggttt agggcttgat cctaacgttc    544860

     ctgaatgggg cagaatttta tttgaaagta aaagccattt tagattccat cctcatttat    544920

     tttttggacc tttcgttgtc attttattaa ctagtttatc ctttaattta ataggcaaag    544980

     gcttaatcca actttttaat ccaaaagaaa aacattaaaa ttttaaaaaa agaacaaaca    545040

     taaccaaacc aaaaaaaaat caacaaattc aaaaaggaat tcttatatgt cgattaatta    545100

     tcaaaaatta gaacaaaggt ttgaaaaaat tggtcgttta aaaaatatta tcaatatatt    545160

     acgctgggat atggcctgca acattaaaaa aggctcccaa gaaagtcgta cttttgaaat    545220

     aattgattta acccgaatta tcaaaaaact attaatttcc caagaaacca aaaattgggt    545280

     ttcacaagca caacaagaac aagaaactct caattcttgg caacaagcta atctacgaga    545340

     aataacatcc aaaatacaat cagaagaaat aatccctgaa gaactaaaaa ataatttaat    545400

     tttagcaact acaaaatcag agctaatgtg gagacaagcc aaaaaaaata atgattataa    545460

     cagcttcaaa ccttattttc aaaaagtact caattacacc aaagaaatag caaacctcag    545520

     gtcccaaaaa ttaggcgttt ctttgtatga tgctctaatc tatcaatacg actatgaaat    545580

     gactgctacc aaaaacaaac aaatatttaa cgtaatcaaa gaaaaattac cacctttaat    545640

     gaaaaaaatt ttgcaaaaac aagaacaaga aaaacacctt tacaaagata ttgcaatgcc    545700

     tttagaaaaa caaaaaaaat taaatcaaat aattatgcca aaaataggat ttgattgcaa    545760

     ttatggtcgc cttgatgaat caatccaccc tttttgtgga ggcactcctt atgacgttcg    545820

     ccttacttcc aattataata caaacaattt tttagatagc tttttagcaa ctatacacga    545880

     agtaggacat ggtttatacg cccaaaattt accccaacaa tataaaaatc aaccagtagg    545940

     agctccacga agcttttctt ttgatgaaag ccaatcttta ttaatggaaa aacaagttgc    546000

     taaatctcaa gaatttttaa cttacttagt agatatttta aaaacagaag taaactttta    546060

     caacccttca ttaactccac aaaatttatt taaacaagcc aaccaagtta aacctgattt    546120

     tgttcgtatt tatgctgatg aagtaactta tcctttccat gttattttac gttttgaaat    546180

     tgaagaatta ttaatttcta atcagttatc tttaaatgat ttacctcact tttgggattg    546240

     caaaatgaaa gaatatctag gaattacacc acccaatgta ggtcttggat gcttgcaaga    546300

     tattcactgg cctcaaggaa gttttggtta tttccctagc tatttaaatg gagctatttt    546360

     ggcatccatg ataatgaaaa aaattaaaca agcaaatctc aatattaaag agagttttaa    546420

     aacaggaaaa tttgaaactt taaatcaata tttaaacaaa aacataagaa actggggttc    546480

     tttttatacc aaccaagaat ttgttttcaa agcaacaggc atgccccaaa ttaaccctga    546540

     aaccttttta caatatttag aaaataaata tttgaataat taatttaata atataaaaaa    546600

     aaaaaaagac tcttcttgaa agagtctttt tttgtttttt aatatcatct acatttattg    546660

     catttaaaat gaaaaaatct tttttttatt tctacaaaca acaaaggaat caaagatagc    546720

     aataaaataa ttacaaaatc ctttgttgtt aaagaaatta attgaaataa aactcttaaa    546780

     aaagggacaa aaattatgat taattgcaaa aacacactaa tggcaaacgc tttaatcaaa    546840

     aaagaattta tttttaactt aaaaacagaa gtacaaaaac ttctcaaatt ccatacatga    546900

     atcaattgtg aaaatgccaa aaccataaaa gcaaaagttt gagcatatct tattttatca    546960

     ctatcatgat tatgataacc tatcaaagaa gccacaaaag ccaaaagacc aattaaaaat    547020

     ccttccaaaa taattttttg ataagttttt ttattcagta aactgacttt aggattataa    547080

     gtttttggcg acataaaatt tttttcttgt ggttctatcc ccaaagccat cgctggcaat    547140

     gaatcagtga ctaaattaat ccaaagaatt tgtaaagcag tcaaaatttt aaaatcacac    547200

     ccaaaaaaga aaattcctaa aaaattacca agcaaaatca aaataatttc accaacatta    547260

     caactcaaaa gaaaaactaa acttttttta atattattaa aaatatttcg tccttcttct    547320

     aaagcattcg taatggtagc aaaattatca tctgttaaaa tcatatctga tgccattttg    547380

     caaacatcag tacctgaaat tcccatagca attcccacat ttgcttgttt aatgcttaaa    547440

     gcatcattta tgccatctcc tgtcattgct gccacaaaac cttttttttg ccaagcttgc    547500

     acaattttta atttatgatg aggattagtt cttgcataaa ctttaatttg caataatttt    547560

     ttcaaaaatt cttcctctgg catttgagtt aattcatctc ctgtaatagc taaatcttga    547620

     ggttgggata aaatatttaa ttttttggca atcacaaaag cagtttttaa atggtcccct    547680

     gtaatcataa tcggagtgat gcgtgcctga ttacatttaa aaatagcttg caaaacttct    547740

     tttcgaatgg gatcttccat cgcgactgcc cctaaaaaaa taagatcttg ttcaaaaata    547800

     ttaggatttt ttttaagatt tgtttctagt tcaatagaaa aagcacgata agcaactccc    547860

     aaaactcgca aagattgctc acttaattga ctaatttgtt tttctaatgt gtttgttatt    547920

     ttagaatctt tttcaattat ttgttcttga tattgaactt gactacattt ttgcaataaa    547980

     acttctggag cacctttagt aatagcataa ataagcccgt ctttatgatg aaaagtggtc    548040

     atcaatttcc tttgggaatc aaaggcaatt tctgcaaagc gaggatattg ctttttgagt    548100

     gcaaaagcat catattgata aaacaaagct aaattaataa aggctttttc agtaggatct    548160

     gcaataattt ctaagttgtt tgaagttgta tctttggtta tttttgtaac actaatcaaa    548220

     gcatcattgc ataaaatacc aaataaaagt aacttttcca aattaaaggg ttttggcgca    548280

     ttaatatctt ccacgcaaaa gggaattatt ttttccaaag aattacaaac tataattttt    548340

     ttaacagtca tattattttg agttaaagtc cctgttttat cagtacaaat aacattaaca    548400

     tcccccaaag tttctaaggt ttttaaattt ttaacaatag cttttttaag agcaagtttt    548460

     ttcatcccca aagccaaaat taaagtcata ataattaata aactttcagg aatggcagca    548520

     actgcaagag caatggcatc caaaaaagta tgtttcaaaa tgtgggaact aaaagttgag    548580

     ttataaatgt ttttgaaaat agtccataaa ccattaagga aaataattat accaattgtc    548640

     aaagttaact ttttagttaa tttggcaata ttttgttcta atggtgtttt ttcttgttga    548700

     ggttgagtaa tgaactgggt aatttttcca atttcggttt gcattcctga agcacaaacc    548760

     actcctttgg ctcttccttt taaaataaca gtattcataa aagccatgtt ttgattagta    548820

     agaacttcat ttttgaaaca aacataagca ctttttaaaa cagcttgcga ttctcctgta    548880

     aacaaagatt catctacgta taaattaaat gtttctaaaa gtatcatatc ggctggaata    548940

     atatcgcctg tttccaaaat aacaatatct cctatcacta aattttgcat aggaattaaa    549000

     agatgtttgc tatctcttat tactttggca ttaagggaag ttttttccga aacatttgct    549060

     aaagcttttt gagattgggt ttcataataa atacttaaaa aggcgttaag aaggacaata    549120

     atcaaaataa aaaaaccttc taaaagttct tctttgttgc cttgtaaaat accaattgca    549180

     aaattaattg tagctgctaa caaaagtaca ataactaaaa aatctttaaa ttgttgttgg    549240

     aattgatgcc aaaaagtggg tttggtaagg gattggattt gatttttgcc gttaatttgc    549300

     agtctttgca aggcttcttt gtcagtaagc ccttttgtga ttttggtttg taacaatgct    549360

     tgcaattgtt cagggttttt ttgactaaat gaatgtttca ttaaaattcc tttatttaat    549420

     aataaataca aaaaaatgtt ttgtgcaaag caaaaagtaa aaattttaat ttgttttgca    549480

     tatattatga agttgggttt cacaaataat aaaaaataag taaaatgttc aaataaaata    549540

     aaaaactaaa ccgttttagc agtttagttt cgtttctttt ttgggaacaa aagttatcaa    549600

     ccccataaat aaggaagata atttaatacg taaaacagta taaaaaagcg ataaagacat    549660

     ttgtgtaata agttctttga aacctgtttc tttataaaaa tatccaataa taaaaacacc    549720

     caaagcgcca aaaatcataa taatataacc aaacatttcc actacaaaag aaatatcttt    549780

     tttcttataa acagataaat atttagcaac aatatcaagt cctccagtag aagcgccgat    549840

     tcttacagga atgccattaa aaatacctat taaaatacct gcaaaaaaaa ctctggtaat    549900

     atcacttaaa aaatcacttt cagttttgaa tattccaaaa aatcgttcag tatgaaataa    549960

     aaaaccttgt ttaacttgat tttcaataaa aaacaccgaa acaaaaagaa ggacagttgc    550020

     aaacgcagta gtaatggtaa aatatttacc taaataacga cgagaaataa aaaacaaaaa    550080

     gaaaacatta atgacaaagt aaaaagtacc agcaataact ataatattat gggtttcaat    550140

     ctttcctgct ttatgtaata atttacctat tacatcacct aaaccaataa ccccagtagg    550200

     aaaaagatcg gttttatatc cgccatctcg ggtacaatca aaagcccaaa cagaaactaa    550260

     aacatatatt atcaaggata aagataaaag taatattttt ttaaattctt gaccatattg    550320

     tttttttttc tttgttggag ggaattttgc aatattttct atgccatttt tcataataca    550380

     cctatttctt ttgtttcaat atattttggc aacgtgtgca caaaggatta aggggattgt    550440

     tgataactac gttccaacat cttttacaag catatccaga agccttagca actttaacat    550500

     caaaagtatc ttttaattga agtgttactt tagagactat aaaaagttga tgtaattgat    550560

     ctttaatttg taaaacatcc aaagcatgca tttcttcttg ggttaatgat aacgtaatat    550620

     gggcttgcaa agaagaatta ataagtccac tttgccttgc tttttccaaa tgttgtaaaa    550680

     cattttttct taatattaaa aatttatgat attctaataa aagatgagaa gttggtcgtg    550740

     ttttgggttg tggcattttt tctaaataaa tatctttttc agcagcaaaa ggaaaaaagc    550800

     cgtaaacttc cgaagtggtg tgaggaatga ttggagttaa aacttgtaaa agcgataaca    550860

     acaaatcata aatagttgat tgaatcatct ttctttcttt gtaatcttct ttttcaatgt    550920

     ataaaatatc tttagcaaaa tctagataaa aagcactaat tttattagta atgaaaggga    550980

     atagatgtct taacacacct tcaaaattat aagtatcata agaatgtaat acgtttttta    551040

     acacttcttc aaaatctagc atcattgctt gatggataaa agttctttgt tcaaaggcaa    551100

     tataattagt atctttttta aaattatcta aattgcctaa cataaaacgg aaggtatttc    551160

     taattttacg ataaagatct tctacttgtt ttaaaatgga agagttaatg cgtacatcaa    551220

     gattataatt aatgtttgca acccataaac gaataatatc tgctcctttt tgttcagcaa    551280

     cagttaatgg atcaataaca ttgcccaaag atttagacat ttttttgcct tctccgtcaa    551340

     aaacaaaacc atgagtaata acagttttat aaggggcttg attttgagtg gctacagaaa    551400

     taattaaaga agaattgaac cacccacgat attgatcaga tccttcgaaa taaacatcac    551460

     tttgtaaaac ttgattacgt tttttcaaaa cactataaga agttcctgag tcaaaccaaa    551520

     catccataat atctagttct tttgtaaaca aatttttagg actttgggga tgggtgtagt    551580

     tttcaggaag tagttttttt acatcccatt cataccaaat atacattccg tgctgttcga    551640

     ataaatcagc tacatgatta attaatttta aatctagaat gggttgttgg gtttcggtgt    551700

     aaaaaatagg aatgggaatc ccccaagttc tttgacgact aatattccaa tcctcgcgat    551760

     tagtaatcat attagtcatt tttaatcccc cccaacgtgg aatccactta actttttggg    551820

     cttcttctag caaaagagat ttaatttttt taatagagac aaaccattga ggaagtgcaa    551880

     gagaaataac tggtttttta gtacgccaat catgaggata agagtgcgaa atcacatctg    551940

     ctttaagcaa agaatggttt ttttctaaat cagagatgat agcttcgtta gctttagtgt    552000

     aaaatagacc ttgatattgg gaaacatctg tcatcatacc ttttttatca atgctacaaa    552060

     caacatctaa attatatttt tgacctacta aaaaatcgtc caaaccgtgt cctggagcga    552120

     tgtggactag ccccgttcct tcttcatcca aaacgtgttg tgataaaata atttttccgg    552180

     gtttggaagc aaggtgattg tgataagtta aatgttctaa agtttttcct tcaaaagtgg    552240

     aaataaattt gatgttttct gggttccaaa caaaaacttt ttgaagaaaa ggaatgtttt    552300

     tagttcctac caaatagcgt ttttgtaaaa cttcaattaa ttgatattct ttttcaggat    552360

     gaaccgcaat tgctacattg gcaggcaaag tccaaggggt agttgtccaa atcaccaaag    552420

     ccacattatc aaaaatatct agttttttca tattaaaagc aacataaaca gaaggagatt    552480

     ggtgattgtg gtattctaat tctgcttctg ctaaagcaga ttctaaagta ggtgaccaat    552540

     gaattggctt aagggcttta aaaattaaac ctttggcaac catttttcca aaaattctta    552600

     cctgatcagc aacaaaagtt ttatccaacg ttaaataagg attttgccaa tctcctaaaa    552660

     tccctaatct ttgaaattgc tttttttgat tattaacatt ttccaaggca aattcttggc    552720

     atttatctag gaaagatttt ctagtaaaag cttttttgga agttttttta agaactgctg    552780

     cctcaattgg caaaccatga gtatcccaac caggaataaa aggagtgtaa aaaccttgca    552840

     tactccgaaa acgaataata aaatctttta aaattttgtt taaggcgtgt cccatatgaa    552900

     tattgccatt agcataagga ggtccatcgt gcaaaataaa agaggcatta tcttgatttt    552960

     gttgtaattt tttttgatat aagtcaagtg tttgccaatt tttttgaatg ttgatttcgt    553020

     ttttgcctaa atttcctttc atagggaaat cggtttttgg catcaaaaga gttgttttat    553080

     aatttattgt catatctttt ttatctcctt atttttgggt tgttaaattg ctttatttgt    553140

     tattcggaat taaagtttaa aattaaatga aaaaatgaaa attaaatatt aaatctaaaa    553200

     gtaataatat caccatcttt aactatgtat tctttaccct caatgcgaac tttacctttt    553260

     tctttacttt tttgaaaagt tttggtttct aataaatcaa agtaagaaac aacttcagct    553320

     ttaataaaac ctttttgtaa atcggtgtga ataatgcgag cacattcagg agctttaaga    553380

     ccttttttaa aagaccaagc gcgaacttct ttaggtcctg cagtaaaata agtttggaga    553440

     tctaaaagat cataactttc ttgaattaat ttagtaagtc ctgattccaa aagaccatag    553500

     tcctttaaaa aaagttgctt ttctgcaaaa tctaaagacg atatttcttt ttctaattgc    553560

     acacacaaag gaattacttt tttggattct ttagtagcat aagctaaaac ttgttggtaa    553620

     aaaacgttgg aatccaaaga taataaatca tgttctttga tgttagctaa ataaagggaa    553680

     ggttttaaat ataacaaatt aaaggttttg acaagcttta attcttcatc cgaaaaaacc    553740

     aattttttta aatcttgggt agttaagtgg gttttgattt tggttattaa cgctttttct    553800

     tgcaataatt ctttgttaag tttatttttt tgttttccta gtttaagtaa tcgtttttca    553860

     atttgttcta aatctgctaa agctagttct gtttgaataa tatcaatttc ttctacagga    553920

     ttatttgtct ctttcacatg agcaatattt gggtcttcaa aacatttaac cacatgacaa    553980

     atagcatcta cattgcgaat atgacttaaa aattgattgc caagaccttc acctttggaa    554040

     gctcctgaca ccaaacctgc aatatctttg aattctataa aagcagaaat agttttttga    554100

     gattgaaaaa tttgagataa agtttggaga cgcgaatctg acacttctac aatgccaaca    554160

     ttaggttcga tagtggcaaa aggataatta gcttctaaaa cttgcatttt agttaaagca    554220

     ttaaacaaag tagatttgcc cacatttggc aaaccaataa ttccgacttt catttttgag    554280

     tttccttata gtattttatt ttgtaaaaat agggagtagt ttttttgttg aggggcaaaa    554340

     tatggttata aaattgtgta aaaaatagat aaaatataat cttgtagcaa ttcttaaatt    554400

     gagttctgaa atgatgatat aaaaaatgtt gaaaaaaata actaatattt gggttggttt    554460

     tttatttctt cgcaaaagat cacataattt tgatatcgag agggaagtat ttggccgttt    554520

     tctaaggctt ttttgacgcc gcatttttct tcttgtaaat ggaaacaact ttcaccaaaa    554580

     aaacaatcac aaacatgttc taaaaaatca ggataaaaat tctttaaagt cctaggggaa    554640

     aaagtagtta agtctaactt agaaaaacca ggagtatcaa ctataaatcc cccattaaaa    554700

     tcgtataatt gtgcgttttt agtggtatgt ttgcctctgc caagactttc agaaatttct    554760

     tgtgttttga gttgggcatc tggaattaag acttttagta aagtggattt ccctactccg    554820

     gtttgtcctg ccaaaactgt aatttgatta gcaaaaatgt gtttaagggc atctattcct    554880

     attttttgtt tggagttgat ataataaaag tgttgaaatt tttggtaata agataattgt    554940

     tgttgcattg ttttaaagtt ttcgggttct aacaaatcta ttttagaaaa aaccaaaact    555000

     acatctaatt tttgttgttc taaaattaat aaaaacttat ctaataaaag aaattgaaaa    555060

     ttgggcttta ctaaggaaaa aactagcaat acctggtcaa tattggcaac attaggtctt    555120

     tttaattcat ttttacgagg caaaatagat tgaattaaat aagtatcaca agaaagttca    555180

     taaagcacaa tatcacctac tttaataata aagtcagagg cagaactatt ttctttttgg    555240

     gtagttttga taacaagggt ttttaatttg cctctttttt tagcttccaa aatgatttga    555300

     gtttctaaat ctttaatata ataaactcca gccaaaaatc ttaatactaa agctttttcc    555360

     aaataataac tcctttttta tattgtgaaa tctttttaat tatttttttt cttattttgt    555420

     ataaattact ttttaaaaat ttttaaattg tctacgtgtg agatgaaaaa tatgctagat    555480

     aataatttat tataatttga gcaacttttt tatagttaat taaaaaaatc attaattatt    555540

     tttattataa catataaaaa aacaataatt acatataaag ataaaatgga tttaaataag    555600

     caaaaccaga gtttatttgc taattttttt tatggatgcg aattttacaa atagaatgtt    555660

     tataacaaaa aaaataaaaa atgtgctgac gttttctggc aaaaattgtt acataaaaaa    555720

     gaaaagactc cttattatta aggagtcttt tgttaatttt ttattaatat tttgtcaata    555780

     taattaggca atggtaaaat tgtaagatta caaaatagtt atttttatgg ttgaaaatag    555840

     ggatgtcgtt tttttattta ttaaacttac ttaataaagc caaaacttgt tgtttaattt    555900

     gggataaata agactcatcg tccaagtgat tgatagcttt gtccatcaaa tctgcaactg    555960

     caacaaaatc attttctcta aaccctactg ttgtcatagc aggtgtgcca attctaatac    556020

     cacttgttac aaaaggtttt tcttgatcaa aaggaatagt atttttattg acaacaatat    556080

     ttattttttc taacatgttt gcgattttgg ctcctgtaaa ctcagtattt ttatgtttaa    556140

     catcaattag aaataaatga ttgtcagtgc ttccacttac aatgcgataa cctttttgtt    556200

     ggaaggcttt agcaaaggtg tttgcatttt tgataacttg cttttgatat tctttaaatg    556260

     aaggcatcat agcttcttga aaagcaacag ctttagcagc aatagtatga atgcaaggtc    556320

     ctccttgaat accaggaaaa atgccacgat taattttttt aaataattct tctttattag    556380

     ttaaaatcaa acctccacgc ggtcctctca gcgttttgtg catagtagaa gtaacaacat    556440

     cggcattagc ttcaaaggga caaggatgaa gaccacaagc aactaaacct gcaatatggg    556500

     caatatctgc tattaaatat gcatttactt catcagcaat ttgacgaaac tttttaaaat    556560

     taatagtttt agaataagct gaatatcctg caataattaa tttaggttta actgctaagg    556620

     caactttacg aatttcatca taatcaagca tttcagtttg gggattgaca ttataaaaat    556680

     gagcttcgta aaatccacca gaaaaactta atttatgacc gtgagtaaga tgtcctccat    556740

     ccattaaaga taatcctaaa attttatcac caggttttaa taaagcttga aatactccca    556800

     tatttgcttg tgagcctgaa tgaggttgga catttgcata tttagcacca aacaacttgg    556860

     ttgctctttg aatggcgatt ttttctattt gatctacatt tttacaacca ttataatatc    556920

     tagcttgagg atagccttct gcatatttgt tggtcaaaat acttccttgg gcgtctaata    556980

     ctgcttgaga aacaaaattt tcagaagcaa ttaataagat attttctttt tgtctagctt    557040

     tttcttgttc aataagatca aagatttctt gatcttggtc ttttaatcct aacttttgat    557100

     tcatttttgg gcacaacctt tttctttttg tatttttggg catttaatat aattattgga    557160

     aaaacaaaag tatttataaa atcatttaca aatttatttg ataaacaata gagcaaaaat    557220

     agtacttatg gttataaaat caattatttt caaacgataa gtaatcattt tagtgcgagc    557280

     agctcccaaa acataacctc ttacttccat agcgttggaa agcaccaaag atcttttaaa    557340

     aaccaacaca aaaataggaa ccaacaaggc taaaagatga ttaattcttt taaaaatatt    557400

     ttttttgtgc aaatccatgc ctcttgctgt ctgagctttt aaaattttat tggtttcttg    557460

     caataaaaaa gaattagcca taaaaattaa agaaagcatc aaagtaaaag tttcagtaga    557520

     aattttgagt ttttttaaag gagataaaat aatatctaga ccatcttgaa tttcaataaa    557580

     agaagttatt ttattgaata aaaaaaacaa cataacaatt aaaaacaatc ttgtcataat    557640

     aaaacaaatt cttagaaaag aagtcgtttg caatatatat tttttaggtt cgcatcccaa    557700

     aatattttgt atattagaag gaaaatatga aggaataaca aagacacaaa aaaataaaaa    557760

     taacaaataa gataatttaa aaggggtata ttttttagtg aaattataca ataaaataca    557820

     tattacaaac aaccaaaaag aattgatggt ataacttaaa atagggatgg aagcttgcat    557880

     aaaagcatca caagaaacgg tttccaaagg aactaaattt attaacaaag aaataacaaa    557940

     aacaaatctt aaatgtttaa ttctttgcca aaaataactc caagttactc caaaaaagaa    558000

     acaaaggctc attaaagcta acataaaaaa aagataaaat aaagtaatgt atttgggatt    558060

     tgcaaaaata aaagcttgct tttgggcgat atgatcaaca ttaataggca gttttaaaat    558120

     aaaaactaac aacagcataa aagcaagaat tttgatagaa ggatggagtt ggtacaaaaa    558180

     acaacgcgat aaaggggcgc gggataaatt attatttgta aaatcattat ttttcatcaa    558240

     taataccttt tagcaataaa attcttttaa atattgagca agggtgataa aacaatagtg    558300

     tgctttaaaa ggaattccta aagtttgatt taaatgtttt aaaattttaa aagtatcagg    558360

     aatatctaag ttaaattgct caaagtggga gtgttcaaaa aaattttctt ttgtaccatc    558420

     aaaaagcaat tttccttgag acaaaaccaa aacacgtttt gcatattggg caaccaaatt    558480

     catatcatga gtaataatga taatggtttt gtgaaatgtt tgatgcaaaa tttgtaaaaa    558540

     ttccataata tcagaactac tttccaaatc aagaccacgt gtaggttcat caaggattaa    558600

     aatatcaggc tgcatggcta aaatacctgc aatagctact tttctttgtt gcccatcgct    558660

     aatttgaaag ggagattttt gatgtaaagc aggaggaatg ttgatttgtt ctaaagtttt    558720

     gagagcttgt ttttgggctt gttgtttgtt atttaaaaaa acttcagctc caaacattac    558780

     atcttttaaa acagttgttt caaataattg atattcaggg aattggaaaa ctaagcctaa    558840

     tttttggcgc aaaggaacta atagctcttt tttggtttta gaagttatgg tagtgccgta    558900

     agctgttact tttcctatat ttgtggtaag caaagcattc attaattgca ctaaagtcga    558960

     tttgcctgag ccggttttcc ccactaaagc aataaattca ttttgagaat taatttttaa    559020

     attaatatca gataaagcgg cagcttttgt ttgggtgggc tggatttttt tattataata    559080

     aaagcttact ttttcaaatt gtattgccat aaaatatcct ttaaattttc taacatttga    559140

     ttatttttaa tttttttggt ggtgctgtct tttaaaattt catagtaaag ctgcaatgat    559200

     aaaggggggg ttaatttata ttgttgcaaa aataaagggt cttgcaaaag gtttttaggt    559260

     ggtctttggg taattaattt tccttgataa agaacaataa tttcatcact tttagaggca    559320

     aaatctaaat catgagtaat ggtaatcaaa attttatttt taatggtttg aataattttt    559380

     tgcacttcca aagcaccttg aggatctaaa aaagaagttg cttcatcaaa gataataatt    559440

     tcaggttcca tagctaaaat ggaggcaatt gttacacgtt gtttttgtcc tcctgaaagt    559500

     tgattcacgt ttttatctaa taaatcatct atttttacca tttttgcata tttcaaaact    559560

     ttggctataa tttcttctct acaaacatta taattttcca atccaaacgc aatatcttct    559620

     cttacagtaa gtcctgtaaa ctgataatca ggattttgga aaacaatacc tattttaggt    559680

     cgcaaaatag gcaaattttt ttcatttaaa acgatattgt caattacaat ttgtcctttg    559740

     ttaaaagcca gcagtcctaa taaaattttg gctaaagtag attttcccga gccattatga    559800

     ccaacaatag aaacccaaga attattttga atggttaaat taatatcttt gagaatagga    559860

     ttgcaaccat aataaaaagt taaattttga atagatatca taactttaaa ttttttcttt    559920

     ctttgtttga atgtttgata gttgtgaagg ggcatttttg aaatagttga tttattttga    559980

     gtagttataa atttgaaaaa aagaaaacca cttttgcaac gaatcgtaaa tcacaatata    560040

     aaataaaaaa taagattgag tttttatgaa aaggtggaaa aatttttata aaatggagta    560100

     attaaattta gtatcatcaa ttttttgcaa ataacaagtt acaaaagaaa cgatgttttt    560160

     taaatgattg ggttcaaaag gattagtaag tcctgtagtt tttaaaaggt ttaaaaaagt    560220

     ttgtgaaccg cctaattgac ataattttaa gtacttttgc caagtatggg aataatcttg    560280

     ttgacttaaa agccaaattt ctaaagcaca aatttgggct aaagtatagt caatgtagta    560340

     gaaaggagta gaaaaaatgt ggctttggcg aaaccaaaaa gtaccttttt ctaaaaaagg    560400

     gtcgccttca taagtttcta acaacaaata ttctttttcc aaatttcgcc aacattcttt    560460

     tctttgggcg acagtcattt gaggattttg ataaacttca tgttgaaaat gatccactaa    560520

     agcaccataa agtaaaaaat taagggattg atataaatgt agaaattgat atttgtctac    560580

     atcttgagca aaaaaatctt ttacccacgg ataagctaaa aattccattc ccatagaact    560640

     aatttcagct gcttctaaag taggccaacg atattcagga attaaatgac ggctttgata    560700

     aacttggaag gcatgcccta tttcatgagt caaaacttct acatcatggc ttgtgccatt    560760

     aaaattagca aaaacaaaag gagcgttata tttaggaaga taagtgcagt atccaccgcc    560820

     tgttttgttg ggtttactat ctagatctaa taagtttttt tctaagagaa aatcaaaaaa    560880

     tattttggtt tggagagaca ttgcatgata cattttttgt gtttgggata attgaaaaac    560940

     aactcctcct tgaggtttgg gattgccact tacaaaatta aaacttttgt catagctttc    561000

     caatttagca atgcctaaat gtttggattt acgtttttga gtcatggtat aaaacggcaa    561060

     aacatgtttt aaaatgttgg tacgataatc tgcaatttgg ttagcatcgt aatcagttcg    561120

     tcctaaaaga tcataaccta aggcaacaaa gttggaatat cccaatattt gagccatctt    561180

     agtacgcgtt ttcactaaat ggtcataaat aagatcgtat tctttttcgt ttttagcaaa    561240

     aaaatgcgaa acagctaatt gggcgttttt tctagtttgc ctttgggatg attccaaaaa    561300

     aggagacatt tgacttaaat tataaatttt accttcaaaa gaaacagaaa aatcagaaat    561360

     taatttttga tatttggttg ttaaagcatt ttcttctttt aaataaggaa taattttggg    561420

     gtcaaatgtt tttaaaaata gtttggtttg atcaaataac aaggaaccaa attcttgaac    561480

     taaggcgtca taatatttac tttttatcat agtttgacta aattgatgtt gcaattcggt    561540

     tatcaaagga gcattttggt cacaaaaatg tttttcttct tgataaaaag tatcttttac    561600

     atctaggcta tgcctaattt ctgccaaagt aaacatggaa ttgatgtcgt ccattaatga    561660

     attaagacgg ttaataattt taatttgttc tggtaaggaa acatccaaaa aagactctat    561720

     catatacaaa atagtttgtt tggtttgatt aatatcaact ctttgatatt caaaatcttg    561780

     aaatttcact ttggtttaat cctatttttt aatttttatt tattttgatt tgaaaaaaat    561840

     tttattgtcg aataactata ttttaattat aaattaataa atttgattat ttcttatcga    561900

     attcataagt atccgctaaa aattgcaatc ttttaaacag ctcctttaaa aggataacta    561960

     caaaaaagga agtcacaaac actaatgata atctaataaa caaatctact ttgagcattt    562020

     caatcaaaat tgttttcatt ggagttttaa cttgccaagt tgttttttta aaaagatcta    562080

     tttttaaacg atattttaat acattaaacc aattacatac ttgatacaat ccagaaacaa    562140

     gggtaattac taaataaaat tttaaaaaat agtctttttt ttgcaacaat aaaccagtca    562200

     acaaagcaaa gcaaataaca caagaaagat tggcaaaagg ttcaaatcca aaactttgag    562260

     ttttgggcat taaataaaaa ccgatagcct ctgccaaaga agccccaatg caagaaagat    562320

     accaaggaac ataaaaagac attacaatta aaggcaaaaa gcgcacatat acaagaaaat    562380

     ccgtatggat tctaaaaatc tttaaccctg gtatagttgt aaaagtagtt gtttgattac    562440

     caaatgtata aaaaacttta gttaaaataa ttgataaaga agttagataa gaagtgagga    562500

     tgatttgtct taaaagtttt tgattgcgat taaaattatt attcatagtt tttctctttt    562560

     ctttgtgtat gtaattttat tatttatatt aataaaatgt tctttgacaa cattgataaa    562620

     aaaaagaggg ggctaaaatt atctataata gttaaggtag gttttaattc taggatttaa    562680

     gaaaaacaaa aaaataaaaa taaaggaaaa agtattaaaa acagggatta aattataaca    562740

     caaacaccaa ataatagggt tgtagtttaa tggagctaaa aaggggaaat aattttgttt    562800

     atttgtaata aggggcaacc aaataaaata agaagctaaa catttaaaag caaaaacaaa    562860

     ggtaaagact attaataaat taagtaaaat tcttttataa ttatcaaaat attttaaatt    562920

     aggggtgtaa aaaacaaaag aaagactata agataaatca actaaaagat aatctaaaag    562980

     caaaactgca atttgttgta agggaggcat tttttggtct tgcatataag ctaaaatgtt    563040

     gtttgattca cttaaaaaaa tagctttaaa taggtgaaac aaagcataaa gagaacaaaa    563100

     aagaaagcta tgtttttttc ccaataaaaa accaattaaa attaagggaa ggagagaaac    563160

     tttaataaaa gaacctatat ttgctcccat tttggcaata cctaacttat cataggcaaa    563220

     ttctaacaca attgttaatc ctaacaaagt agaagcaata atgtgttttt gcaagggaga    563280

     aaagaaaact tttgttgctt tgttattggt ttttagcata tgagattaat ttctttctaa    563340

     aaaaatatca aaattacttt tcatcaagta aagtaataat tgaggtaaaa aaataaaata    563400

     aggggcggaa acggagaaat aaagaatggg gatgatcgcc gccaatagaa aattattaat    563460

     aaaagatatt gataataaat ttaattaata ataaggtgat agcaatattt tataatggtc    563520

     gcaaaggaga aaataaagaa agtagaccac tttcaaaaaa tggtctaagg agttttattt    563580

     ataaaaaaga tagattctaa aaattattaa actaaagttg ctactttgtg aagcaatctt    563640

     actaattgac taacataact catttcattg tcataccaag atattaattt aataaattta    563700

     ggtttttctt tgaggacttg caaagtgtga gaatcatata aagaaccata acttgttcca    563760

     ataacatccg aggaaacaat aggatctgta atgtaggcta aagtttcatt agcagctttt    563820

     ttaaaagctg cattgatggt ttctggagta gtttcttgga taagttctgc ggtaatgtca    563880

     actaaagacc ctgtaattgt aggaactcta attgctgtac catccagttt tccttttaat    563940

     tcaggaataa ctaaactaat agctttggca gctccagtag aacttggcac catattaaag    564000

     gctgcagctc taccacgacg tgtccaaatg cctttgggat ggttttgatc aattaaactt    564060

     tggtcgctgg tgtaactgtg aacagtagtc ataaaagctt ggttgatgcc aaaattatca    564120

     tttaagactt taacaacagg cgccaaacag ttagtagtac acgaagcccc acttacaatg    564180

     gcgtcttctt tggttaggat ttgatcatta acattgtaaa caactgtttt tacatcccca    564240

     atagcaggag cactaattaa cactttttta gctccagctt ctaaatgaaa agatgctttt    564300

     tctttgctag taaaaaaacc tgtacattct aaaacaatat ctactcctag ttttttccaa    564360

     ggtaaacatt gagggttttt ttctcgaaat acaggaattt tttgtccttc aactactaaa    564420

     tagttgtctt caaaactaac agcgtctaat ttgtaaggtt tttgaatgct gtcgtatttt    564480

     aataaataag aaatagtttc taaagttgct aaatcattaa tagctactac ttcaaattta    564540

     ggatttccaa aaacaagacg aaatgctaat ttaccgatac gcccaaaacc attaattgct    564600

     actttaactt tcataattaa ttaaacctct ttttcttttt ttatattttt ttaatgtaaa    564660

     taatggatct atttattttt tgtgatgttt gtaatattta gtaattttaa aaaatgattg    564720

     aaaaataaaa taaaaatagg gggggttgtg attacagttt ttcaatgcat gaaagccccg    564780

     gcattggttt accttctaaa aattctaaaa aagcgccccc accagtagaa atatggctga    564840

     aattttgatc tagaccgtat ttaaagactg aagcagcact atcgccgcca ccaataatag    564900

     tagttttatt gggtgaaaga ttacttattg tttgggctaa agctttggtt cctttagaaa    564960

     attgttcaaa ttcaaacact cctacaggac cattccaaac aaccgtttga gccgtttgta    565020

     aatgagttgt gaaaagttca attgttttag gtccaatatc aagtcccatt acatcatcag    565080

     gaatattatc ataactataa acagctactt gtgttgttgg cgaaaattct tttccacaaa    565140

     caaaatcttt aggtaaaacg atttttttga cttctggaga agctaataat tcttttacta    565200

     aagggatttt gtctgcttct agcaaactag tacctatgtt aaaacctttg gctttaagac    565260

     aagtatagct cattcctcca cctatcaaaa gaacatcaac tttttgcaaa aggctgcgaa    565320

     taactccaat tttgtcagat actttggagc cacccaaaac agcaaccaaa ggtctttgag    565380

     gagtttgtac aatttttttt aaaaaagata tttctttttc gaccaaaaaa ccaaaacatt    565440

     tttctttgat atatgttgca atgcctacat tagaagcatg ggtgcggtgg catgttccaa    565500

     aagcatcatt gacaaaaata tcacctaaag atgcccaata tttgcctaat tcggggtcgt    565560

     ttttactttc ttttttgaaa ggaacatctt caaaacgagt gttttgtact actaacacat    565620

     cccctggaag catcttgcaa acagcttgat ttaagatttt tccttgggtt tctggaacaa    565680

     actttacttt ttgttgcaaa tgaaaagcaa ttttttcagc taccacttgc aagctaaaat    565740

     ggactttatc agcttcagtt tttacacgtc ccaaatgaga aaaaataata actttagttt    565800

     tttgcttaac caaatattgt aaagtgggta aaatagcctt aattctgttg tcatctgtga    565860

     taacgccgtt ttctaaagga acatttaggt ctgctcgtaa taaaactttt ttatttgtaa    565920

     tgttcatatt agttaaggat tttgtcatgc atttatgcct ttcacttaat aaatattaat    565980

     tatttttaag ttatttttaa tataaattag taaatagtta gttttgattg tgtcattttt    566040

     attataaatt ttttttattt tatcaaatgt ttagagtaat aataattttt aaattattga    566100

     ttattatttt agtgtttatg ttttttaatt ttttcgattg ttgattatgg caattcgtct    566160

     ttaatgacat ttagttcttc caagcattga tcaagttcac cttctataag gttttatttg    566220

     cgattggtaa aaactcatat tacaaaagtt aaaaaaaaca tttcgcctct cattaaccgt    566280

     tgcttttcaa aatcattaat tctttcaaca ataaattgaa tttataaaga agatttttct    566340

     tttaatttga aattatcgta ttcagttaac ctaattttaa catctttaat taaccactct    566400

     taataaaaca aaaagtttgg tttcgttttt tcctttaaaa taactgcaca aagctaaaat    566460

     accaacaaat aatagttaca agtgttttaa ttgctaataa aacaataact atagtattgt    566520

     tggtgttcat atttgtatta gaacttacca tattttggac ctttcttcta taaaatataa    566580

     aaaaggaagt tttttttaat ggtaactata tttttttaag gaagttattt aaaattagaa    566640

     attattaata ttaaataatt aggctttgtt gattgaacca aaaagagcta atttatgcct    566700

     cattaattct ttaatagcta aaaaaccggg atttaataac ttgcgcggat caaagccttt    566760

     gtctgttaaa tctttttttt cttcgatgta ttgtctagtg gctcgggcaa aaactaattg    566820

     aaattcggta ttgacgttga tttttgctac tcccaaagaa atagcttttt taatcatgtc    566880

     ttcaggaatg ccagttcctc cgtgcagcac taggggcatt tgttttttag taagtgctct    566940

     aattgttgca aaaacactaa aatcaagtcc tgtccaatta tcaggatatt taccgtgcac    567000

     attgccaatt ccagcagcaa gcatatcaac acctaaatca gcaatttgtt tgcattcttg    567060

     aggatctgca atttctcctt taccaataat gccatcttct tcaccaccga tgcccccaac    567120

     ttctgcttct attaaaagtc ctttttggtg acatatttca gtgatttctt tggttttgct    567180

     taaattttgg gcaaaatcat aatgactgcc atcaaacata acagaagtga aacctgcctc    567240

     cattgcttgt ttggcggctt cataagagcc gtgatctaaa tgcaaaataa caggaacaga    567300

     gacattataa aaggcgtcta gttctcttac cattgcaacg actgttttaa gtcctcccat    567360

     atattttgca gctccttcgg atactcctaa aataacaggt gattttagtt cttcggcagt    567420

     ttgtaaagca gctttggtcc attctaaatt gttaatattt acttgagcta tagcgtattc    567480

     ttgttgatgt gcttttaaaa gaacattttt atcggaagtt aacatttaac ttaatccttt    567540

     ctttggtttt agatttgcat ctaaattgta attaatgagg tttgttaatt ggattttttg    567600

     aataaaaaaa taatttagga atttagaaaa gttttttaag gtataagtgc aaaaaaatat    567660

     tattattatt gtcaaaaaga atgcaaatta acgtttttaa aatcacaaaa cagagaagaa    567720

     aaatataaaa attataaaag ccagcaaaaa tgtatgctgt ttttaaatta aaatccaaaa    567780

     gaaaaaatta aactaaatga tgtagtttta aaaaatcata gaatttatca tcgtcgatat    567840

     gaggagccaa aagattacaa ttatctttta tttcttggca attggtgttt tccaatccga    567900

     tgcctaaatc agctaattta agcatttcaa catcattata gccgtctcct acgcaaacta    567960

     attgatgatt gcagtaaagc tcttttaatt ttttaatacc acaagtttta ttcacgcttt    568020

     gaggaactaa atcaacacca ccattagttc tccaataata cttttgcaag tctttcaaat    568080

     ctttaagaaa attttgcaat ttttctttgt tgggttcgaa tagccacact tgataaacat    568140

     tgttgtgcaa atggaattca gggtcaacta cagatttttt attggtgcaa taaagctctc    568200

     ctaatgaagg cggaattaag tcttgtggac ttggcacaat ttcttgtgtc attcctgtaa    568260

     gacctatgtg aatgttggct tgatgggctt tttcaattag ttctttaact acttcttttt    568320

     taaaaggtct atcatcaatt actttatcaa aatatttagt aagaccgccg ttaaaaaaca    568380

     caaaatgttt gaaataaggt agcaaatcac ctaaaacatc tattctttta atgtttcttc    568440

     ctgtggcaac tgctaaaaca ttatcagggt tttgggataa agtttggatg gctttgatcg    568500

     tttgaggaaa gattttttta tatttagaac ttaaaagggt gccatcaata tcaaaaataa    568560

     ataaagattc ttttttttgt ttcatttgaa actcctatta tcctaacgta tttgaaaaaa    568620

     acaaaaaatg atgaaatgca aaaaatgaaa gaaaaaacaa ttagaaaaaa aggaggatta    568680

     attaattgta gcaaatttaa ataaaaacat ttaccaaatc attagtaaca aaaaggacaa    568740

     tcattttttt gaaaaatatc tttagtggaa actaagactt gtttgcttgc tatttgagca    568800

     aaaaataaaa aatcctcggt ttggagggaa gcttttcctg ctaaaatacc atcaatagcg    568860

     ggttgttcta aaatagattt aatattggca acagacaacg aaccgccata aataattcta    568920

     attgcacaag atgcttggaa agaataaagt gcagtgactt tttctcggat ttgttcaatg    568980

     gttttgttag catcttgggg atttgcgctt ttgcctgtac caattgccca aaccggttca    569040

     taagcgatga tcatgttttt taatgcttct tctggaacgc ctgcaaaaat gttggttaat    569100

     tgttggtcta aaaacatttg agtttggttg ttttccttag taagaagtga ttcacccaca    569160

     caaacagtag gaactaattt gtgtttgaga gccgataaaa gttttagatt aactgtttga    569220

     tcagtttctc caaaaagagt tcttctttcg ctgtgtccta ataaaacgtg tttgacacct    569280

     agtgaaagca aattttgcgg tgaaacttca ccagtaaaag cgccttcggt ttcataaaac    569340

     atattttgag cccctacttg taaattggcg ccttgtaatt gtactaaggg atctaataag    569400

     gtaagttggg ggaaaattag agtttggact tgggtttgat caggaacttg caaacttact    569460

     ttttggataa attccagagc ttcgtctttg catttgtgca ttttccaatt acctgcaatc    569520

     acttttgttc ttggtttgta attcataaat tactccttta atattttttt gcaaaaaata    569580

     gatgattaga aaaatttaaa ctaatttttt aaatcaatat tttttgaagt agaaattatt    569640

     aaaaaaataa aatattgaat taaaatttgt gataaagaga aagaaaaata cgaaaagatt    569700

     tattatttta tattaacatt tacaaataaa attatatcat aacaaggcaa aggcaaaaag    569760

     attaaatgtt taaaaaatat aaataaatat ggtagtttag atttacttaa aaaggtaaat    569820

     taaagagtat gagagcaaaa aaagaactca aaagccaaga atcaaatcta tctaaaaaac    569880

     caccatgacc cggaaggaaa cttccaaagt ctttgatgcc ataatctctt ttaaatttgg    569940

     aagctaacaa atcgctgatt tgagaaataa ttgaaattaa aaaagtataa atggagaatc    570000

     taatacaaga gtcacattta agaaataaaa agacaatcaa aactgttata gtagaaccga    570060

     aagtgcctaa aatagcacct ttttgagttt ttttaggact taggtgaggg gctagggaac    570120

     ttgttcctaa aaatggacaa aaacacggga aacgcgctaa aaaagcaaaa gaatcagtga    570180

     acataactga taaaacaaac aaaaaaaaat aatgccaatg taggaaaaat aaagaaaaaa    570240

     gacaagccat caaaaaacct atataaaaag tgataagaaa ggttttgctt acatctttag    570300

     tttgcaaaaa gggtaaaaaa actagcatta ttaaaactaa caaaaaaggt aaaaataaaa    570360

     ggaggaaaaa ataataatta aataacggtt gttttaaata tgataaaaaa cttttgaaag    570420

     gtagcaaaaa atcatttctt aatttattat tttgacaaat attttgatac aaaatcaaac    570480

     aaacgcctgt aaaaaataat aaagtagaag tggcaactaa accaaattta ataaaggttt    570540

     gtttttgggt gtctttgggg tggttgagta taaaaaacat ttcttggact gcttttatta    570600

     ctaaactggc aaaaactaaa aatttgattt ctaaaggagc gcaataataa aagaaaaaag    570660

     aaaataaaac taaggtcccc cctgttatta ttctcttttt tatcatataa acctccattt    570720

     ttttaaagca aaaggtaaaa attgggtgaa attattatat tttaaaaaca aaatcatttt    570780

     aagcttttga taattcaatg tttttagtgg cagtttgttt gtcaataagt ttaatatttt    570840

     tatcagttaa tgtttgaatt tgatttaaat aaaaagtttc taaatcttta gtaagttcaa    570900

     cttttttgat tttgtcgttg ccttcgcgac gaacgtttct gatagctact ttggtttttt    570960

     ctgatagttg ctctacttct ttcattaaag cttttcttct ctcttcggtt ggtttgggga    571020

     agacaagcct tacaactaca ccatcagttt gaggagtgat tcctagatta gacgccaaaa    571080

     gaactttttt aatattagga attaaattgc tatcgtaagg tttgatgttg atttggttac    571140

     cttcagaaac actaatagag gctaacgttt ttaaaaaagt ggtcgctcca taataattaa    571200

     cagtaatttt atctaaaata ttaggattag cagttccagt gcgaatatca caaaagtttt    571260

     ttaacattaa ttcttgggct tgagtcattt taatttctaa agacgcaaga atatctttgg    571320

     caaattgttg catatttatt ctccttttga actaataaca gtacctatgt tgccttcttt    571380

     gagtacaact tttttgatgt tacctttttt taacatatta aaaactaaaa tatcgatatt    571440

     attttctaaa caaagagaag cggctgtaat atccataact gccagtcttt gagataaaat    571500

     ttgttggtgt tttatgtgtt tgattaaaac ggcatcttgg tattttttgg gatctttatt    571560

     gtaaacacct tcaatattgt ttttagccat taaaataaca tcgatgttta gttcggcagc    571620

     tcttagggca gcagcagtat cggtggaaaa ataaggagaa ccagctcctg cacctaaaat    571680

     aactactcta tctttttcca aatgacgaat agctttgcgg cgaatatagg gttcagctac    571740

     cgaagaaaca ggaaaggcgg tcatcacgcg tgtgatggtg tttgtttgtt ctaaggcatc    571800

     ttgcaaagct aaagaattca tgatagttcc aagcattccc atataatctg cctgagaacg    571860

     atccatacca agttcttcac cagtgcgccc acgccaaaga ttgcctgctc ctacaatgat    571920

     agcaattttg actcctaagt cttttatttc tttgatttcc caagcaattt ttttaatagt    571980

     gcgaggatca atgccgtatg aagagtcgcc tttaagagat tcaccactta attttaaaag    572040

     aattttttta tgcatccaca aaccctttct tcataaacat ccgaaacatc tttaaaagag    572100

     tctaaatttg agtttgttaa atgaagtatg aaataaagta tttttgaatt attagttacc    572160

     catttcccaa cgaacataat aaactacatc agtattgttg gctttaaggt aatcttttac    572220

     tttttgatct gcatttttga caaaaggttg ttctgataaa cacatgtctt ttaacatttt    572280

     gcctaaacga ttttcaataa ttttttctat catttgtgct ggtttgtctg ataattcttt    572340

     ggcagcttgt ttgtgtaaaa tctttttttc ttctgctaaa aatgtagggt ctactttgtc    572400

     aggagttaaa aattgtggtt tggaagcagc tatatgcatc gctatgtctt ctgatacaga    572460

     agggcagtcg ttttttaaaa ctaccaaaac agaaatacgt ccaccttggt gtttgtaaat    572520

     tccaaaagat tcttgaggct ttttagtaac ttttaaaaca cgtttaagag tgatattttc    572580

     gcccaaaact gaggtttttt cgaacaataa ttcttgaact gttttatttt gataattaaa    572640

     ggctaaaagg tctttaacgt tagataattg tttttttaaa ataatttctc caagcatttt    572700

     tactaattgt tgaaaatgtt cgtttttaga aacaaaatca gtctcagaat tgatttcata    572760

     taaaaaagca ttattgccag caaaaacaat attagtgatg ccttcagaag ttacgcgtcc    572820

     ttgtttttga gctgctttaa tgatgccttt ttctcttaaa aaaacaatgg ctttttcaat    572880

     gttgccttca gtttgttgta aagctttgtg acattcattc attccagcat gcgttttttg    572940

     acgcaaatcc ttaatcattt cggctgtaat tttcatttat tgctccattc taaattttaa    573000

     taatttgatt acttttaatt ataaattgta aaaataaaaa aattgtgtat tggttagtta    573060

     aggaccaaaa aaatttaatt atctttgatt ttgattttgg taagatggtt ttcttggtga    573120

     atcttggtaa ggacgtttgt taagggtgtt gtaattttga ggttttaatg ggtttttggc    573180

     atcaaaagtt tctgcttttt cagcaacacc accattgcct tgaacacaag cattagccat    573240

     taaccaaata attaatttca ctcctctaat agcatcatca ttagcaggaa taatgtagtc    573300

     cactaaatca gggtcacagt tagtgtctac aatcccaaaa actttgattc ctaattttcg    573360

     cgcttcggca actgcgatgc tttctttttc tgggtcaaaa ataaaaatag cttgaggcaa    573420

     gtttttcatg tctttgatgc cacctaagaa tttttctaat ttgtctcttt tgcgctttaa    573480

     tttcactact tcttttttag gaagtttttt ccaaagtcct tcttcttctt gtttgtggag    573540

     caaatgaagt aattcgattc tttttaaaat agttttgaaa ttagttagcg tgccgcctaa    573600

     ccaacgatga tccacgtagt attgttgtga acgttgtgct tcttctctaa tcgatgattg    573660

     aatttgtttt ttggtgccta aaaataaagc ttttccgcct gaagtaatga tgtttagcaa    573720

     ttcttgataa gctttttcaa tttcttctga agtttttttc aagttgatga tatgaatgcc    573780

     atttctagaa gtaaaaatgt agggtttcat tttgggattc catttgcgag tagcatgacc    573840

     aaaatatact cctgattcta ataattgttt tgttgtaact actgccatta ttattaaaaa    573900

     actccttttt attttgattg atatattttc tgaaatattg taatgaattg tgattaaaaa    573960

     taaataaatg ataactttgt ttgtgtttgg gctttttcat tttaactatt taatacattt    574020

     tttaattgtg ttataaaata tttgagcaat gcatttatac atcccttatg attaaataaa    574080

     agcttttttt gaaaattttt tttgggaaga aaaattgacg ttttgaataa ttatgtgata    574140

     attatataaa tttataaatc ataaatataa taactaaaaa aaattaaata attaaaattg    574200

     acgggcaaaa tggttttcct ggtaacaaaa acagcaacaa acaaacaaat gaattaaaaa    574260

     aataagaaca aaaaataaaa tgtttttaaa atgatgaaaa taaataactt ttttcctaac    574320

     atattttatc atatttaaaa ccatttaaca atgtttttgt tgaatggagt gcaattttgt    574380

     tactttgtgc taccaaaacc gccttttctg taaaaattat tttctttttc ttgggtaatt    574440

     tggaaaaagg tttgaaaaat tccttgtgca attctttcac ctttgaaaac ttgaactggg    574500

     cttttagaaa aattatacaa agcaataaaa atatgacctt cattttgcaa attattataa    574560

     taatcactat cgactactcc cacgccgttg gcaagggtaa gttgtttttt taatggcaaa    574620

     gaagacctta cataaattaa taaaacttcg ttacaaggaa aatatgcttt aattcctgtg    574680

     ggaaccaaaa tgactgtttg cggtggaatt tcaatgcttt gggatgcttc aaaatcataa    574740

     ccagcgctga atttggtttg acgttgggga agattgattc cttgattttg ataactgctt    574800

     actttttcaa aaaaacggtt tgttttattc ataaaattaa accttggctt tcttttgggg    574860

     gtagttagta atttcatttc taaattaata aatacaaatc acaaaataaa agtaataaaa    574920

     acgagagaca aaaaataatt aaaaaagggt gataaaaata tcaaaaaatg agtttaaata    574980

     ttataaaaaa gttaaagatt ccaatcaaca gctttaattc cacaagtttg caaataagta    575040

     ttggttcgag aaaagggttt agatccaaaa aaacctctat gagcggaaaa aggggaagga    575100

     tggggacttt taattatgca atttcgggat tgacaaatgt attgttcgta tttttgagca    575160

     aatttgcccc acaaaacata aactatatgc ggtttagctt gcaaagcttg aaaaatagtt    575220

     ttggtaaatt cttgccaacc aatttgatga tgacttaagg gtttatcttt ttcaacagtc    575280

     aaaatagcat taatcatcaa aacgccttct agtgcccatt tagttaaatt attggtgcaa    575340

     gcagcaattt gtaaatcatt ttttaattct ttaaaaatat tggataaact aggtggtttt    575400

     tggagtgttt ttacactaaa agacaaaccg tgagcttgat ttttgcgatg ataaggatct    575460

     tgccccaaaa taactacttt cactttttca aaaggagtta aattaaaagc tgcaaaaata    575520

     tcttcttgat tgggataaat aattttgtga ttggtttttt cttcttgcaa aaaagtaaat    575580

     atttttttaa aataaggttt ggttttttga ttattaatga tttgccacat taattgttta    575640

     ccttttgttt tgttattatc aaaattattg ttctattatt gtataatttg gctttatttg    575700

     attgtatttt gtaattattt ggctgctttt agttctttca ttaaagcata taagagatac    575760

     gccataatca ttaaataaac gattattaaa aacaaatata aggggcgttg gaataaaaaa    575820

     acaaagaaag aacgaatata atcaaataaa tttctgatga atgaaaaaat ataacggtgt    575880

     ttaaaaatat attttcctac aattttgtca taaggaattt ctttttcgta tggaagttgg    575940

     ggttcatttg catcacccca agtaccaatt aattttttat ttggatcatt agaaacaact    576000

     ctatgaataa taaaacgctt ttctttggca tcttgtcttt cttcttcaga aacattagga    576060

     ttattataat gagggtgttc gaaaattaca atatcgccgt cttttggatt atttatgcct    576120

     actttataag gtttggttat gggatttttg gtaatttgtt tcccgccaac aggcataagt    576180

     ttggaagcat cccaaacacc tataataaaa acttcatctc caggaccatg tataaaaggc    576240

     tccatgctgc cagaagcaac aggaaaatga gcaataccta gatatttggc tgaatatgca    576300

     ggaaaaaaaa cattacccaa agaagcaata aagagataga ttagaaaaaa atctaaaata    576360

     ataatcatac tttttttaaa aattaaaaaa aagtatttcg ttttttgact ttgtggttga    576420

     atttttgttt tatttttgaa cataaataat tatcataata atgaattatt ttcctttttt    576480

     atttattaac tatgaattat tttaaactat acaaattaat tatagcacag aacaagtttt    576540

     tttttgataa aacaattata agtgctaaaa aaaatattat tattataaaa ttaatgttat    576600

     aataatattg ataatactat atataatcaa aagcttatta taaaataatg attattctca    576660

     caatgaattg aaagataaat tacattccat ataagaattt cgcaataata aattaaaaaa    576720

     tatgaaaatt acaaaattaa gatatagatt tgcaactatt acaactactt ttgtattatt    576780

     gttgttagtg gtgctgattt ttaaatcttt tgacaatatt gataatataa gcccaacaaa    576840

     aaacgaacct aatcataatg tggatgttat tcaagaaaaa atctataaca tggatggaaa    576900

     cattgaccat attttggatt acgatagcaa aacaaatcaa aaaattaaac tcacagcatt    576960

     taatgaagaa gaagggtgtg tttggtatat catagaatat gatttgcaaa ctgccaataa    577020

     aataagacaa actgtctttg gcaatgatgg aaatatcata aatattaaag aatacgatcc    577080

     acatacgcaa aatttaatta aagaaataag tttcgcagaa ggaacatcaa atattttata    577140

     tatgtatgaa tgcgatgcta aaggtggaaa tatcataaaa gaaactcatc ataatagtca    577200

     aaatggcaaa atagaatata ttttagaata tgaccctcaa acccaaaata aaattaaaca    577260

     tacaaagtat tttcctaatg gaaatatcga ttatataaat aaatacgacc ccaaaacaga    577320

     aataagaatt tggtgcgaaa aatacaaata tcagagcaaa aataatgtta aagatattta    577380

     taattatgat cctaatagtg gcgatgtcat agaaaacaat gacaattaga attgttggga    577440

     aaaatgttta aaggcaaaag caagactagt ttaaaaaggt agtttttcga aataacaaaa    577500

     agaaaaagca tgcaaaagga gcttttgcat gctttcatcc taatatttta tttaattttt    577560

     taattgttgt tgttttttat gtcctaaagc tttattaatg tgtaaaaagt cttctggatg    577620

     aacgtacaaa actctatcat cataactata ataagttttt ttagtgtaat cttgtaaaat    577680

     ttcgaactgc atttcttcaa tgttatttaa tttttctaaa acttgtttca aagtttctgg    577740

     aattttatcc caaaaattct tttgtgagtt aaaagtttgg gcattattag ggatggtatc    577800

     agctttggat tgctcttgtt tttcttctaa ttctttgatt ttttgtttca tttctaattc    577860

     aaagatcttt tgattaaaat aagtttcaag cattttatgc tttaattcta aaagatcagt    577920

     ttgcgaacgg ttattatctt ttttgtccat catctccatt aattttaaat taattagaca    577980

     attagaatca aagtctttgt tattaattaa aacattggga atttgaggtt gttcgttttt    578040

     attattgttg tttttgctct ctttaaacga tttagaagga ctaaagaaag ctgcaatgcg    578100

     aaaattgata acataaatga aaattagcgt tttaattact aattttacta aaagaaatat    578160

     cagtacaggg aacaaaacag ctccaacaac ccaaatccaa tggttattgg aaacccaagt    578220

     tgccaattct tcaaatctca aaaaaccaac ctcctaataa aagcttctgt aaaactttta    578280

     tactttattt gttagcttca taaaaaactt aaatatggct tatatttatt ttatcataaa    578340

     actttatatc tacaccttta tttaatcaaa aaaagaaaca attgtcaatt aattttggtg    578400

     gttttttgag ataaagttgt tttcttggaa ttttagaaaa gataaataag tttttttgag    578460

     atttaaaggg taaaatgatt gaaaaaatgc gttttaaaat attttaataa aataaaaaca    578520

     tcaattaagc ttttctgata aacacttttt ttactttatt aaaatatttt tcttggggta    578580

     atttaatttt ggcagggata tcaggattcg aacccgaacg agcggttttg gagaccgtta    578640

     tgctaccgtt gacatcatat cccttaattt gtaagtaggt tgtatggtac gggtgacagg    578700

     atttgaacct gcaagcctaa gcgctagatc ctaagtctag tgcgtcttcc attccgccac    578760

     acccgctttt acatttgtta ttttcgttcg ttaataacta ataaacagtt ataaaatggc    578820

     agacccagct ggatttgaac caacgaatca cggagtcaaa gtccgttgcc ttaccacttg    578880

     gctatgggcc tcaatataaa tttataatct ggatatttta ttattaaata atgtttataa    578940

     tatttttttt gtatttttat attttgtgta atatattctg gggcggctag tgggaatcga    579000

     acccacgcat atcggcgcca caagccgccg cgttaaccac ttcgccataa ccgccaaata    579060

     attttaataa ttaaaattca ataacataaa atattatacc ttgattttgt taatttgtaa    579120

     agtaaaaaaa gttaagtgag ttgtttttat aaattttttt agtcaatatt ttttgtgaaa    579180

     atgtttaaaa aagtttttag ggtataaatt gagataaaaa atatgtatcc aaaaagaagc    579240

     aaaagaaaaa aaggataagt ccaaaaaagt ttaaaaagaa attcccaaaa tatattccca    579300

     acaacaagtt cttaaaaaat aatatgagag attaaattat ggaaattatt tttatcaaaa    579360

     tgaaaatgac ttcgaaaact aacaaaaaat agctaatttt atttggcgga ggaagaggga    579420

     ttcgaaccct cgcatctttt tagatctaca cgctttccaa gcgtgcctct tcgtccactt    579480

     gagtattcct ccaaaaatcc aaaaactata aaagtttaat tagatttatg atttaattat    579540

     tagccgcaaa agcaaaagca ttcttgctga tcgtctttat attggttagt tttgttttgt    579600

     tttaaacgca aaacatcttg agcaatagca agttcttcgt tggtaggaat gacaaaagct    579660

     ttaatggtag aatcaggagt tgtaataagt tcttgtttgc ctttaacttt gtttttttct    579720

     tcgtctaact taattcctaa aactgataaa cgtttaataa tttcggaacg aaaaaaagaa    579780

     gaattttcgc caataccagc tgtaaatact aaagcatcaa ttccttttaa taatacgtaa    579840

     taactagcaa tataatcaac tatgcgctta acttggatgt cgtgtgataa aatagcttgc    579900

     tggttgcctt ctttaatgct tgccaaaata tcacgagtgt cattagaaat acctgatact    579960

     cctaaataac ctgatttttt attcaaatca tcgataacac aagcaacagt tttgttttct    580020

     ttttcagata taaatttcac tactgcagga tcaatatttc cactacgagt tcccatagga    580080

     accccttcta agggagtgaa acccatagaa gtatcaactg atttaccaga atccactgca    580140

     cacaaagaaa cgccgttgcc agcatgacaa ataatgattt tggcgttgtc tttagccaaa    580200

     atttgttgca tttgctcagt tacgtattta taagatgtac catgagctcc gtattttcta    580260

     atttggtatt tttggtacca gtaataagga gtggcatata aaaaattaac tgcgggcatg    580320

     ctttggtgaa aagtagtatc aaaaacagct acttgaaaag tttgaggaag tactttttga    580380

     aaagctttaa tacttattat gtttgcggga ttgtgtaagg gtgctaggtc gcataaactt    580440

     tcaatttgag caagggtttt ttcagttaaa acggcagaat cactaaatat ttctccacct    580500

     tgaactacgc ggtgccctac tccttctatt tcttccaaag cattaataac ttttttttga    580560

     atcaaagcat ctagcaataa ctctaccgct gtttgatggt ttggcacttc taatacttgt    580620

     ttgtcttttt tgtctttggt cttcattgtt aaaacagctt gattgctgcc aattctttca    580680

     aataaaactg aaacaattac ttcttgttgt ggcatttcta ataattgaaa ttttaaagaa    580740

     gaactaccag aatttaccga cataattttc atatattttt ctccgatttt tgatgtataa    580800

     taatttattt ttttgtttat atattatttt ttttggttga gtttgtttta attatttgtt    580860

     atttgattta ttttttatta attttttggt aaaatttcaa gcaaacaata tattccccaa    580920

     gcatgaaaac aagttcctgc aataacaaaa agatgccaaa taaaatgaaa atatttttta    580980

     ttatctttaa tataaaaata gatgcctaaa ctgtaaaaaa caccaccaag taaaacgaaa    581040

     taaaaaatat tggtttccca cattgcaggc actaacaaaa gcccactcca accaagcaaa    581100

     gcataaaaga ttaaatgaat aatttttcct ttattcatcc aaaaaacttt gcatatgata    581160

     cctgaaaaaa ctaaaataca ttggcaaaca aaaaagaatt gtcctttgga aattggcaca    581220

     cttgctaaag caaataaggg tttttgtaat tctggcaaaa gtaacaaaat aggggtaaaa    581280

     gttccccaaa ttaataaata aatactaata tgatctgtct tttgaaaaaa attatgagct    581340

     ttggtaaagg ataaagaatg atacaaagta ctcatcaaat aaagaataat catcgatatg    581400

     ctaaaaacaa gcacaatata accgttagga tttgacattg aagaggtttt aagacaaaaa    581460

     caaacaagaa taaaaaatcc taaaggaatc attaaaccat gggaaatggc gttggcaatt    581520

     tcttcaccca aagtttgttt atcacttggt ttagtagaac atttcagaat aaaactccct    581580

     tcttgcttgg aatatgcagc aattaatgaa attataaaaa gtttagaaat tatacaaatt    581640

     ataagaaaaa ataaggaaaa taaggaaaat aaggaaaata aggaaaataa ggaaacattt    581700

     aaaaaataat aattcatttt attaaataat ttataaatta gattaaattg taataaaaac    581760

     taattcttat atattctatc acataaaagt agttgttaaa ctaaatttgg taaattgaca    581820

     aaagacaaat atatggagtt tcacaacatg cttcaaaata taataatgta tggtcagcaa    581880

     ataaggttat aatatttaag gaaactgagt ttccatagaa aaggaatatt tttaatgaaa    581940

     tctattcaaa ctaaatacta caagtattta ataattataa catttattat cgcactaatg    582000

     attttgttat ctgcaattat ttttattaat caaaaaaata aatccgcccc taaggcaaaa    582060

     ttaagccaac cccttcctga aatcaaaacc actcacaaga caaatattat tgaacattat    582120

     ttaggtctaa atcctaattt agaaaattta aaaaaagaat ttagaaaaat aaaccctgat    582180

     tggaaccaag aagtttttgc ttataattat catatgcttt ctaaaaataa tgcaaatcaa    582240

     aaaattactg atgctatcca aaacaaaatt tttgctattt ttttaaactt taatgatgaa    582300

     aaaattacat catatcaaac tcaaaataat cttttagatg ccttaaagca aaatcaaaac    582360

     aataaaattc atattttttg gaaaaaagaa aaaccaaatc ccactcttat attaactttt    582420

     caagaccaat tattgcataa cataaataaa tggcaacaaa cggcaacaaa tatttttgat    582480

     aaattacaaa cctatattaa tgatatagat caaatattaa aaaaaccact aacaccactt    582540

     gaaaaaaata aaattgtaat tgatatgaat acaggcaaat gcaaaatcac agaaattaaa    582600

     gattttataa aacaaaattt gatggctaat tcaaatgcca aacttgaatc tgatccagaa    582660

     caaaatattt taataaaaaa attaaggaaa caatctttta atttaatgga attgagaaca    582720

     aaattccaaa ctctccaaaa aatatctcaa aaaatatctc aaaatgtcaa tataactacc    582780

     atatttcaaa aagatatgca agaattagaa aaccttataa aaacaactat attagaaatt    582840

     ataaatgaat ctgataaatt aaatatataa ttttcataaa taactaatga ttttttttat    582900

     acattttttt cttcaattct tccaaaattt gttctacaat agctttaact tgaggattga    582960

     caaaaagaat ctgattttta acttcaaaat aagtttttta ctacaatttt tcaaaatcac    583020

     aatttttaat ttatcaatat taactttttt caacattctt ctaatttttt gttctttggc    583080

     ttgtttttta acatgaatat ttcctttttt cttcgtttta tttttattaa taaattattt    583140

     ttagttaata aaataagcta gttttttaat accgtatttt tgcatttaag cttttatttt    583200

     aatcttttag gcaaaatttt gtctttacca tattttttta ctttttttgt ctttataaaa    583260

     atattttaca acttttcaaa taacttttaa atattttgta attattttta atatattgca    583320

     tcatttacat tttggatata ttttaaatat ttttaatcat aaaaaggaga caaaattcat    583380

     tattaatcat ttgcaaaatc aaaaaactaa tattttatca caaaaactcc aaattcaaat    583440

     tattttgtat tttttgcatt tatataacat caataacatt attaattgga ttagtttatt    583500

     tgcaatttag aaatcaaaga ctaaatcata aagttttcaa tgaaacagta gctattaatg    583560

     aacctcaaat ccaaactctc aaaaaatata aaaaaactca cccaaacaaa ataaaggggg    583620

     taagtgggac aaaactttaa aaaagggaat agaatttgta tctgtaatac aaaaacctac    583680

     tttaatgact cacaaaaaat acatttttta tgaaaacaaa ccaaatattg caaatttata    583740

     atctattccc gaattaacta atgttcaaat attagaacaa ataataaaac cccaaaaaat    583800

     taatcaaata caaaaagaac ttgatttgtt taaacaaaaa aacaaccatt ttcaagaacc    583860

     tttggattcg caatgaatta aattattgca aaatcctttt aataaatggc aaaaaacttt    583920

     aaacaaaata gatattttta ctcaaatcca aataatacaa gataacaatg ctattttttg    583980

     cttattttta acaaaaatat tgaaattacc cttagaaaaa ataaataagg ttataattat    584040

     ggaatataac agtaatcaaa aaaatattaa ttcaagacaa agagattttt ttaggtaatt    584100

     taatattaag catttatcaa aagcaattta actgtaaaga aagttttaat ttatacttta    584160

     atcctgtaag aaaaacttta tctatttata aaaaaaatat aacatattat aaatagctta    584220

     caattttgag caataaaata ttgtagttcc aacagcaaca aaaaaaacag atataattag    584280

     aaaaaaacac attaatcaca atcaaacaaa ccccaaagag actttttaca gtctcttttt    584340

     ttattaaacc caaataattt ataattttgt tataattgaa gtatcaaaca cacaaaaaac    584400

     caaagcaata aggaaagcaa ggataaaaca ttgatagctg aaataattat agatataaaa    584460

     actacatatc aaggaatcaa caaacctttt gattatttgg taccacccca ttttgaaaag    584520

     ataatccaaa gggcaatgag agttgttgtt ccttttggta atgctaattt acaacgctta    584580

     ggctacatta tcaatttaaa agaaaatagc caatttaata acaacttaaa agaaataata    584640

     actattttgg atgaaaatcc ttattttgat caagaatttt ttttattatc ccaagaaatg    584700

     ttaaaaactc cttttatcat taaagcttta gtttataaaa ctattttccc caaagaattt    584760

     gtaaaatctt ttttaaaaga aattaaaatt ataaataagg agttgttgcc tgaaaatctc    584820

     aaaggttttt tcacaaacaa aaatgaaatt tttttaaatc cgaaaaacaa atcccaagaa    584880

     aaactgttag aacatttcac aaaaatatct aagaaaaaaa ttgtcataat caaagatatt    584940

     ttacaactta aagaaaaaaa caatgaaaaa aaaatatgca tttaccacct taatccacaa    585000

     tcaagcgaac aaaaagacaa aaaattaaca cccaaacaaa aagattttat tgaaaaatta    585060

     aaacaattaa agcctttgaa aaaattatat aaaacacact caaatgaaat caaacatagc    585120

     aaacaaaaaa tagaaattca agaaatcaca agaaaaaaag ccttagaatt aacttcgaac    585180

     agcattattc aatccttaat ccgcaaaaag cttattttac aaacagaaaa aaaaataagt    585240

     ataattttga atcacaactt tgatttgctt gcagaagaca aaaaaataat tttgaatgaa    585300

     gagcaaaaac aaatattgca aaaaataaat attaactatc ataagactta tcttttgcac    585360

     ggaaaaacag gaacaggaaa aactgaaatt tatctccatt taattacaaa agttctcaat    585420

     caaaataagc aagttttatt attggtaccc gaattaatgt taatagctcc tttaatgcaa    585480

     cgcctccaag ccaaatttac aaaaaaaaat atagctattt tgcatagtta tttaagtccc    585540

     aaagaacatt tagaccaatt cttaaaaatt aaagaacaac aagcctacat tgttttggga    585600

     actcgtagtg ctatttttgc tcctttaaat aatttaggaa ttattattat tgacgaagaa    585660

     cacgaagagg ctttaataga aaaagaacgc gccacttatg atgcaagaat cttagcacaa    585720

     ataagggcta aataccacaa aattccttta attttaggaa gcgctactcc ttctttggaa    585780

     agtcattatc aagttttaca acaaaattat caacttttaa gccttaccaa aagagtttta    585840

     attgatgatt ttccgcccat agaacttgtt gacatgaaag aagaattaaa aaaaggtaat    585900

     ttagaacctt tttcccaaaa cctcaaaaat gccttaaagg aagttatagc caaacaacaa    585960

     caagccattt tatttatcaa caccaaaggt tttgcgccat ttgttttatg ccgtttttgc    586020

     gggtttgtcc ccaaatgcca taaatgcaat aatagcctta ctttttatct aaaacaagag    586080

     ctattaaaat gtagtcattg taactataaa gagcaattta caaaaaaatg cagacgctgt    586140

     tccaaagaac aaataaaaga agttggcgtt ggtatcgaat acatcgaagc ttatatcaaa    586200

     aaagaatttt tgcatgcaag gcttatcaaa tttgattcag atactataac aaaaattagt    586260

     caatacgaaa aattatggaa cgattttaat caagaaaaag cagatatttt gttaggaact    586320

     caaatgattg ccaaagggct tgactttcac aaagttactt tagtaggtat tttaatggca    586380

     gattctttac tcaaaattcc tagttttaaa ggctcagaaa aaacctttca attaatcatt    586440

     caagcagcag gacgttgtgg cagaaaagaa caaggaaaag taattgtgca aagctataat    586500

     gtagatcatt ttgcaattaa tgcagcagtt aaatatgaag aaaaggggtt tttgagaaaa    586560

     cttttagaag aaagaaaaat gtcacaaaac cctccatttg gatacctgag ccaaatttta    586620

     atctctcata aagattttaa aaaaactttt aatattgctt accgaatcaa aggcgcattg    586680

     gcaaatcgct tttcgcaaaa gataactgtt ttaggtcctg ttttgtcact tattcctaaa    586740

     aaaaataacc gttatcgctg tttattgaca ctaaaatata acatttggcc tttggatcta    586800

     gattttattt tggaaaacaa cattcaccaa gatgctttaa ttgtttttga taggttcaac    586860

     aatttattgt aaacaaatta taaaagcaaa agataaatta aatttacatt gaggaaagaa    586920

     aaaacaacat ccaaacaaaa ttaccattct tttttattgc tttttaattg ccattaacaa    586980

     aaaaatatgt acttaaaaaa aaccagaaaa aacaatacaa aatcagcaat tattttattg    587040

     tataaattga cattttttat tatttatgtt aaaatgaaat tagttagtta ttaaaaatat    587100

     aaattaaaag cgaggtatta tttcaaaaac atatggacga tagtgatagt ataaaattta    587160

     tcacaataaa gatctttgaa aaaaagacgt ttttggataa aaaaaaaaat ttagcaaata    587220

     aaaaattatg cattaatgcc aaaaggggtt ttttcttatg aatccgataa tcatattgat    587280

     tattttaatc gcattaaatg ctttttttgc agcttgcgaa atatctttta tttctactaa    587340

     cgaaagcaaa attgaattag atattagaaa gggcaataaa aatgctttaa gagtaaaaaa    587400

     aatcaaagcc aaaccaacca cttttttatc agtaattcaa attatgattc acatcattac    587460

     tttttttcaa ggaaatattg taacatctta ttttctaaga gagaaagagg gtcatttttc    587520

     attacataaa attggaattg aggctttaat tattactctt tctattattt ttggagaatt    587580

     aattcctaaa cgcatagcaa tgcatgcgcc ttctaaaatt gcttattttt tttctggttc    587640

     tatttcctta attgcttggt taattacgcc tttagtttgg gttttgactc aagtaagtaa    587700

     tctttttctt attgttttcg gactaaatcc taacaaaaat agcatacaaa tttcggaaga    587760

     cgaactacga ttgatgttaa tttcaagtta tcaaaaaggc ataattgaca aagatgaaaa    587820

     taaaatgatt caaaatattt ttgaatttga tcacacaaac atttttgaag taatgcgtca    587880

     ccgcactgaa gtagttgcaa ttgatgttga aattaccaaa aaagaattaa ttaaaactat    587940

     ccaaaatgaa aaatacacac gtttcccagt ttatgaaaat agtattgata atattatagg    588000

     aattttacat attaaagata tttttaatta tttaatgtcc tcaaacacaa ataaaatttt    588060

     tgatttgaaa aaattcatta gaaaacctta tttagtgcaa gatgcccaaa atactagaga    588120

     aatatttcgc gaaatgaaaa aaaacaaaac ccatatggca atagtaattg acgaatatgg    588180

     tggcacagct ggaataatta cttttgaaga tttaattgaa gagattttag gtgaaatttc    588240

     tgacgaatac gacaacgaag agctaatgat caaagaagtt gccaaaaatg aatatattgt    588300

     caatggattt gctgatttag aagaagtcgc agaaacaatt aaattagaat ttaacactga    588360

     agattacgac actttaagtg gttttttaat aggaaaattg ggaagatgcc ccaaccaaaa    588420

     tgacaaaaat accgaaatca tttacaagaa ttttaaattt aaaatcttaa aacacaatga    588480

     taaagtaatt tctcaaatca aaatctcaaa aatagattta caaaaataaa ataaaaaaag    588540

     caaatatttt catatttgct cttttttata cctttataag tttgttcaat taaaaaatca    588600

     tttattttca aataaataat aatgagtagt aaaaatcaat gtttagaatt ataaccattc    588660

     atcaaaatat taaaatccac atcttgaata aaattaaata taattttatt aataatatca    588720

     atgtttttta aaatgttttt ttgactactt gcatttacag gcgttaaaag atattgatcc    588780

     aaaggcatac aagaatctaa actaactcct atttttaacc ttttaaattg tttagtgcat    588840

     aaacgatcaa taatatttct taatccgtta tgccctccat gaccaccttg catttttaac    588900

     tttaattttc cttcatccaa ataaatatca tctacaatga ctaaaatatt ttctatctta    588960

     atgcgatatt tatttataat ttttttcacc acttcgcctg acaaattcat ataagtttgt    589020

     ggtttaatca ataatgtttg atgattatta aagttaattt gataaatatg ggcatttgtg    589080

     tcttccttca aggtttgata tttattttga cttaaaaaag aatcaacaac aacaaaacca    589140

     atattatgac gagtatttaa aaatttttta cctggattgc ccaaacctac aataagtttc    589200

     atcgtttgtc ctttcttttt tgtgttttat tatttcattt tgttatttat gataagaaaa    589260

     agcaaaaact gtttacaaat ttaattttgc aattgtatat ttgaattatt ttactaatta    589320

     cattattttt tctttttgaa ttgaacaaag aaaagcggtt ttattttttg tattttgtgc    589380

     gcaaattatt tttaataacg aagataacaa aataccaacg gcaataaaga aaaaagatgc    589440

     tttcattaaa gcatctctta tataaattat tgaaacaaat agcaaagaaa gaaattattt    589500

     attaatatct tttaaaatat tttctatacg acgcccataa gataaagatt tatcatattt    589560

     aaaaactaaa tcagggattt tacgaaaatt tttaattttt ttagctaatt cgaaccgaat    589620

     aacaacttta ttttgttcaa tagtttcttc tgttaatttc aaaacagctg gatcatcgct    589680

     taaaatagta taataaacat tagcaaaaga caagtctttt gttactttaa catcagttaa    589740

     attaatatat cctatttgtt cgtcttgaat aacatcatta attaaaacca attctttttg    589800

     aattagactg gatagccttt cagatgttgt taccattttt tattcctcta ctttgcttag    589860

     tttagatgtt tctattatat cattaatttc aaaatcatta aaaccatcaa gtaaaatgcc    589920

     gcactcatga ccttgtttgg cagatttaat gttatctttg agatgtttta aggatgtaat    589980

     tttgccttta aataaaactt catcattgcg catcacttta gcaaaatcgc tattattgac    590040

     aatgccttgt gtcacataac aaccagcaat attaccaact ttactgatat taaaaatttt    590100

     tcttacttct actttgccag taaccacttc ttcaaaagta ggcttaatca tagattttaa    590160

     tttttgttca atatcttcaa taatgcgata aataacatta tgaatagtaa tttttacttc    590220

     ttgtatttga gcagatttaa gtgtagaaaa agcaggtttg atattgaagc ctattaacaa    590280

     actgtctgat gatttggcaa aagcaatatc tttttctgtg attgttccaa cagcagcgcg    590340

     caaaagttgc actttaagat cggatacttt aattttgtca atcatacctt gaagcgcttc    590400

     caaactgcct tgagtatcgg cttttaaaat gatatttagt tcttgaggtt tttcggtttc    590460

     taagtcttgt aaaatatctt ctaaattaag aggagaaggg ggtttagcta aagtttcttt    590520

     agttttggtt tttttttcag atacaatttg tcgtgcttgt ttttcattag aaacggcata    590580

     aaaaatatct cctgcttgag gaacttcttt taatcctgaa actcgcacag gttgcgaagg    590640

     taaggctttg gttggtgttt ttttattttc atcttccatg gaacgaattt tcccataaga    590700

     agttccagca acaacgatat cgcctacttt gaggtttcca tcacttataa taaaagtagc    590760

     cacaggacct aaagatttat caaggcttgc ctcaataact gttcctttag ctttttgatc    590820

     gggattagtt tgtaaatttt ggatttcact aaataaaaga ataatttcta atattttttc    590880

     caaaccttct ctttttaaag cagaaatagc aatataagga gtagtgccgc cccattcttc    590940

     aggtaataaa tcataactag ataattcttg cataatttgt tgtgttttat tgttgggttt    591000

     atcaacttta tttaaagcaa caataatagg aatttgggct ttttgggcgt gtttcaaagc    591060

     ttctaaggtt tgtggtttga cacaatcatc aactgctact accaaaatac aaatatcagt    591120

     aattttagct cctctagctc tcatcttatc aaaagcttca tgtcctggag tatcaataaa    591180

     agttatttta ttgccttggt attcaacttg ataagctcct atgtgttgtg taatgcctcc    591240

     aaattcttga tcaactacac gagtttttcg aatggcatct aatagggttg ttttaccgtg    591300

     gtcaacatgt cccataatag ttacaatagg aggtgttttt tgcaaattaa gtttttgatt    591360

     gggcttggct tggagtttgg atttagttag tggaggcttt tgtggttgaa gttgtggtgg    591420

     tgtttgttct ttttggggtt caattacttt aatattgtat tctttggcta aaagttcaac    591480

     aatatctttt tctaaggttt ggttaacatc tgctttaagc cctaattgta ataacttttt    591540

     aattaaaaca gcactggtaa tgccaaaaac ttgagcgatt tgaaaaactt tgtcttgggg    591600

     attaaaaaca tagtttttac tagcaaaatc gttttgaaaa tctgttttct tagataattt    591660

     aggggtagtt ttggatgaat tttcattatt tgtttttttg ttaagggtca tttaaatccc    591720

     tcctttaatt ttaataattt tgaatgcatg aaaataaaaa attacaacat aaaaaaataa    591780

     atttggacaa aataataaag tgtgaagtaa acaaaaatat taaaaagatg gaaaaaatga    591840

     ataaatataa aaatgtttac taagtttttg aagcaattaa ttttaaaagg atttgatata    591900

     tttcttcagg aacttgggtt ttgagttttt tatctaaaag tttctttttt tgcgacaaaa    591960

     taacatattc aggttttaag gttagatatg cccctcttcc ttgaagtgct aaattaaaat    592020

     caacagatac ttttccttgt ttagtactat ttattctgat catttttttg atatcttgaa    592080

     tttttttaga aactatacaa gtgcgtaaaa cagtcattac aattaaatta atccttctat    592140

     ttgggcttga tctaaggttt tgatatcaat attccactta gttacttcca ctgctaattt    592200

     aacattttta cctaatttac caattgctaa agaaaactgg tcgtcaggta caattgcaag    592260

     agcgcatttg ttaatgtcgt ctttgatgac aacttgaagg catgaagcag gtttaagggc    592320

     atttgcaata agttcttggg gatcgtcgct ccaaataaat aaatcaattt tttcgccttt    592380

     aaggattttg ataacatttt taatacggtt gcttctttcg ccaatacaag agccaattgc    592440

     atctatttga gcatcacaag aaaataaacc aattttagtg cgttcgccag aaatgcgggc    592500

     aacacctgca attttaacga tgccttcttg gatttcagga atattttctt ctaacacttt    592560

     aactacaagt ccaacatgat tacaactgac aaaaatctta ggccatttgg tagttttttt    592620

     tacttctgac aaaaaaactt gaattctttc acctacttgc atttcattat ttgaagcaat    592680

     ttctttttta ggaagtaagg tagtaatttc tttttctaat tccaaattat aaaatttgtc    592740

     gttttctgaa ataattttag cactaattaa tttgccttct tgttgtttaa aaaaattata    592800

     aatgttttct cttttctttt tggtaagttc ttcgttaaat tgatttttaa attctttgac    592860

     agcgtataga ttaaaatctt taggatcaac tttaatatca attacttgac ctattttagc    592920

     atgaggcttg atttgttgag cttcttcaag agtaatggga gttgactctt ttaaattaat    592980

     agtgctgata gtagcttcgt cagctaccaa aaattgttta tataaaataa tttcactttt    593040

     gtcttctttt aaatggattt tacaactttt aactttatga ttttttttgc aaccagaaat    593100

     caatccttta gcaaaagcat caataacttg gtctttatct aaaccacttt cttgagcgat    593160

     tttatctaaa agtttaaaaa aattcttact aatcaaatga tacctcctag taaatgcatc    593220

     ttgttaggtt tggggaacgt ttaacattaa caaacgcaac caactaaaac tagatacaaa    593280

     ataaaaaaac agtgattttt tacaagcacc attttttatc ttttgatgaa aaaataactc    593340

     ataatataat tatatcattt cccaaggcaa ataacaattt tttatgcata cttaaggaat    593400

     tttgtgaata aaaagtagat aaaaataata aatttggcta ttggacaata tctttaggag    593460

     ttaaatataa gaaattagtt tttttggttt taccaataag tcctttcaaa atttttacca    593520

     ttacccaagt atcttgtttg caatattgtt ctaaggcttg aaattgcgct tgaaatttta    593580

     aaggagacat ttgaggaagt tgaatgtaag ttaaaaaagc ctcaatacca ttttgaataa    593640

     ctaaattttg ataattcaga ttgcaaaata aaggagtaat ttttttgata gaaaaagagc    593700

     cttgtaaatg gggatgataa aaattaatgc ctgcggcttg ttcggaatca aatcctaggt    593760

     tttgataaaa agttttgctg ccttttagaa tgtctttaag gtcaaaaata cgcgcaataa    593820

     gattttggat ttggaaggaa tattcaggaa aaagcaaaga taattcttga agccgtgttt    593880

     tttcaaaagc tttatgataa acaataatgg aacctccatc atctaaaatg gcattggtta    593940

     gtttttctaa taaggttttt ctgtgatcag agtgattggg tgccaaaaaa gaaacgtgat    594000

     ttttatcttt atcgcacaaa ccaggggctt tttcaatgtg aagtgaaaat tgaaataagg    594060

     attgagtgta gggtttttcg cccttaaatc taggaaaagg agaaggaaaa gcttcaaaat    594120

     ctaaataata aagaggatat tttaaggttt gcaaacctgc tttaatctta tcaaaacaat    594180

     aataaggaat ctttttttgg gtaacttttt gttgcacttt attatcaaaa cgattcaacc    594240

     aagcaaaagg gatatcaaaa acatgataat attgttgcaa aattaactgt tgtatttcgt    594300

     atttttgttt tttttgggag tcaaaaaaac ctaaatgatt ataaaaataa gtaaaaatac    594360

     tatctttaga agggatgttt tcataaaaat gaaggatttt ttcgggcaac aaataagaag    594420

     caaaagtgct tttgggcttg gaagttttgg aagacaaata agaaattaaa agattggcat    594480

     cattttctaa tatttgagtt acttgttgag taatcaaagt caaatcaata aaagtaagca    594540

     agctaggatc caaagactta ttgcaacttc ttttgtcatc caaaacataa tccgaattaa    594600

     gaactaccaa ataatactct atttttttct ttttttgtgc ctcagttaaa ttattttcaa    594660

     ttacccatct ttgataagtt aaatcataga tgtattttcc ttcttctgat tcaggattaa    594720

     aaaaagtttg catttttttt tgataagata gatttccttg attggaaacc ttgaaaaaag    594780

     gcgataaagt gttagggttt gtataatgga aaaaaggcat tttttctttg ttatcattta    594840

     caaattgcaa ttttaaaaat tttttgctag tagtagtttt agtttcaaaa atacgaatag    594900

     tggtttggtc ttcttgatat ccatctaaaa aacaataaaa ttgatatcct tgtttattca    594960

     tttgaaactt tttttgttga tgagtttcca aagaaaaaat aacttctcct ggaaaatgtt    595020

     tttccaaata agaacttacc aaaagctcta attgtttgta ataaggttgc ataatggcta    595080

     aatgtttttg gtttaaaaaa gcttgatatt cttcttgctc acttagattt tcttgtaaaa    595140

     aagcaagttt tttagcataa gtttcttctt taattaaatc tttgagttca ttggaaaaat    595200

     ccaaaagaaa ctgagattta ttttgataca aaaacttaaa attcaaatat tttaaaactt    595260

     ttaaaaactt aataaaacga gttttagaaa ttttcattca tatgtcctta attattgtct    595320

     aatttgatat ctgcataaaa gcaaaaaata caaaatatta atcaatttga ttttgtttaa    595380

     ttgttttttt actcattaaa aaatacaaga gttattgttt tttattaaag ttttttaatg    595440

     ttttttgaat acgcaattta gcattaaaat cttttaaagc atttctttta tcatgttttt    595500

     tcttgccttt agctaaggca atttctaatt taactaaatt tttattaaaa taaactttca    595560

     aaggaataac agacaatttt tcagttttga tttttttttg aatttggata atttcatatt    595620

     tttgcaacaa aagcttttta gttctatttt catcatatac caaacaacaa ctaaaaggat    595680

     attttaaaat agtcatattc actataaaaa cttcttcatt tttgatatga atataggagt    595740

     ttaataaatt aatttttcct attctaattg attttacttc actccctaat aatttaattc    595800

     ctgcttgata tttttttttt tctaaagaat aatcataaaa tgctttttta ttagtgataa    595860

     ttgttttcat aatttaaact tttcctttgc aaaacgaaat aaatacaata atcaaatttg    595920

     agttagtaag tattgtttca aaaataattt tgttgtaaag taaatattta taaccaatat    595980

     tattgtgaaa tcttgttttc ttttttaaac actttaatca aatatttaat tacaattgag    596040

     tcttatcaaa actaaaaaaa tcattttttc aaaaaataaa ttttatttgc aaaaatataa    596100

     gaaggccctt attgcttttt ttctttcttt aaagaaggtt taataacttt ttgataagtt    596160

     aaaagacttg tttcaatagc actaaatgct gattgtttat cttgtatagc ttcaataact    596220

     acttttttct tttctaaagt tttgtaattt tcaaaaaaat gcttaatttc tgcaatcatg    596280

     ggcaaaggca tatcttttaa atcttgtaaa tgagaaaaat gcttatcaaa aacaggaact    596340

     gcaattactt tttcatctaa ttcattatta tcaatcattt taattactcc taaaggacga    596400

     cattttacca aagtcatagg atctaggatt tcttgagata acaccaaaac atctaaagga    596460

     tcgttgtctt cacaatgagt taaaggaaca aaaccataat taatcggata acgaaaagca    596520

     gttgtcaaaa aacgatcaag caacaaaaga cctgtttctt tatcaatctc atattttttt    596580

     ttacttcctt gagaaatttc aataactact ataaactctt ctttagtaat tctttcggga    596640

     ttaatatcat gtaatatatt catttttaaa cctctttatt attttattta ttttataatt    596700

     tttttgcaat gaaatctttt ttctttggta attacaaaag atacattaaa atgcttcctg    596760

     caactgcaac atttaggctt tcgacatttt gggtgaaaat atttacaaaa taatcagaaa    596820

     ggccttctgt ttccgaagaa atcccttgcc cttcattacc taaaactaat acttttttag    596880

     gatgtttttt agcatctttt atagtaatat tggatttttg gggaaaagca ctaaaaatag    596940

     aatagttttg ttctttaact tcttctaaaa aagatttggt acttcctctt tttaaggaaa    597000

     gcgaaaataa ggcaccttga cttgatctaa tggttttttc atgataaaaa tcagcactat    597060

     gaaaactggc aaaaacttga ttaaacccaa aagcactagc agaacgcatt aaaactccta    597120

     aattagcagg gtcttgaata tcatccaaaa ctaaaatttt atcagacaat aaattgttct    597180

     ctgagatagg tttacaaaga gccatttgat caaagacagt tttagtttga gataattctt    597240

     tcatcaaaga agactcaata aaagtccctg gtttttcttc attagaagta aaaatggcaa    597300

     caacagcgtt atttttttgt gcttgttcaa taagatgatc accatatact aaaaattgtt    597360

     gatataaatc gcgatatttt tttaattgta atttttttaa ttttttaaaa gtagaatttt    597420

     gtttcgatgt aatcataaat tttcctttga taaaattgtt ccctttttaa gatcttttta    597480

     aatattattt tattgttttt ttatcttttg cattttaata ttgacttaca atagtttgct    597540

     ctggattttg ttcgcaaaaa tgcttaattg cttcttttac atcaaaaaaa ccataatcac    597600

     agattttaaa ttgcaaatgt tggtttatat tgagagtaat tgtatttttc aaagcatcat    597660

     ttaataatgc aaaataatct attttttgct cttctctttt agtttttaga atagttggtt    597720

     tagtggcagg attttgaggc aaataaagag tacaacaatc atgaaaagca cgaatagaaa    597780

     tatcaaaagt atcaatttgt ttagctattt taattatttc atttttatcc atagtaacta    597840

     atggtcttaa aatagtcata tttgttactt gagtaattgt ttgcatgctt tccaaagttt    597900

     gacttgctac ttgtcctact gattcgccat taattaaaca taaatgattt ttttgacaag    597960

     caaattgaga agctaaacga tacatcatcc gacgcataat attaatgata taagaatcta    598020

     gaactgtttt agtaattttt tcttgaaaat atctaaaagg cactaaatgc aatttaattt    598080

     gattaccaaa agcataacga ctcaaaactt tagctaaatc aattactttt tggattgatt    598140

     ctaaaggagt taaagggctg gactcaaaat gtaataactc tactgtaata ccttttctca    598200

     ttgctaaata agcagctaca ggagaatcaa tgccaccact catcaaaaca gttcctctac    598260

     ctccagaaga agcaggaaac cctcctaaag cttgagtttc atcacttttc aaataaagat    598320

     aagtattttc ttttctaata ataacatgca aaataacttg aggattttta acatcaacta    598380

     ttaatttgcc ttcaaactga tttaaaatta aaggagcaat ttgttgggtg atttccaaac    598440

     tttttaaagg aaagctttta tcttttctag tggtttctat tttaaaagaa gtattttttg    598500

     taattttttc ttgcaacaac gaacaagttt tttgaacaat atcatctaat tgtctgcttg    598560

     cttgacttac tacaacaaaa gaagaaatcc ctgatacata agacaatctt ttaagaattt    598620

     ctttttctaa atttacatca taaatatatt ctaaataagc ataatcatgt ttaaaataca    598680

     tttgaacgtt gcaaagatct ttaattttat tttgcaataa ttgccttaat gtattaatga    598740

     aagctttttt attttttctt tttaaaaata attctccaaa tctaattaaa atttttttct    598800

     gatacataaa gttcctcaca tcaatatttt gtgtatgaat atttttgaat aaattatatt    598860

     taaatatctt tatacaatta aaatattaaa atataataac tttttacaga ttaattataa    598920

     catgaataca actatttttg tgatacaact gcatattgat aagtttttac cttgaatact    598980

     acaattataa atttatatat cctcatttaa taatatatct ttttaaaagg attgtttttc    599040

     ttctaattgt tccaaaaaat ttatatttta atatattttt atcttttgtg aattgtgatg    599100

     taatcattgg tgcattgctc ctttttattt ttttattctt tggtttggtt tcggattgtt    599160

     ttatctttta gacattcaac ttgtgagagt tttaaatttt ttctggagtg atgccgaaac    599220

     ttaaacaaat aacattaaat ttgtttttgc ttaatttggt ttttaatttt ttaaggagta    599280

     attcatcatg atttacttgt tttaaccata attgatgtgg gttgaggttt cttattctat    599340

     cgggatcata atttttttct ttgaaaatga tattatttga tttggttttt tgttggattg    599400

     aaggtgagtg actttttctt attagttcat tgattgctga ttttatgatt gggggttatg    599460

     taagcaatga agtcataacc taaatcttgt taattattga gagatttgat taatcctaag    599520

     aatccttctt agtacaaata atctctaatt aacaatttag ggcaatattt gaattttgaa    599580

     ctattttttt actaaaggta aatgaagttc gtttaaatga ttacaaattt ctaaattctt    599640

     tttgtttttt aaaaaaatct ttaaataatt tttatcttaa catttagcct taaagagttt    599700

     ttaaaaaata aaaggtgtct aaacttttgg aacagcgcaa gatgattggt ttttgttggt    599760

     tctagttagg ttggtggatt tgggttttac tttttttctt cttgttgctt tcatgcgaaa    599820

     taagctgttc taattaaccc tactaataaa aatattacaa aaaaaattgt tgttgttttg    599880

     ttgttttgtc atttttaaat gttctccttt tggtggtttt tagggtttat tattttttga    599940

     tcttaccttt attttactct tttttgcgta aaaatcgctc aaaaatagta ctttttatca    600000

     ataatatatc tttttataaa caaaaaaaag attaactttt acaaaagtta atctttccat    600060

     ataaaaaaat atttaattat aaaataatct aaaaataaaa aggactacca ccaataaatt    600120

     cttttaacaa agactcatga aacactaaat tagaatcaaa agatttaaaa aaacttaaca    600180

     aatttaaaaa atactgagct ttatcaaaat acttacttgt ttcaggaatt tgtaataaaa    600240

     aaggaatcaa atatggtttt aaaacattaa attcataaat taattcagaa ttaaaaacaa    600300

     aatcagcttc tttttgaata ggataaatcc atctaaactc cccttttctc acagaatccc    600360

     aaaactcaaa agtccttaaa atattggtat tcctagaaat ataatctctt atagctcttc    600420

     ttaaaaacct tacatcggtt aaatgtaaag gattgtgtaa atctagtgat aattgatgtt    600480

     gtggagaaat atagatttga aatttttgta atcttggaat aaaaggagta agtttagggt    600540

     ttatggcatg cattccttct actaaaataa tgtgattatg ggtttgaata tctttttggg    600600

     tatgactacg agtaacaaaa tcaaattgtg gaatagtagt ttttttacaa gtaagcaaat    600660

     catagatatt ttgattaaat aaaggaatat ttaaggcatc gatactttca aaatcaaagg    600720

     aggtgccatc tttttctttg ggaatatctt tcaaaggcaa ataataatta tccatagcaa    600780

     caataaaagt aaaaattcct aaagcttgta attgtaattg taatctttta gcaaacgtag    600840

     ttttgccact agaagaaggg cctgaaatat taataatttt aagattggaa acgcgtttag    600900

     caatttgggt gcttaattgt tgcaactgat tttgatgatt aatttctgca agattaatta    600960

     aattgaattg actttgagca gtttgagcaa attgattaat ttgagaaaca ttttgtattt    601020

     gaatagtttt tttaaaagcc aaactttgag taagcatttg ttcaaataga ggctcttgtt    601080

     gaaaaagagg aattttttca tcactaaaag gagttacaaa ttgaataaca aacccatttt    601140

     tatgataaaa taaattatat ttatctaaat aactagtgtt aggaactaaa ccttgataca    601200

     tataattaca ataattttgg caaaaataaa gggtgacaaa ggaaggattt ttttgtttga    601260

     ggagactaat tttatcccca aaccccaaag attgataaat ttgtaaggct tttacaagag    601320

     gcaatttctt ttttgtaata tctaattttt gatatactaa caagagcatt tcttctttga    601380

     tttgttgaaa catttctggc aaaaaagtaa tttctttggg aaaagatgcc aaaatactag    601440

     aagaactata ataagtaaaa tgtaatgaaa tattttcaaa aagtttgtaa gatgccatag    601500

     caactaaata tcttaaacta gcttcataaa tatttacagc ctcagcgtgc caagcgccta    601560

     aaaaagcaat ttgattggtg gggtcttgca atttaaaggt aagttctttt aatttattgt    601620

     ttactttggc agcataaaca tttttaaggt ttaattgatt ttttaaagtc tctaaactag    601680

     tgtttaaagg aacatttaag atggtttgat tataataaac ttttagcacg atttcctctg    601740

     atactgataa tatattaaaa acctcaatta agaggtcttt tcctaaataa aattattgta    601800

     atgtttgtgg attgcaataa ataatattga aaaataaaaa aaggtaaaaa ataattaaaa    601860

     tgtgggggca tgaatgaaaa atgataaaga ttgcaaaaaa taaaaaaagg gtaatttttt    601920

     aaataaagcc tttatctaat aattgctttc ttaaaatatc tgcttggata aaatctctgc    601980

     attttcttgc atcttgccac aaaaaatatg tttgtaagtc tttttttgtt ggtttgttaa    602040

     atggaattgc aattactaaa gtatttaaaa ttaataataa agagttttga aattgagata    602100

     acttatccaa aatttgggtt tgatgggctc gtttaattat ttgttccatt aaatcaatta    602160

     ctttatgagt agcaaaatca tcttgcatta attgatgaaa aagctgcatt atatcttggt    602220

     ctaaggtttg acaaaaaaaa tgattaactt ttaaataaaa attattttta gttaaaaaat    602280

     aagttatttt tttgtatttt tgttgagttt gttccattaa atcataacta aaattaattg    602340

     gcttacgata atgagtactt aaaattaaaa actttattat acaaggatta tattgcttta    602400

     ataaatcttt acaccaaata atattgccta aagatttaga cattttttga ttttgataat    602460

     ctaatctttc tacatgcata aaaaaattag ctagtttttg atgactatgg gcatgtgttt    602520

     gggcaatttc attttcgtga tgaggaaatt ttaaatctgt tcctcctcca tgaatatcca    602580

     aaggcaattt aaaaagttgt tcaatcatag ttgcacattc agtatgccaa ccaggacgcc    602640

     ccgcaaacca agggcttggg tatgtgatgc cttgagaagt ttttttccac aaaataaaat    602700

     ctcctggaaa ttctttttgg gggtctaatt gtttacgtac attttgttta agttgggata    602760

     aatcttgttt tttgagttta ccataatcag tgattttaga tacacgaaaa tatattcctt    602820

     gatcagtaaa ataagcaaat ccttggtcta aaagagtttg aatgtataaa atcatagaat    602880

     tgatatattg agtagcttgg ggtttaaaat taatggtttg gatattaagg gtttcaagga    602940

     gattgttaaa agatttaata tacttattgg ctaaatcttt ttccaaaact tggtttttaa    603000

     gcgaagtttc aataatttta tcatcaatat cagtaatatt cactacataa tataccttaa    603060

     atttaagcat ttctaaatat cttttcactg tatcaaaaaa aattaaaggt ctagtgtttc    603120

     ctaaatgcag gtgattatag acagtaggcc cacaaacata aatgttaatt tggggcggat    603180

     ggtcaggttt aaaaaattct tttttgcgag ttaaagagtt ataaatttgt agcattaaag    603240

     aaatcctttt tgtttggaaa atggaataaa gaaaaaagaa atgataagta aatgaaatta    603300

     attaatatat aaatattatt tttcaaatgg aattaattag aatttttggg cttgttttaa    603360

     aacataagat aaatttttaa gtacttgttt ttttcctaac aattctaata aaagggcgat    603420

     acttggacca tgcattttgc aagtagttcc gatgcgcaaa gccataaaaa gtgttttttt    603480

     agaaaaatca ttttggttag caacttgttt aatggcatta aaaataacat cttttttaaa    603540

     tacaataaca tcaaaaacat tataaaaagt ttttaaaatt agggttgttt ggggattagt    603600

     ttgtaaaaaa atcgtagctt cttgtgataa ggaaggtttg gtttgaaaaa aaagttgata    603660

     aaagtctgct atttgttgta tataattcat tctatcttga aacaaagaaa caaatttagt    603720

     catccactct ttgtcatttg taggagcagt tgtaagagtt aaatattttt tttgcacaat    603780

     aaatgatgca atcacttctg gagttaattt tcttaaatgt tgattattca aataatctaa    603840

     tttaactgta tcaaacatag caggagcttt attgaggcgt gccacatcaa ataaattaat    603900

     taattcttga ggacttaata tttcggtttg acttaaagga ctgaatccta acaaagataa    603960

     aaaattaaat aaggcttgtg gcaagtagcc taatttttca tattgttcaa tgaattgcat    604020

     aatgttagca tctcttttac ttaatttttt tttgttgtcg ttaagaatta aagtcatgtg    604080

     agcaaattga ggaagatgcc attgaaaagt ttgataaatc ataatttgtt taggggtgtt    604140

     agttatgtgt tcttctccgc gaaaaatatg agaaatctgc attaaatgat cgtcaataac    604200

     cactgcaaaa ttataagaag gatagccgtt tgatttgatg ataacccaat cttcaatttc    604260

     ttgactttga aaagtaagtt tacctctaat taaatcatca aaggaaaaag tttgattggt    604320

     aggaacacgg aatcttattg caaaagtagt tgtattttct tgaaattctt tgtaagcgag    604380

     accttgatca agtagttttt gggcgtattt ttggtaaata gcaagtcttt ctgattggcg    604440

     ataaggtcca aaaggccctt ggatatcggg cccctcactc caatcaatcc ctaaccaacg    604500

     taaatttttt aattgagaag cctcgccgcc tttaacattg cgggaaaaat cggtgtcttc    604560

     gattcggatg ataaactctc cttgattgtg tttggcaaac aaataattga ataaagcagt    604620

     acgggcattt cctatatgca aaaaaccagt agggcttgga gcataacgaa ctttaatttt    604680

     tttcatagtt acagtaatgg ttttcctttt aatttaaaat cgataaaggg gagatgttgg    604740

     ttaaaaaatt aaaaaaaagg aactttttta caaagttctt ttttggatta acgtttggaa    604800

     aattgtggtg ctcgacgagc tttttttaaa ccgtattttt tgcgctctac acaacgagca    604860

     tcgcgagtta ataaaccaga tttttttaaa atggctctta attctggaat actttcaatt    604920

     aaagcgcggg caattcctaa acgaatagcg cctgcttgag ctgaaagtcc tccaccattt    604980

     acattcacac ttacatcaaa aacttctctt ttttcagtta attctaaagg ttgaatcatt    605040

     tctagacgtg ttgcaggtaa tggtaaatat ttttcaaaat ctctagtatt gattgtaatt    605100

     ttgccagtac cattagttaa aataactctt gccacagaac ttttacgacg accagtacca    605160

     aaataattta cttttttcat ctaattaaac ctctaaactt tctggttgtt gagcttgatg    605220

     attatgtttt tgttcggcat aaacaaataa ttttttacca atttgtgaac ctaatttagt    605280

     atgaggaacc attcctaaaa ttgctttttc aaccattctt gtaggaaatt taagcatcat    605340

     ttctgaagct acaactttag ttaaaccacc aggataacct gaatgtttgt agtaagtttt    605400

     ttgttgccat tttttgccag ttaaattaat gtaggcagca tttataacaa taacataatc    605460

     gccattgtct acatgtggcg tgtaatgtgt tttatgtttt ccttttaaaa tggaagccac    605520

     tttggtagct aatctaccta ggattttgcc cttagcgtct actaggtgcc atttgggttt    605580

     tactgttttt ttattagcca ttaaagtttt ttgattgttt tttggttgca attgttctgt    605640

     catggaattt tctccttatc attagtgaaa aaatagtgat taattttatg tgtgtattta    605700

     tgttttgttt gaaagcgatg aaaacaaaaa aagagctatg aaatattttg taattttgat    605760

     atgaaatagt cttaaattat tatgatatat taatttttta ttttcaatat tctcttaata    605820

     ttttactaaa ataatgtcat taagtcaagt aaaaaaataa ttttattcgc ttttttaaaa    605880

     aataatgcat aaattgtgta aaaaaatgaa aaaaggcaat gatgaataga tgattctcgg    605940

     ataattttga tattttttat ataaaaataa aaaaggtcca aaaaaaatat ttaccacgtt    606000

     gtaaacaaca aaaaaataat ttaataataa ataaaaaggt attttttgca attttaaatt    606060

     taaaattggg gaatcgttaa ataaaatatt tttttgaggc aaaaatatta ttttttaatt    606120

     cttaatttat ttgatacaca tttactaaac attaagggaa tttttaaaag caagagcaaa    606180

     gtctttgcct tttagcactt ctactaaagc aaaagcaaag tcaaagacag ttatagggga    606240

     acgagaagtt acaaatttat cactaataac agcttttttg tctggcaaat aagtaccttc    606300

     aataaaatta ttacaagaag gaaaacaagt aaaagggtgg ttttttaata aatctagttt    606360

     acctagaaac ataggagcgg cgcaaatagc tccaataact ttattagcat caaaaaaaat    606420

     ttgaattaat tgcaataaaa aagtttcttt ttcaataatt tgtgccacgt aaggtcctcc    606480

     aggaataact aaaaaatcgt attctaaagg attaatggta gctaaattgg cgtttgcttt    606540

     tacacaaagc ccgctagaag atacaacttc taattgggga tttagagttg cgcttgttaa    606600

     aggaagggat gcgtgattta ataaagctct tgtgactaaa gcctcacaat cctcaaatcc    606660

     atcatataaa actaataaac ctttcatatt gttctttgtt gtctcctttt taactttgtt    606720

     atttgtttag ttgcatgtgt ttgtaagtaa ttttttggtg ttggtgttag ttaatataaa    606780

     ttaaaataca aagtgaaaat aaaaataaaa aataccacaa aaaaactgtg atattttaat    606840

     tattaatttt ggtttgctaa atattttact aaattacgtc ttttgctgtt tttcataaac    606900

     aaaccccttt tagagtgaaa atcatgagga tgttgtttta aatgttcact taattgtttg    606960

     atttctgctg ataaaatagc aatttgaact tcagatgaac ctgtatcttt tgcaaaatgt    607020

     gaattttgtt taatgatttc ttgtttttgt tctttggtta atgccacgta aaaactcctt    607080

     tttttaattt atatttagtt gaatttgata ggttttaggt ttgataatta atgttaaact    607140

     tttaaaaatt ggtccacatc aagaacaaaa atcgttgctc cgccaacaga aacttcagta    607200

     ggaaaagaat tataagcgct aaactcattg atgatattgt ttggaatcat ttgagttttt    607260

     ttatgagaat gggattttat aatttctaaa gctttggata ctttttcttc tttgactccc    607320

     aaaataaaag ttgcattaac ttcttttaaa aagcctcctt tagtagctaa tctagttgta    607380

     aaaaaactat tttctattaa agattgttgt actttgttag catcgtgact agaaacgata    607440

     gctataatta atttcatatt atccacaata gtattatacc ttaattttgc tttatttgat    607500

     gaaaaaaaat aaccaaaaag taggtaggag aggaaaatga aaaaaggatt gcgattagtg    607560

     tttattaagg gcaaaagcaa ttcgatttcc cacaaaataa actgtttgag ttaaaataaa    607620

     ggtaatcaaa acagatacta taattaaatc aaaacgagta aaaaaaggtt caaaatcata    607680

     atgtccgtta tatccattat caattgcaac tgctgcaata ccttgatgcc ctacaatttg    607740

     caaaacagaa gaataagcaa gggaagtgat aaaaagagaa gctagtttta aaatgatatc    607800

     agaacgagtt tctactaaca aaaatttagt cacaaattga aatttagtcg ccccaagact    607860

     aaatgatgtt tggtataatt ctggattagt agttaaaaaa acttgttcac aatggcgagc    607920

     aaaaagagga acaatagcca aaactaagaa aaaaagggca gtaccaaaac cataacccat    607980

     gcgaaaataa gggattaaaa ctaattttag taataaaaca attaagatta aaaagggagt    608040

     agaaatgaaa aaattcatca aactatttaa aatccaatat attttataat ttttttgtat    608100

     ttggaataaa tataataaaa ctcctaaaat aagccctaaa aaaaaagcaa taaaacaacc    608160

     tattaaagta attttaagag tttctttaaa accattccat accaatttat ttttagctaa    608220

     aacattccac aaacgaataa aaatattatt ttccattaag tttttccatt aattagaaga    608280

     agaagaagca gagcctgttt tgcctaaata tttatattta atgtttttac ttatttgttt    608340

     aacttcttgt cttggaatca tataaaaatt ggttgcaaat gggtttgctt ccatatatgc    608400

     aatagcttct tcttctttta aaatatcttt taaaatttta attttccagt cattttcatt    608460

     attgttggta gttactaaag aaatggcata agaataaaga atatcatcta acttattggg    608520

     tttttgtatt atgcctagtg atataaattt atttattcct aatcccataa cagtaggata    608580

     attaagacac aaatcaaaat cattgtgagc gagaaatcta gatgtaattt tgtttaaatc    608640

     cgtttcagta gtgtattcta tataaggata taaatcagta gatttaaaat ctgtagtttt    608700

     taaattaaat tgctcttcat tgataagagt gcgtcctggg tttttttctt cgataatttt    608760

     taattcttgc aacaaacaca aagctaaaga acgttgaaaa ttatcttgtg gcatcaaaat    608820

     tttaagattg ctaggatggg tggttttttg aatgctttct aaattattaa aagtattagg    608880

     tttagcaaaa agcccaaatt tagctaaata aactacttgg ctaaacgtta atttgtcttt    608940

     atctgtgata tttgattgtt ctttgttaaa aacatttaga tgatgtacat gagcgtctaa    609000

     tttggcatca acttgtttgt ttaaaagtaa ttcattggtt tgtttaaatc ctaaacttaa    609060

     atattgaaca tctaaatcaa tattgtattc ttttaaacgg tctttggcat atgcctctaa    609120

     aaaatcttta atagttggca gagcagtcgc tacttttaat ttatgggttt tttggttata    609180

     ggagttatca gctaaagttt ttttattata ccaaagaaaa taacccaaaa gcaaattaca    609240

     caaaagagaa atagttaata aggcaaatat tagatttttt ttagttttgg aagataaaaa    609300

     agatagttta aacatgcaat gcgtctcttt tctaagtaat tttatttatt aatattttgt    609360

     ttgacaaaaa catttgtatg ataaaaaagg ataaaattca gacaaaaatg ttttgataag    609420

     aagtagcttc aaatttacaa gaatgattca gggtagaaat tttagctaat tttccttgtt    609480

     ccaaaatagc tacacggtgg cacaaacttt taattactgc aacattatga gaaactaaaa    609540

     caattgtagt ttttagtttt tgattggttg tttgcaataa tttcaaaatc tcctgacttg    609600

     tcatttcatc cagggcaaaa gtaggctcat cacaaaaaat aattttaggc tcataaacta    609660

     aggcacgcgc aatggctaca cgttgttttt gtccgcccga aagtgtttta ggatagatat    609720

     ttctaaattg tttaagccct acaaaatcta gcattttgtt tactttagaa gtaatttgtt    609780

     tttcaggagt gcttcttatt tctaaaggaa gagcaacatt ttcaaaaaca tttaaattac    609840

     tcaaaagatt aaaattttga aaaatcatag cactttctag atggctaaaa gttttttgaa    609900

     tggaagaatt agcattttta tcaggcaaca taaatccatt cataattttt aataacgtag    609960

     ttttgccaga acctgaagtt cctactaacc caaagatttc tcctttaaaa actgcaagtg    610020

     aaatgttttg taaaaccgga agttgttctt ttttaaggaa aaaagttttc gaaagattat    610080

     tgattttaat cataaataat tccttgttta ttgttttttt gaatttaaat gattggaaag    610140

     taggtgaaaa aaataaaaaa aactctaaaa caaaaatgat gaagaaaagt ttaaaaaatg    610200

     caattggagt cagtaaaagt ttttaaaagc ttttcaaaat tagtaggtaa gggtgcttcc    610260

     aaaataagat tttgattagt gatagggtga ttgaatttta gtattttaga atgcaaaaat    610320

     tgacctaaag gagtaatatg gtgtgatgag tcataaagta gatctcctac aatgggatgt    610380

     tttaggaagg aaaaatgtgc tcttagttga tgagttcttc ctgtttccaa attacattcc    610440

     atcaaagaaa agtgagaaaa gcgttgcaaa gttttaaaat gagtaacagc agttttgccg    610500

     tcgggcataa cttgcatttt taatcgatta tgattatttc ttccgatagg tagtttaata    610560

     atacctttat cttctaaaaa accttcaatt aaagcccaat aaattttggt aatttttctt    610620

     tgttggaacg caatttgtag tttgtcgctt acatcattag ttttagcaac aattaataaa    610680

     ccagtagtat ttttatcaag tctatgaacg ataccaggcc tttgggtatc tatatgactt    610740

     aaagtgttaa attggtgtaa caatccatta actaaggttg ttttttgaaa acttaaagaa    610800

     ggatgcacta ccaaattggc aggtttattg ataactgcta aataaggatc ttcataaatg    610860

     atgtctaaat taagattttg aggagtttgt aaattaatag attcgtgagt ttgagggatg    610920

     ataactgtaa tgaggtcttg gggctttaac aaataacttt ttttagaaga tttggtgttg    610980

     accaaaactt gttgtgccaa aattaatttt tgacattgac ttttatttaa attaatgtga    611040

     gcggataaaa aatgatccaa acgttgaaat gcctcactgg cagaaataag aaactctttt    611100

     ttttcattca tgcaaaaggc cttgttttct aaaagttaaa aaatgcagta aaaaggttgg    611160

     gttaaaaaat aaagacaaaa tattcaaaag attaaaaaat taagaaaaag cattagtgat    611220

     aaaattaaat tatcataacg aacaccaact ctaagaaagt ttaaaattgg tgttaattgt    611280

     aaagatattt ttgttttttg taaaaaagct gtttttagaa atgaaaaaaa tagattagat    611340

     ttaagtttgt tcggagtctg ttgacaaaac ttctggagaa gctttttcat tattgtttgg    611400

     atttgattca tttgattctt ggttgtctaa attggttgtt atttctaatt catcatttaa    611460

     aggagtttta tcagtgttag ttgtttcatt gttggaagac atttgagaag ttgtttgggt    611520

     tggggcgttg gtttcttctt tttctttttc ccaccaagca atttttcccg tagctacaat    611580

     ttcgtcaata tctcttttat taagggtttc tatttcaagt aaatatttgg cgattgtgtc    611640

     aagcaaatct tgattttctt gaataatttg tttggcttgt tgataacaat tagcaataat    611700

     tttttgaatt tgttgatcaa tttctaaacc tttaggatca gaaaaatcat tttgaaaagt    611760

     gtttcctgaa tattgcactg gtcctaaatc actcattcca tatttagtta ccatcagttt    611820

     agctatttgt gtagcgtgtt taaaatcgtt ataagcacca ttagaaacgt catcaaacat    611880

     taattcttca gcgacacgtc cgccaagaaa ggaagtaatt tgggctaata gggctttttt    611940

     agaagaaaag aaagtttctt cttgaggaag cattaagttg tatccgcctg catttccacg    612000

     tggaataata gtgatttttt gaactatttg ggcaaaagga attttgattc caataacagc    612060

     atgtcctgct tcgtgataag ctaccatacg tttttctttg tcgttgtatt ttttagattt    612120

     tttagtagga ccaattaaaa tgcggtctaa agcttcgcta atgtcttttt tattgataaa    612180

     agtagcattt cttctagcag ctaataaagc agcttcattt aaggttcctt ctaattgagc    612240

     gccactaaag cctggagttt gtttggctaa ttcttctaaa ctgatttctt ctgaaagttt    612300

     tttattactt gcatgtaatt ttaagatagc ttcacggtct ttaacatttg gtaaagtaat    612360

     attaaagtga cggtcaaaac gcccaggacg taaaatagct gagtcaagaa cttcgggttg    612420

     gttagtagct gcaataacaa taacacccat tttttggtta aagccatcca tctctactaa    612480

     aagttggttt aaggtttgtt cagaaccgtt gctcccacca atattggaac ctctttttct    612540

     agcaactgcc tcaatttcat caataaaaac gatacaagga gctgccagtt gagcttcttt    612600

     aaaaagatct cttacacgtg aagctccaac acctacataa acttcatcaa aatcagaacc    612660

     tgaagcagca aaaaaaggaa cgcccgcctc acctgcaact gctttagcaa gtaaggtttt    612720

     tcctgttcct ggaggcccat acaacaaaac tcctttagga attcttgctc ccatagcagc    612780

     atatttacgc gggtttttta aaaagtcaat caattctgac atttcttctt tttcttcatc    612840

     agctcctgct acatctgaaa aagtaaatct tttgtgattg ataataactt tgcgactttt    612900

     agcgcctttt ttaccagagg ttgatgccaa aatttcttgt cccatttgtt tgatagtatc    612960

     ggcaaaaaag agaaaaaaac agtaaaaaaa taacattgtt aaacattgtc taaataccca    613020

     aaaaacatgt tcataaccat tccaaggtct aggatctaca gaataggtgt tatatttgta    613080

     tttgccgttt ggtttttttt caaatacttt gtcataagga atattaaaaa aatcaattac    613140

     tctaccatct gtagtagtaa ctacaatgtc acaaaaagca gaattagcaa aaatgggatt    613200

     atactgtatt ttttcaattt cgtttttttg cgcaagtgca tcaaatgtat tgttatcttt    613260

     tttttcatgc ttagtaaaat aacaataaat aaaagtggcg cctattaaaa ttacagcaaa    613320

     ataaaggact cccatatgga attttttaaa aattttatca aaaaatgaca taaattaacc    613380

     tttcttgcaa gaaattatct ttgggttaaa cattaaaata aaatatttta atgttttgag    613440

     tttaaattcg ggatggatgt aatttctgca tttttttcga ttctcatttt taatttgttt    613500

     gagaaaaaca atttgaagag gtaaaaaagt ttttaaaagc taaataaatc ctgaattgat    613560

     ttcctaaagt taggttggta tataattgag gaataaataa aatattgtct agattgtcta    613620

     ctactaacca taaattattt ctttgagtaa ggggaacttt tttttcaatt aaaaattttt    613680

     tcaatttttt agtgccaaaa ctaaatttta atgtgtcttt tggttggcgc aaacgcactt    613740

     ttaaagggaa gctaactttt tgagaattat aattgagggt ttctatcaaa ggacaaacac    613800

     aaacaagaca aagattacat gtagaaacac acaacaaagg ttttgttaaa gcaaagggga    613860

     gcggtagtgc ggggttcatt aatttaatat gcttgtaatc tttaattaaa tgccaatcag    613920

     aattaagatg ccaagataga ttaggcttat aaggattgtt aatgcctttg attatatttt    613980

     ggataaaaat aaaactttga gtaatatttt tttgttctaa taataataaa atgatatctt    614040

     tttgaataac taaatcaagg tttaaaaaag gcgcaagtgc aatagagttt ggttggttac    614100

     aactatgatt tgtgtgtttt gtaagaaata aaagagtttg ttttcgaata aaattgtagg    614160

     cttgcaaaag agtttgttgg tatttttgga tattttgcaa aaaactagtt tgagttttta    614220

     aatagggaat aacttgatgc ctgatttggt ttctttgata agtaagcttt tgattggtgt    614280

     aatcttccaa aaaaggaatt ttgtaaaaag cagcataact tatgatttta gctttgggaa    614340

     tgtataaaaa aggttttaaa aagatgaaat ccgtccaaga agtttggatc tgcatgccac    614400

     tataacctag caaagtgctg cttctgctta ttttttgtaa aatagtttct gccaaatcat    614460

     ctaaatgatg agctgtcaaa ataaaagggg ttcggtgttt tgcagctatt tgcattaatt    614520

     tttgttgcct taataaacgt gcttgggctt gaaagttttt ttgagggcaa tttagttcaa    614580

     aataatggaa gccaagggag ttttggaggc aataattttt aactaattct ttatttttcc    614640

     aagtattgga gtttgttaaa tggttgaaat gcacaacttg aagttttatt ttttgtgcca    614700

     ccaaataatg aagtaaagcc attgaatcaa cgccaccact tacagctata atataggttt    614760

     gattggtttc tagactacaa gcaagtttaa tattttccat gaaaaatcct taattaaaat    614820

     tgcatttgag ttggagtttt agggtgttga gttgttcttg gttaactgcg ctgggagctt    614880

     ctaacatcaa atctttggca ctttgggttt taggaaaagc aataacatct ttgatattat    614940

     tagttttggt aaacaacatc acaagacgat caagacctag ggcaattcct ccatgaggtg    615000

     gggtaccgta tttaagggct tcgattaaaa aaccaaaacg gttttgcact tcttcttgca    615060

     aaaatcctaa aagactaaaa attaattctt gcgtttggtg attgttaatt cttaacgaac    615120

     caccacccac ttcatagccg ttccaaacta aatcataagc attggcaaga gctttttgag    615180

     gattgctttt taaaatagta gcatcacgag gggcagtaaa aggatggtgc aaagagtaaa    615240

     gacggtttgg tggggatagg tcttcttgaa tggtttcaaa caaaggaaaa tcaacaatcc    615300

     ataataacgc ttcttgagtt gtgtcaacca aagataaatc aagggctagt ttggtgcgaa    615360

     aaatacctaa agctttgtga ataatgtctt ttttgccaga aacgacaaaa caaatttctt    615420

     cattttttaa aaaagaatca tcttgaataa attgagatat tccacctata attttatcat    615480

     tttttttaac aaaagaaaac aatttcaagt taaaatgttt actaaaaaac aattgatact    615540

     catctagttt acggcgtgtc aaaaatgctg ttttggaaac tttaaatcct ttaatttttc    615600

     ctgcaaaaat attttgggaa taagtattag tatcaaaaaa agtagtaaaa tctgtaattt    615660

     taaggggatt ccttaaatct ggtttatcag aaccataaag ttcaaaggct tgttgataag    615720

     ttaatcttaa aaagggttga agaagtggtt ttttccaaat attggcaaat aaatctacta    615780

     taatttcttc tgttaaagac ataatttcat cttgatttaa aaaagatgtt tcgatatcaa    615840

     tttgactaaa ttcaggttgt ctatcagatc tgaggtcctc atcacggaaa caacgcgcta    615900

     cttgaaaata cctttcaaat cctgcaatca tgtataattg tttaaaaagt tggggagatt    615960

     gaggaagagc ataaaaatta cctggataaa tcctagaagg cactaaataa tctcttgctc    616020

     cttcaggagt tgatttagat aaaatggggg tttctagttc taaaaaatca tttttcaaaa    616080

     gggtttgacg aatactttgg gtaatgtgat gtctttgaat caaaaaatgt ttaacttcag    616140

     gatttcttaa atccaaataa cgatatttaa gtctggtttc ttctaaactt tcttgacttt    616200

     gaaacacatt taaaggtaag gtttgagcct cacttaaaat ttcaatatga gatactaaaa    616260

     tttcaatatc accagttggc aaatcaggat ttttattgat tctttcaatt acttgacctt    616320

     taatttgcac gactgtttct aatttaatta aagctatttt gtcgtattgt ggattgtttt    616380

     ctttaactaa taattgaacg atgccagaaa catcgcgtaa gtcaaaaaaa agagtttttc    616440

     ctaaattacg tttacgaaaa ataaaacctt ttagaaaaac tatttttcct tggtggatta    616500

     gtgttaattg attattataa tagctatatt tagttttcat gaatataatt taactccttg    616560

     ttgttttgta aataagaaac aacatctttt tgtaatatgg tggtttgctg ttgggtgtaa    616620

     gtatttttga ttgtaatttg attattggca aattcttttg gtcccagaat taaaagataa    616680

     agaggttgtt tttttaaggc ttgtttaaga cttttggaaa aagataaaaa cttataatta    616740

     agatcagcgg aaaaaccttg atggcggaga gttgttgcaa gttcaagacc ttgataaaaa    616800

     aattgtggct cactaactaa tataaaggca tctaaagaag gtaagatatt tttgttacaa    616860

     aaagaacggg tggctagaat tgacattaag cgttccatac ctaaggcgaa tccaatacca    616920

     ggcgaaggac ttcctctaaa taaagtaact aaattatcat aacaaccacc gccacccaaa    616980

     actgcttgat gtccttgttc gttattgtaa acaatttcaa aaacactatt agtataataa    617040

     tcaagcccac ggactaaatc atgacacaat tcaaaattaa cattcatttg tttaagccct    617100

     tctaaaactt gtaaaaaacg aactttagca tcctcaacaa ggtggtcaaa aatgcgtggt    617160

     gcttgcttta aaaaaggttc attattacaa tttttacaat cccaaatacg caaaatattt    617220

     ttttcaaatc tttcttggca taaaggacat aattgttgat aatgtgtttg taaatagttt    617280

     ttaaaaactt gtaaataatt attgtatgta gttttgcatc ccaaagaatt aattttcaca    617340

     gtaatatcac aaatccctaa tgatttaagg gttttatagg caagaaaaat tacttctaca    617400

     tctaaaaaag ggcttgattg tcctaaaatt tctactccta cttgatgaaa ttgacgatag    617460

     cgaccttttt gaggtctttc atagcgaaaa aaaggtccat aataaaaaaa cttgtgtaat    617520

     tgtgaagttt tatctaattt attttccaca taactacgaa taacaccagc agttccttcg    617580

     ggacgcaaag taataaaacg tcctttttta tctgtaaaag tgtaagtttc tttggaaacc    617640

     atttctgaat gttgagctgc tctatcaaaa acaccacgat attcaattat aggagttctt    617700

     atttcttgca aatgatactt agcaaataaa gtgcgaatgt gattttctac tttttgccaa    617760

     caaaccattt tatccaacat caaatcatga gtacctttaa ttttagaaaa catctttggg    617820

     ctcctttgct tttaggggtt tggtttggtt tttaattttt ggattgtttt gttgtttttg    617880

     ggataaaagt tttgataaag ctttttaggg atttttatat tttttaagtt tttttgataa    617940

     taaagcttta aaagatggat gaaaaataat ttaaaaaaca caaaaaaaac aaacaataaa    618000

     caaaataatt ttaataaggt atcattaata attgaataaa atagaataaa tgaagtaata    618060

     aataattgtc tgcattataa ataataaatt atttaattat tgattctttg aattttataa    618120

     atttgtgaaa ttttatataa attagtaatt aaattattta attctttagt attagctatt    618180

     aaaatcctaa tcttaataat tgtttctaat ttttgtttat taataacatt aaattctaaa    618240

     atacttaaat taaaactatt gattttatta ataatttgtt gcactaaaat atctttggta    618300

     gaagcaataa tgctaatcca agcaggatat ttagcaatag tgtaatcttt ttgccatgaa    618360

     gcagtaatta gtcttttttc atcacattga gctaaattat tacattcctt gcgatgcaca    618420

     ataatgcctc ttcctttagt gacaaatcct aggatttcgt cgttataaac aggggtacaa    618480

     caacttgcca attttaattt aggattacta agaccttcaa taataacacc tgtctcactt    618540

     tgatgtttga gtttaacatg agattttgcc atttgttttt gcaaaatatt ttgacttaaa    618600

     gtttctttgg ctaaaacaag caatttatta attaatgact taggatttaa ttgtttttta    618660

     gcaatttcat aataaaaatc gttaagagtt tgaatattat agcgctcaaa atgtttttgg    618720

     acaaaattat tatcaagtaa ggaaatttca attttattgg cggttaattc tttttcaata    618780

     atatcttttc ctttttgaat ttctgctaaa tattcagttt tattttcttt gatatctttc    618840

     tttaaaaaac ctttaatttt tcttttagcg tgtgttgttt ttaccatacg caaccagtct    618900

     ttattaactg ataaaatatt tttattggtt ttaatcgaaa taatatcgcc attttttagt    618960

     tgataatcaa ttggtgcaat ttgcccatta ataatagctg ctgtcatttt gcttcctact    619020

     gcggaatgaa tacgaaaggc aaaatcaatg ggagtagaac ctttgggaag ttcaaatact    619080

     tcttgagtag gagtaaaaac atagacatta tcacttaaaa tatcattttt aatagcatct    619140

     acaaattctt tgggtgtttc ttcaggatga tttttggcat caatagtaat tttaactaat    619200

     tctcgatacc atcttaattt tttggcaagt tctaattgtt tagcttcttg ggaataagtt    619260

     ttattttctt tataagccca gtgagcagca attccttttt cagcaatttc atccatttct    619320

     tgagttctta tttgcatttc aaacaaagaa ccatccttag ttaaaacagt tgtgtgcaaa    619380

     gattgataaa gattgggttt aggaactgca atatagtctt taaatcttag gggcaatggc    619440

     gaaaaatgac cgtgaataat ccctaaacat tgataacaca aatcaacggt aggaacaata    619500

     attcggatag ctaaaaggtc aaagatttct tcaaaactaa cttttctttt aacaattttt    619560

     ttataaatgc tataaatatt tttgacgcgt cctttaatag tgtaattttt gagttggtgg    619620

     ctgtctaaaa gagatttaat attagtaata attttggcaa ttgattcttc acgttgttgt    619680

     ttttttaaac gaattaaatt agaaacacgg taatattctt gaggaaaaac atatcttaga    619740

     gacaaatctt ctaattgtga tttaatttca aaaagtccta aacgatgtgt taaaggagcg    619800

     tgaatttcta aggtttcttt agcaatgcgt aattgttttt ctgaagtcat cacatttaaa    619860

     gtttgcatat tgtgcaagcg gtcagcaatc tttacaataa caactctaat gtctttcgcc    619920

     atcgctaaaa acattttttg ttgattatca gcatgtcctt gatttttgtg aaaagcaatt    619980

     ttggtaagtt tggttgcctg ataaactaaa taagctacat cttctccaaa caaagaagtt    620040

     aaatcttcca tagtagcatt agcatcttcc aaaacgtcgt ggagtaaacc cgccattaaa    620100

     gtattgggtt cgctgtttaa ttgtgccaaa attttagtca ctgcacaagg atgaataata    620160

     tatggttctc ctgtaaaacg tttttgcccg tgatgttttt ctttggcaaa aagataggct    620220

     ttagtaattt tttgcaaaat ggtggcatct tgaatatttt tgaaaatcac aaccattaaa    620280

     tcttgatata atgtatcttt ttctaaagtt aaatcggaat ttaaaatcat cttataacct    620340

     tcctttttaa ggatttaaaa aaaagcaaag aaaataaaag gaagcaaaaa ataaattaag    620400

     tgtataatct ttttgtgcct tgaaaataaa cttctttaat aacacctgca ccacaacaaa    620460

     tattattatt ataaaaagca catatttgcc ctggagttac tgctttaatt gtttgaggat    620520

     aataaatttc taaggtattt tggtctatcc aagttaaaat aacatcttga ttgggttggc    620580

     ggtaacgcat tttggcttgc aagtgcagat tggttttttt accgcgccaa acaatatcac    620640

     taattaaggc tttgtcgctg tataaataag gatgtgtgtt gccttgttct acgtataaag    620700

     tgttagtttg aaggtgtttt cccacgacaa accaaggttt ttggctggaa aaatcaccca    620760

     aacctaaatt tttgcgttgc cctatagtat aatacattac tcctttgtga tgtgctaaaa    620820

     aagtaccatc caaagtttta atatcacctt tttgagcggg taaatagttg cttaggaatt    620880

     gaaaaaaatt tctttcacca ataaaacaaa tccctgtgga atctttttta gtggcattaa    620940

     ttaaattatt ttctaaagca atttggcgta cttcttgttt ggtgagatta cccaaaggaa    621000

     acaaaatatt ttgtaattgt ttagttgcta gttgtgataa aaaataagtt tgatctttgt    621060

     tttgatccac agcacaagca agttgtggaa ataatttttg ttccgaaaaa gtttcatata    621120

     tgatgttagc ataatgtccc atagcaatat atcgaggggc aagttttgtt gttacatact    621180

     caatgaaagc tctaaattta atttcattat tacacaaaat atcgggattt ggagtaagat    621240

     tattttcaaa ggcttttata aaagacataa atactttttg ccaatattct tcaataaaat    621300

     caacacgatg taacttaatt cctagttgtt cagacacttt taaggcatct ttataatcta    621360

     gttcttgcgg gcatatgtca tttaaagtgg gattgccttg gatatcaaaa ttaagattgc    621420

     tatcccaatt acgcataaaa actgcttcta ccaaataacc ttgttttttt aaaagaaaag    621480

     cagcaacggc actatcaact cctcctgata aaccaacaac aacttttgtc attttttgct    621540

     ccttttcttt ttttagtttg ttatgtatta ttttgatgat attttattga tgttttgata    621600

     ttttggtttt tttggaaatt tgttttatta ctttttattc ttgtctttgt agataaatag    621660

     gaagcaaaaa ttcatttctg ggcgaaagac tattttctaa aactttagga cctggtgcca    621720

     cattttgtct tttaaattgg ttttgataaa aagttttaag atatgaaaca actaattgat    621780

     tgcttttttc ttgactcaaa tcaaaggcaa tttgtaataa ccaagcaatt ttggttttgg    621840

     taaaaccttt tttgatgtgg caacaaagaa taaaatcttc tataattaat ttttgattaa    621900

     tgttttcttg tgctaatttt tgatataatt tttttaagga aggtgcaatt tgtaaatggt    621960

     tgttttctaa atgataaagt aataattctt taactaaaac gttaggaaca ccagcattga    622020

     cattataaat gtggtcataa tgactacgag gattgttttt tcctaaagcc atatccgaaa    622080

     aattattatt ttctaacaac aaaaactttt gcgtttggga agccaattcc tttaaaaaaa    622140

     cttgatctag gtctttggta caagaagcaa gctcgtttga taaaatagaa atgttgttaa    622200

     catttttgac taaagtagct attttgtttg tttcatttgt tgcgcttgtg ttgtttgtgg    622260

     catcaatttt gtcaagtccc aaaaaggcta acaaatcttt tttatttaaa aaaccacttt    622320

     cacaaatgtg acaaactcct ttagtttgta aaaaatcttt gaggagttga taatgagttg    622380

     ggttagaaaa aagaagtgga tttaggatta caattaaatc ttctaatggt ttttgcaata    622440

     aggaaaaact ttgaaaagca actactaaag ttaataaatc tttaatattt tcagtaattt    622500

     ctacaattat tttggcgttc aaattgctaa gtttggtttt aagtgctaat acttgaattt    622560

     cgtttgccaa ttttaagtgc gaagcaacat ttgattgagg aataaaaggc gtttgattga    622620

     ttggtttttc aaaataataa tgaggtgttt ctttaagttc aaaataagct tttaaaaaag    622680

     gatgttgttt acctattctt tggtcaccat aagtagtatc aattcttctt tgaaatttaa    622740

     ttaaatcaac acaaacatca actactaaac ttacatcttg attaaataaa tctttttcgg    622800

     agaccatttc gcctaacaaa gcagccattt tgtggttaga aaataaatta tcaacagtgg    622860

     attcagtaat tccgctactg gtgtaaaaat agcctccaat ttgtttgcgc gaatgatcaa    622920

     gaacggcatt ttttcttaaa tcaagtttgc ctatgtgatc agttgaagca gaaaggttaa    622980

     aaattaaatg agccccattt aaggaaagta gatcgccagg agaaaagaca gtccataaat    623040

     cttgacaaat ttctactcca aaaataagat caaattgaga attaataaat aaaacatctc    623100

     caaaaggaac tgtttgaccc aaaatttgga tgtattggga ttcacaggtt ttacctgatt    623160

     gaaaccatct tttttcacta aattctttat aattgggaat agttttttta ggggttattc    623220

     ctaatatttt atctttttga atgataactg ctacattaaa taaaacttca tgcaaagcaa    623280

     gaggcatacc taaaatatag actccttcaa aagaattatt ttttaaaagc caatctaaag    623340

     cttgaaaatt ttgttctaaa aaattagttt caaaaaaaag atctcctgct gtataactac    623400

     ttaaacaaag ttcagggaac aaaacaaaac tggctttact tttttttaga acattttgca    623460

     tactataagc attttttaag ggattgccta ctgttaaagg aggacttgct aattcaattt    623520

     taatagaacc gtttttgtac attttctttt atttgcttcc ttagttattc attttttaat    623580

     aattaaagtt taatatttat gataactaat attttttatt aagataattt aatgttaata    623640

     actataattt ttattgttta tttttaaata attttttata ttgatgttaa ataaattgat    623700

     aagtatttat atggtttagg atgataaaaa aataaaacca ttatatatat tatataattt    623760

     tttaataatt ttcccaaata aaaccttata attaattctt ttttattatt aataataatt    623820

     tttgattata attgtattta taaagattat tttattgata aaaactatta ttaataataa    623880

     agataaataa aaaaaaacta ggttaaaaaa aaacctagct ttttttaaaa acagtataat    623940

     tagggattaa ttagtttttt ttgttttttt taacaaagaa aacgccacca ccaatagcag    624000

     caacaactgt aacagctact aatgttaaaa accaccatga tttgtaccaa gatgtagtag    624060

     aaacaccttt accagcgtca actacataag tgtaagttac tccacctgta acaacatcag    624120

     gtttcgtagt tttagcttta actattactt tttttgcatt tgtatcggct acatcaactg    624180

     taacatcaac attttcatct gttaaaacat cagtataaat tttatctact ttagcagctt    624240

     ttaaagcttt aacaattgaa actatttgtt tagcttcttc atctgattta aaagtaagtt    624300

     tgtcagttcc tgatggtaat gttgctgaat ttaaatcgat aacattatta gcaaaaactt    624360

     gaacgccaac aaacattaaa gaaacagcag caaataaaac taaaacttta gcaattaaag    624420

     atttttgagt tttttgattt tgcattgttt gttctccttt cttgcgttat ataattatat    624480

     ggtttgagtt gttttctaac aaagatttaa aatacaatca aaacctacta ttattttaac    624540

     atgaaaaaaa gaaaaatgag aaataataat taaaaaaata aagctttatt agttacaaaa    624600

     aattattctt gtgtccctaa atcaaagtta ttatctttat tttctttaaa acttacaaca    624660

     gcagcctcag ttgtaatcat caaagcagag atagaagcag cattaataac agcttgacga    624720

     gttactttag taggatcaat tatgccttct tttaatagac aaacatattt accttcttta    624780

     gcattaaaac caaaatttga gggttgtaaa agttgttgtt ttactacatc tttacctgaa    624840

     aatcctgcat tataagcaat ttgataagta ggcactaaaa gactttgtac taccaaatca    624900

     attccttgtt gtacttcttt attatcagat actaaagtat cttttaattc ttgatagacc    624960

     tcaactaaag cttttccacc accaactaca attccctcag taatagcagc tttagtagca    625020

     ttaagagcat cttcaatacg taatttttta tcttttaatt cagtatcagt tgcagcccca    625080

     actttaatta aggcaactcc tcctgataat ttagctaatc tttcttgcaa atttttagtt    625140

     tcataatcag aagtagaatt tttaatttgg gtttttaata attgaatacg tttttctaat    625200

     tcaggacttt tagaattgct tatcaaagta gtattatctt ttttaataat aactttattg    625260

     atatttccta aatcatccat ttttaaatct gctaatttca tattaagatc tttaaaaaca    625320

     aaattagctt ttgtaagtac tgcaatatct tttaacattt ctttttgatt atcgccaaaa    625380

     ccaggagcat tagttacaac tacattaaaa gttcctctta atttattagc taccaaaacc    625440

     cctaaaactt cattttccac tgcttcagct acaattaaca aaggtctaga tgcttttact    625500

     acttcttcca aaataggtac aatttcttgc acggtgctaa ttttatgatc agttactaaa    625560

     actaacgcat tttctaaatg tactgtcata ctttctctat cagagacaaa ataaggagaa    625620

     gcatatcctt tatcgtactg caatccttca acaacttcta attctgtttc aaaacctttg    625680

     gattcatcaa cattaataac tccatcttta cctacttttt gcatcgcttg ggcaatgatt    625740

     ttaccaattt cttgactacc tgatgaaaca gaagccacat tttgaatatc ttcttggtcg    625800

     tctacttttt tagatttagc taaaagtttt tttgcaactg ttaatgaagc taactcaatt    625860

     ccttctttta ctaaaacagg attagctcct gcatcaattg catcaaaacc acgatgaatc    625920

     atactttgtg ccaaaacagt tgctgtagtt gttccatctc ctgctttatc gttagtttta    625980

     gaagccactt catatactaa ctttgctccc atattttgat aaggattttt taattcaatt    626040

     tcttttgcaa tagaaacacc atcatttaca atagcgggcg actcgtaggc tttttctaaa    626100

     ataacattac gtcctttagg tcctaaagta actttaacag tatttgcaat tgcatctact    626160

     ccttgtaata aagcttttct tgcttctttg ccataaagta tttttttact cattttatta    626220

     ctccttattt attgatttat taatattttt atgatttatg attttaaaaa gggattaaaa    626280

     tattgccttt ttatttatta atatttagtt tataattatt tatcttatct atattatatt    626340

     atttaatttg tgccaaaata tcttttacag caacaattaa ataatctttt tctcctaaag    626400

     taactttgct accagaatag cttttataaa ccacttcgtc atcttttttt aaaccttcaa    626460

     ctttagaacc tactccaaca acaactccaa cagaggattt ttctctttct gataaagcta    626520

     aaataattcc gctagctgtt ttggtttctt ccattttcaa ttttaaaaca acattgtcat    626580

     gtaaagggat aattgttttt tgtttcatga ttaaactcct tttaatttag taatttatta    626640

     tagtaaataa aatatttttg taatgattta attttagcac taaataattt aagtgccaaa    626700

     gcaattttat tatatcataa gatttaataa ttggcaagtg ttaaaagaat taattaggtt    626760

     ttttgggggg attcaaaaaa ttattttatg tttatggttt gaaattgcaa caaagttttt    626820

     tatttatgtt gttatttatt atcataaaaa taagtttgat aaataatctt taatcttgga    626880

     ttaagataaa taacacaaac caataataat aaattacaag taataactgt ttctaaatta    626940

     agaacaaaaa tagtaataaa agaagttatt ccattagcaa aaaaaatatt ataatgggaa    627000

     ttgtctttta gaatatattt aatacttggc aaataacata aataaccatt tatagtataa    627060

     agacaagtat gaattaacat aattataatt aaaatgatta ataaacgtat aatatttttt    627120

     ttattaatat taaaatgact taaatcttta taatataaca atcctgtaaa agaccaagat    627180

     aaaagaggca ttaaattttt taaaagataa ttcagtatga aaaaagttac tttattaata    627240

     tttatttttt caagcaaaaa aatatcataa tcagctaaaa tccaaaaatg acccaaagtg    627300

     gttacaaatt cacaaaaaag ataaataata agtgttaaat aagctttctt aaatccaaaa    627360

     aaaaacccta aataaaataa aggtactaaa gcaaaattca aataagcttt ataagttaaa    627420

     ggagacctaa aataatcata gaatcccatt tgtttagaaa tatgaaataa tataagagct    627480

     aaagcaagta tatgagctgc tagaatatat ttatgcaaag tctttttagt cttttgggtg    627540

     attgaagaat acaaaacatt gctcctttta gttttctaat atacttgttg ataaatttat    627600

     ttttaaggaa ttatgatatt atttttatca cctcaattat aacatatatc aaaatacaat    627660

     aacatcaatg ttaatataaa taatttattc aagttatcaa acaaagataa aaaattgtta    627720

     attaaaaata aaaaaataat ggatatttta tatacattat ttactataat tattatttaa    627780

     ttgtatttgt tataaattaa aattgaataa taatctatat taattttaat tttttcttgt    627840

     ttttttaggt ctttttgtgt ctttggataa aattaggtta tttaacaact ttaaaaaatc    627900

     aaatatccta atttacttgc aacaattata aaaaataaca acgaaaataa acattgcaag    627960

     taaggagcaa acagagacaa tcaataaatt tttttttgca aacataaata tctccttgat    628020

     aaaaatgtga ttaataaaaa tgaaataggc aaaaaaataa ttaggaatta aaataataaa    628080

     taaaataaaa attaatcaaa aaacaaaaaa tatactaaaa aaacaaagtt tttatctaca    628140

     aaacaaaaat atcataatat acaatatcca aaataaaagc ttaaactatt ttactaaatt    628200

     attaaataaa tatacaaata taatagcaca aaacaatcaa ataaaataat gttacaatta    628260

     agataaatcc ctatcatcaa tataaaatta ttccaaacca aataaacaac aataaattta    628320

     tttttaaaaa agcaaaaaaa tatcatacaa ataaaccctt attgtgttat aataatttat    628380

     atattgtaat taacaaagga gaaaaacaat gagtaaatgt tatataactg gaaaaaccac    628440

     cctctttggt aatcgtcgta gccacgctat gaacgcaact aaaagaattt ggaaagccaa    628500

     cttacaaaat gtaaaaatta ttgacgaaaa cggcaagatt caaaaagtaa aaatctctgc    628560

     tagggcttta aaaaagctca aattacaaag agcctaaaaa aatctttact ttcttttgat    628620

     tttttatttt ttctgatttt ctcaaaaata aaaaatcaaa agttcaaaaa aacccattaa    628680

     aaaaataaat aataaaacac aaacacatcg tataaaacat aacaaaataa aaataaaatc    628740

     aaaaaaataa taaggagctc taaacacatg aaagcaaaca ttcaccctca atttaaaaca    628800

     gtcgaagtat cttgtgcgac ttgtggcaaa caacacccaa ttggcaccac agttaatagc    628860

     atcaaaatag aaacttgttc taattgccac actttttaca ccggagtcca aacttttgta    628920

     gttaaagcag gcccagttga caaatttaac aaacgttatg gcattaccca agaccaaaaa    628980

     gttaaaaaat ttccttcaaa tgctgataac caaaaagaac ccgccgaaga acaagaataa    629040

     aaataaataa taaattcaaa aaatatttaa aataaaatag caaatcgccc tataagttct    629100

     tttggaccaa ctatcacaac aaaaaaccaa aaaactaaat caaattatct tatttataaa    629160

     ggagttcaaa aaaatgaccc aaaaagaaca agggcaaggg tttattgaag ttatttgcgg    629220

     accaatgttt gcaggaaaaa cagaatcatt aattcaacgc agaaataaag cattaaagct    629280

     caaaaaaaaa attttatcct tcaaaccaag aatagatgac cgttattctg ttaaagaaga    629340

     gatagtttct cacaatcgca acaatattcc tgctatttta attgacaaaa gcaaagacat    629400

     tctcacattt attactcccg aaattaatgt tgtaataata gatgaatccc aatttttaga    629460

     taacgacatt atcgctattg tagattattt agctaactgc aatattgaag ttattatatc    629520

     aggtttagaa cttgattttt gtggaaaacc attcggacca atgccttatt tattagcaat    629580

     tgcagacacc gttactaaat taacttccat ttgtgctata agtgggggaa aagctaaccg    629640

     aactcaaaga ttaattgaag gtaaacctgc tcaaagtaat gaacctgtgg ttttggtagg    629700

     tggaaaagaa taccacgaac ctcgttgtcg aaaacaccat tgtttagcag acattgacaa    629760

     aacaaaagtt aactggaaaa acttcgccaa ccaatctaaa taactccact aaaataattc    629820

     atctaaataa ttcttttaga atgtggattg atacttaaaa tatggaaaat aacaaccaac    629880

     aacatatttt ttttatgaaa gaagctttaa aagaagccca aaaagcctac ctcaaagaag    629940

     aagtccccat cggagctatc gctgttttaa accaaaaaat aattgcacgt gctcataata    630000

     acagaaacac taaaaaactt ttttttggac atgctgaatt tttagcccta ataaaagcag    630060

     gcaaaaaaat aaacagccgt tttttaaatg atgtatctct ttatgtcact ttagaacctt    630120

     gcttaatgtg tacaggagca attatacaag caggaatcaa aaacctttat tatggcacga    630180

     gcattgaaaa atcatattct tttaatgata tgtcatctat ccaaaatatg ccttttatgg    630240

     ataaattaaa tatccaatca ggacttttag ctcaagaaag catacaactt ttaaaaaaat    630300

     tttttcaaga actaagaatc aaaaaaaata atttactatc caaataaaaa aaataaaaaa    630360

     atgcaacaaa acaataacaa ctcttataac aacccaatta gaccatcaca accgatggtc    630420

     ttttattttc aaaaaaataa tttgccaata atgaaatact ttttatttta aatattttct    630480

     aatcctaaat aattcaccct acattaaaac actaataata ataataatat taaataatat    630540

     ttaataaaaa ataaataata aaaaacacta actaaaaaaa caacctttaa tatttatatc    630600

     tattatctat tttactttta tcttaactat gttttttcac caaaggcaac aaaccaacca    630660

     aaaagaacaa aataaaaaaa ttagaaatat tactaaaagc caaaaatatg aaacattcca    630720

     atcaaataaa aacagctcaa aaaataatta ctatcttaaa aacaaacggc ttcgaagcct    630780

     ttattgttgg tggcactgtc agagattatt tactcaaaat aaatgccaac gaagacatcg    630840

     acatcactac taacgccgct cccaaacaaa taaaactcct tttatgccca aaaaaaacaa    630900

     cccaaataca aattaattat ggtagcctta aaataacttt tgaaaaatat cttttcgaaa    630960

     ttactactta cagaaaagaa ggcacttaca aagactatcg ccaccctagt gaaatttttt    631020

     tcactaaaaa catccatcaa gaccttttaa gacgtgattt tactattaat gctcttttaa    631080

     tggatgaaac tggtaaaata tttgatttca cacccgaaaa aaaaggcaaa acagacttaa    631140

     aaaaaggctt aattcgtact atcaaagacc cttttattag atttcaagaa gaccctttaa    631200

     gaattttaag agctttttat tttcaatcta agctatgttt ttgcatagaa aaaaacacca    631260

     aaaaagctat catccaaaaa aaccatttat tagctaaaat ttcttctcaa agaatctatg    631320

     aacacctcga aaaaataatc actcacaaaa actggcacca aacttttaaa accatgatag    631380

     aaaccaaaac ccatctattt ttaccccaaa tatacaaaag tattctttgt ttaggttatt    631440

     taaatgaaac tcaactgaaa tacattcaaa cacaccacaa attaaaaaga agaatttttt    631500

     ggtcaatgtc acttttacta aacaaccaaa tccttgcatc ttttcctttt accaaacaaa    631560

     agaaaaaaat ctaccaaaac attgcctctt taagtttata tctttgggaa aatattactt    631620

     ttaatttatt taaacatgga ttaaaaaatt gtctcctagc taatcaaatt aattatcttt    631680

     tacaaaaaga accttatgaa gtagctaaaa tgcaatatat ttatcaacat ttaccaataa    631740

     aaacaattac tgaacttaat tttagttgga aagaagtctt aaaacaattg ccccaaaaac    631800

     ccaaaggaac atggattaaa catacacaaa aagaattaat taccaaagta cttaacagag    631860

     aaatacccaa catcaaagaa agattaatta attttgtact tagcaaaaat caaaccctag    631920

     ataaagaata aaaaaaacaa cgaataaaaa taaaatgaac ttaattgtat tattagcaaa    631980

     attataaaca tctatttatt ttttgtttat aaatgtaata attcaaactc actatttccc    632040

     attatcaaca tatttttatc aatcccaatc taaaccaata ggaaacaaac gtatgaaaaa    632100

     aaaccaaacc aacaacttac caaaatatca aaaagggcaa atctactttt ttacaggcca    632160

     agtcacaagc atcaatcaag gacttcattt ttataatatc accttacaat tacaagaaaa    632220

     aaacgacatc aacataaaat tagaacctca aaccaaacca cctatccaag gacaaatata    632280

     taatttcaaa actatttgtc ttctcaaaaa tgaagaactt attttgatga atcaaacata    632340

     taatttagct tacaatgtat tagatatgca aactttgtac gaaacttatt tagtttttta    632400

     tgaatgttct cccatttctt ttgcaatagt acaagacgag ttagaaagct atttaaataa    632460

     aataaaaaat aaagtcttaa aacaaattac ttataattta tattgcaaaa acaaaaataa    632520

     atttttaatt tccaaagcag cgttaaaaat tcatcacaat tattatggcg gacttggtta    632580

     tcatacttta actatgttaa aaatggcaga atctctttta aaaatttatc cttttatcaa    632640

     tagtgattta ctatttgcag gtactatttt acatgacatg gggaaaatta aagaactaga    632700

     tttagaacaa aaaaattata caccaaaagg tttgctatta ggtcatttag tcatgggtgc    632760

     ttgtgaagtg gaaaaagaag cccaattatt gggtttacaa gataaagaag aagttttatt    632820

     attaaaacat attttaattt ctcatcatgg gcttttagaa catggagctg ccaaaagacc    632880

     acaaatagga gaagctcttt tactttggta tttagataat atcgattgca aattaacatc    632940

     tttacaagaa tttttacaaa aaaccgatgc ccaaacattt acagaaccca tccctgtttt    633000

     agaaagaaaa ggtttttata aatcattaga tttagatcaa aataatgatg atgaataatt    633060

     ttgttttttc ttaattacaa aaatttgtat aatatgaaac attaaaagtt ttgtaataaa    633120

     ttatccaagt aagaattctt gaaaagtttg ccaaggcaat aaaacacaat taattttacc    633180

     tggaaattta taaactatat caaatgcttt tagatccgaa ttaagaaaag catcatctta    633240

     aatttgattt tgcaccatat ccataaaatg attagtttta tttaagactt gtaatttggt    633300

     taaatgttgt aaataaacta acataacacc gacagaagca acacaattag aacaaatgtt    633360

     ggcttcatat ttaatatcta taaattttat tgttatcaaa attttaattg aataataact    633420

     ttattaccac aataaaaaaa tttcaaattg aatatatcct gtgagtttag cataagtttg    633480

     attttgagga ttgtgataat gttcaataat tatttcgtgt tttttagcat caaacatttg    633540

     ttatttcttt cttgcgctta taattcaaaa tatgttaata atttgattat aaccattttt    633600

     gttgaattca ttctcttaac tcattctggt cttttaccat aatataatct tgagttatgc    633660

     caacatgtaa aaattgtact tttctataat gattgtcatt taaaacttgt ttaaggattg    633720

     taactttagg gtgtgtctca gttcctgttt tagcagttaa aataacaaac acatcttctc    633780

     tatggggttc aatattttat tttttgccct aaaaccaatg tatttgcttc gtgaacgtat    633840

     aatccatatt taggataaaa taaggagctt accattgtta aaaggcaaag tttccttctt    633900

     tttgtggttt tgtaaatttg attatatcct tgcatagtat aaaaattatt accaatatta    633960

     gtatcaatca aaccttgttt taagtcgtaa ttacatgaca attgatattg gggttgaact    634020

     tcttgttcaa ttaaaatctc taatttagtg ttatattgca aaaaatcatc tttaatttca    634080

     acaagagcat caaacactct ttgaaaaggg cttgaaattt taattatttg ttccattttt    634140

     aattcctttt ttgtttttgc tttataatgt tgtttgtaga attgaataaa taacaatatt    634200

     aataaactaa aatattttga ctatctattt taaattagaa tgtatttttg acatcttata    634260

     agtctttcaa aacaggattg cgatttttat tgttataaag tccgcattta gaataataaa    634320

     aggattgaac atattcaaac atttctttat tgtgagtttt taaaatttcg ttttgataat    634380

     taagaacatg aatattaaat catatattag aatatcagct ttgctagaag aagttaaact    634440

     gttccttctg tgtaataatt taccttagca aaggaggtca atgtgcgctg ttccgttttt    634500

     ttagacaact tttgtcttta aaattgttct ttaagactta aaattaagta gataatttca    634560

     tatcttttca aactaaagaa atattttttt aaatttcaaa aagtttctaa aacttttaat    634620

     aattctttag tttcaaaaga tatttttttg tcatatttta cccttacact atatatttaa    634680

     gtaaaaaaag ttaaaaaagt ggtaagaaaa tgaaattata attatttttt tacgtaatta    634740

     tgttattttg attaaaaaaa tgcgcaaaaa gtaacctttt tcaaggttga aaatttgaaa    634800

     taaaaaatta ttatctaaaa ttttgacaat attgagaagg tgatgaataa tttaatttag    634860

     ctaaaatcca ttgattgttc caaaatttag ggaaataatt gattattttt ttaacttttt    634920

     caggtgattt ttgaaataaa aaaggatgtt gatgttgtaa gatagttttc atttggccga    634980

     aaaagttttc aattacagtg ttatcacgtg gagtagcttt tctcgacatg ctgattaaaa    635040

     aacctttttt aattagtgtt tgttggactt tttgtgattg ataaactgtg ccttggtcgg    635100

     aatgaatgat acaaggttct tttaatagag gtaatttttg gatggtgttt aaaactaatt    635160

     ctttattttg atgtttggaa gtgtgggaag cgataatttg gttgttgaaa gaatcaataa    635220

     tacaagaaaa atataaaaat ccttggggag ttttgaaata agttatgtcg gtaaatagtt    635280

     ttttcatggg tttagttgat ataaagtctt gattaattaa attgtctacc acttttaatt    635340

     tagcttttaa attattttta taataatatt tatttttttt aattcttaaa cgacaaaaaa    635400

     ataccgtttt ctttcataat agtataaatt tttttcttgg taatgttttc gttaaaagtt    635460

     ttttggtata aatcagtgat tttacgatga ccgcaaaaat atttttcttg taaacataaa    635520

     gctttgatgc gattttgttg taataagtat ttttcttttt tggcttttat tttattttcg    635580

     actttcaacc aataataata agtgcttctt ttggttttga tagtttttaa aatggttgtt    635640

     aaatttggtt tttgattaaa ttgtttaact aattcaaaaa cagttttttt atcagttttt    635700

     tggttttttt tcattagagt ttgtaataat ttattttttt gtttctcttt ttctattatt    635760

     ttagctattt ttttcatgat ttaaatattg tttccttttt ttatatcata tacataacca    635820

     ttataactct gaatgattat atttatttaa aaaagggggt agcgcgcaac tggggggttt    635880

     ttatttttct tcttctttta tttatgtgta cttatgattg ttattagcgc ttcagcgctt    635940

     tagggtattg tgtttggata atttttaaca actcttttta ataatgtaaa ggaaaaatag    636000

     ggagttattt atatatcgaa aaataataat gatagataaa agatacaacg ataatatcaa    636060

     atatcgagta tcattatcat tatcgatata atatataaaa tatcactcct taaaaatgtt    636120

     tggttttgtc aaagaatttt aaatattgaa agtgttataa aactgttagt gaagtgttat    636180

     aaaactgtta gtgaagtgtt ataaaactgt tagtgaagtg ttataaaact gttagttaag    636240

     tgtttatttg attttagata tatatttata catgggatgt atttttttaa cccgatagcc    636300

     ctgtttattt ttggttaaaa ataatttgat gtgttttaaa tcttccgatt gataataaat    636360

     aacatttaat ccttttttta taatttgttt ttataggatt gttatattta tctacttttt    636420

     tagcatctaa tttatataat tttaaagttt ctagtttgtc tatggttatc ttacttatta    636480

     attctttaat ataatctttt tgttcgttaa gataattaat ttggaagata gggaaatgtg    636540

     ttttaagggt attattttgg tgttttgggg gtgttattgg gttggtaagg gttagattat    636600

     tatcgttttc ggaagagtga tttttgatta tttctattct atactttttc atttcatcta    636660

     agatttgagg gtctacaaat agagtttggt ttttagggcg gtagtttgtt tgttgatagg    636720

     aatttttctt tttagaatga gaaacaattg taatatttaa taattctcct tttaatgttt    636780

     gtaaaaagtt tttgatttga actaagtcgt tgggggttga ttttgtttcc caaccgccct    636840

     taatgattcc ttgatttgtt tcttttttca tatttttctc cttttagtta gttttttagt    636900

     tttttgttat ttttgatata aaaaaaagac cttcaattga aggtcaagtt tgaatattga    636960

     aaatattttt taggtatatg ttggatggca tttattaata ttatggattc ttagtcccat    637020

     aattggttag tttagttact ttactctttt tatttgtatt cctcgataaa attaattgta    637080

     ccgttgaaat tgtatagggg ttttttttac tattttccca tttttatcgt attcgttaat    637140

     ccagtcaatt gtttttccat cgtagaaata gtatgtttct ttatttatga tgttgttttt    637200

     atattcagca atatgactaa ttcctttgcc tcctatgatt gggtaatagg ttgctttgac    637260

     tctttgtcct tgtttatcga attcaataat agcagaaatt gtttttccat cagggatgag    637320

     gtaggttgat tttgtttttt taccatttga gtcatattca cagataaatt taattttttt    637380

     cccatctttt tgataatgag ttgatttgat tctaatacta tttaatgaga attcggtgat    637440

     ggaattaatt gtaccgttga aattgtatag ggtttttttt actattttcc cgtttttatc    637500

     gtattcgtca atccaatcaa ttgttttgcc atcttttaaa tatgttattt tggttaaatt    637560

     aattttcatt ttttcaaatc tccttttatt gatataatta catatatttg ataaggatgg    637620

     gattttgcaa gtattaaaag ttttattttt aacttcgatt gttttaatgt tgcctaaaac    637680

     atatcctgat tcatctttga aaatattatt gtttctttga atttctaatc tttttggaaa    637740

     taattcattt atagctaaat attgaaaaac agtttgatta aaaccataga aaacaattac    637800

     aactgatgaa aaaaagaatg gttttaaatg gagatagtgg tttatttgta aatttatttt    637860

     ttttatattt tcattaactt ttatttttat aaatctatta taacacaaat caactttggt    637920

     aatcagtttt tttaattagt ttttcaattc ttgtatattt tgtctccttt cgattttatt    637980

     ttgtaatttt gttaaattat ttattaattt tggaccttag taattgaatg tgcgtgattc    638040

     atattactaa ttttaatttt aaaggtttta tagggggaaa attttgagtt ttggctttaa    638100

     gttgttattt tataataaat aattatgtaa ttatttctac tttgtctttt ccaaaaaaat    638160

     aaatagctaa atcgactatg attttatttt tggcctcttc ataagtaatg tatgggtcta    638220

     aaaaacattt ttgatatgct tcttttccga attgtcgcaa taaatcatca acatctttac    638280

     aagttttatc ataaggtggt aaaatgcgtc taatttcgta aataatattt tcttctttaa    638340

     gttgttctcc taaggcttca cttcgttttt gacctgtttc atcattatct aaggcaataa    638400

     ttactttgat attttctttt tttagaattt ctatttgtga tttagaaagt agttgagtga    638460

     cacaaatgag accgacaacg tttttaatat tgttttgcca acaactaatg acatcgaaaa    638520

     aaccttcatg aataataatg gttttcattt gtttaatata aggtaacgct tcaaaaaaac    638580

     gataactgaa atgaaaagta ggtgtttgac taaaattatt gagggattta tatttaggtt    638640

     ggaaataaga aacttcgcga aagttatttt gataaaaatg aaatgtttta ttgtatccat    638700

     tttcaatggg gataatgatg gaaccatgaa aagtatcgtg ataatatgtt ttattttgtt    638760

     gattggtttt atctttaata aaaccatatt caattaattt tattgtatcg atattttgct    638820

     ttttacaata atttaataga cgaaaggata aaggcttatc agataatggg gcataaccta    638880

     gtttaaattc tttaatagtt tctatagtta attttctttt ttgggttaaa tattctaatc    638940

     ctaggtgaga ttcattattt cggttagtgg ttaataaata atgataataa tctctaattt    639000

     ggttgaataa aggtgatatt tctttaaata attgtgtttt tgtagcgtta atttcttttt    639060

     catcaattgg gttgttgatt ttattgtggt ggtattgata tttaaaaggt tcgtaagaaa    639120

     tattaggcgt tgaagtttgt tgttggatta agtttttaaa ttcttgagtt ttcataaagt    639180

     tattgatttt ttcaagagcg ttattgaagg ttttaattcc tcttatttcc atataaacat    639240

     caataatatc gtaatcttta caacatttcc aacaatgaat tttattatct gaagttaaat    639300

     ggcaacaagt tgggttttgt ccttgatgaa tgggacaagg aaaacgttat ttgggattga    639360

     attttggtgg tattatattt aattttttta ataaaactga catagggaag ttgatttgaa    639420

     tattttttat tttttcttga aaattcattt attttaactc ctagtttttt tgattaataa    639480

     taagtttcta ttttataagg taaaacataa ccgatttctt ggaaggtttg agtggtcatt    639540

     tcaaagtgat aaattaaggt ttttttggta ccacttctat ttttttgata catacttcga    639600

     ttattttttg attttcattg tcattatagt ctgaatatag ttcttctaag gttgaattat    639660

     atatatttat gggcttttct ttgtctttgg atagtttggg tttgaattca gacatcatta    639720

     agacgatatc tgagttagtt tcaattccgc cacttccttt taaagctgtt atttctggtg    639780

     atttaccttg ataattgctg tatgtatctc ttgaaaattg agataaaatg ataataacaa    639840

     tgtttaattc aatggctaat ttttttaatt tagtcatgat ttcatcaatt gctagacggt    639900

     cattttctaa gtggtttgtg gttttggtta tttgaaggtg gtcaattacg ataatttctg    639960

     cttgtttttc taaataaaaa cgataaacta aatcaattac ataatcaata tttttgcttt    640020

     tatcataact aaatgataaa tttatgtttg caaaaaattg ttttgctatt ttcatccttt    640080

     ccgtgtattt gagaggtgtg atattggcat cttcaaaatt tttatctaaa ataacatcta    640140

     gaggaatttg agtttggtgg gctaataaac gatttaaatt ttcttctaag gtcatttcat    640200

     aagaaaatac caaaatatga ggataatgag atatttcttt gtgtttggtt ttggctatat    640260

     ctaaaagaag attgtagaca aaagttgttt tacctaatcc agtatacccc ccaatagtga    640320

     ttatttggcc ttttttgaat ccttttgtgg attggttgag tcctttaaaa gtttcggata    640380

     aacggtaata ttcttcttgt attttttgtt ttgattgatt atctgtgtca aaaaattcag    640440

     gatgcaaaga ggccatttgg tttaaagtaa agtgtgtttt atcgttttta tgggggatta    640500

     aagagataaa atttcttaat ttatcaaata tttcttggta atataaattt ttgtggtagg    640560

     ggtcttggtt ttcatatgtg gggctaatga tttttattaa ttgttgaaat agtttttctt    640620

     gggtataggt atgttttaga ttatctaaaa catgattatt attttggtta ttaaaatcat    640680

     catttaaata atttaaagaa tctaaagtaa agttatcttg agggaaatga gtttgtaaat    640740

     atgttaataa ctctttgata ataatgggtt ttgtagtgag tttgtcccat ggatgagatg    640800

     tttgtttttc taaaaataaa tattttaaag ctgtaaatat ttttgtattt ttggggttaa    640860

     gtagattttt ggggttgatt atttggcagt aaaggtttaa cttttcccat tggccttgtt    640920

     cgatataatt tattaattgt tttaacgctt tttgttcgtt ggttaacatt ttaatattaa    640980

     ctcctttttt tattttttaa ttatattgat attagaaaaa gggatgaatt tggcggtaat    641040

     taagttttgt aataaattat tggctgaatt ggaaaataag ttaattactt gattaatgcc    641100

     ttgtactttt ccttgattaa ttttattgtt tagtctttga gtttctgttt cattgttagt    641160

     taataaataa aactcaaaac gtgtgtctaa tttttttaat tgttgtcctt ctaccatgac    641220

     ttgtttatag cggtctcgga gacaggtttt gaaattaaac gccattattc gtttagtttc    641280

     tgtgaataaa actaaatcaa atttaatgtc tgggctgaag aataaataag cctgtgggta    641340

     taaattgatg attcctttgt tttgaaaata taataaaatg aggtattcat tgattttacc    641400

     acggattact ttttggcttt gagagttatg ttgtttatta ttaagatatt cgtttaggag    641460

     tttgtgggtt tttatcatat attcgttaaa tggtttgttg aataaagatg tttggattat    641520

     ttgtttcgtg atgttaacac acaaagattg ttgattcaaa atattgatat ttttaaaatg    641580

     taaatttaaa tcctccttag ttaaaacttt agggtaatat ttaaaatgat aagctagttt    641640

     ttttactaaa ggcaaatgaa gttcgattaa ttgattacga atttctaaat tctttttatt    641700

     ttttaaaaaa tctttaaata atttttgtct taacattcaa ttcctctcta aaaacatttt    641760

     ttttagaaaa gatatgaaat tatttttcag tcttgaaaca aaaaaagact aacttaatag    641820

     ttagccttaa agaattttta aaaagtaaaa agtgtctaaa cttttggaac acctcaatga    641880

     cgtctttttt tgactaaatc acgagcttta ttgagggtat ttaaaactga ttgcaaaggg    641940

     ggattttaac tttaataatt ttgggaattt gcataaattt aaacctttct aaagcaaata    642000

     aaggatttga atggcaattt agttattaga aatattttaa tcgatattat aaataaaaaa    642060

     taaatttata attattttta ataatggtta agtgtttcaa aacttgtaat tgaaattttt    642120

     ttcataaatt aaaatagata gattacagta aataaaattg gcatttttta aatagattat    642180

     acaacaaaag cagtcaaata aaataatatt ttttagtaat ttttaattgg ataattaatt    642240

     ttggttattg ttaaattgtt ttaaaaaatt attatatata aataactttg taaattcatg    642300

     aaaatgatga taattaagtc aattcattta ttaagcatta agaaatgaaa tagttaaaaa    642360

     attatgattt tggaacagat aaaataatag ttaaaggatt tttttttaag acttttttta    642420

     attgattttt ggttgaaacg tgatttaata aaaaaggata agcaaaaact aaaacaaaaa    642480

     ataaaactat atttgccaaa aataaataaa gaggtacgat tgcttttaaa gatgagcaaa    642540

     gtttgggcaa aaacgttaaa aatgaatcta atgttccttg caaagaagcc gatatcacca    642600

     ttaataaaac aaatataaaa aagaataaag gaatccccaa aaattgaata atagttaatt    642660

     ttatatttaa atgatgaaat attttgcgaa tatcttgatc agaagcccct aaagatttta    642720

     gaataccaat atctttgttt tttaaggtga taatatttct catatgaata ataatttgat    642780

     aaaaagatat acctaaaaaa tatatatgaa atagcaaagg tgctaatagc caccaccaaa    642840

     atgtcttgtt tttgatttga ctttgtggtg taacataacc taaattacaa aaccaaagaa    642900

     acatattaaa aaacattaaa aaagaaagag ttaagaataa agcaccattg ctagatgtag    642960

     aaatgatttt aaaagctaat ttcttattat tttttaaaat atttcgagtt actaaaagag    643020

     ctgtttgttt ggaaagatga gtttgtacta aaggaaaatg cattgcttgg tgttgataat    643080

     tataattttc atttgccaaa gtgggtgtaa aatccagttc cataacatta tttttttgtt    643140

     ttaataaatt aaaaacttct tcttgggtat aagttttatt ttgtaatatt tgaggtttat    643200

     cagtagaagt tttatttgct tttttagtaa ggtcttttgc aattttacca tcagcaaatt    643260

     caatgatgcg gtctgcatat ttataagcgc tttgggtatt gtgagaaact acaacaacta    643320

     aggtatcttt tgatatttgt tttaaacatt caaagatttt ttttcctgtt ttttcatcta    643380

     aattaccagt aggttcgtct gccaaaatca ttttaggatt tttaattaaa gcacgagcaa    643440

     tacttactct ttgtttttgt ccgcctgaaa gttgattagg atagtgagtt tctagaccat    643500

     ccaattctac ttgttttaat atttgttgta ttccccaatt gtctactgat tttgattgta    643560

     gttcgcagac catttgaata ttttcgaaaa ctgttaaatt atctaataaa ttatattctt    643620

     gaaaaacaaa tcctaaaaaa taattgcgat aagaatctag ttcgaatgaa acaaattcat    643680

     taatgttacg tcctaaaact gtaatatttc ctttagtagg tttgtcaagc gctcccataa    643740

     gattcaataa agtggatttg ccagaacctg atttaccagt aataaacact aatccttttt    643800

     gaggtaattg aaaagaaaca ttttcaatga cttctgtatt ttgaattttt ttaaataaat    643860

     tattaatttt tagcataaaa aattaatctc ctttttattt cttatgaaat taaaaataaa    643920

     aacaatagat aatgaaatat ttaagaaata ataataatag caagaagtga tttaaaataa    643980

     attattgttt ttgcttattt attatttaag aataaaaagg tttattttgt tttatttaag    644040

     gcaacttttt tacttagttt ggtgtttttt agttttttaa ttatgaacca ataaagaaat    644100

     gtaataacta aagaagtgaa agcaacagca gcagtaataa cttcaaatat gttatcttta    644160

     accccttgtt ttaatttttc aggaaaagtt tttttaacat ctgcaaattc ttttgtaact    644220

     tctttttttg cttcgtttcc cacatattta gctaatctac gagttaaatt agaagctatt    644280

     aaagaaacat cattgctttt ttctcctaaa caccaaccaa gcagtttagt tgcaaattta    644340

     tgattattta aaaaatttct aatatcagca attccttctt ggggatctat gtttaaagat    644400

     tcaggaacaa catcagcatc agcataaggc caaaaattat taattttatc tttaatagat    644460

     gaccaaaggt tttgtttttc ttgtttatct tcagggtttt gtaatttatc caaatcttct    644520

     ttcacttttt gaactttttg taaattatcc aacgcagttt tataagcttc ttttaagggt    644580

     tgaggagttt gattatccaa aaaaggaaaa aaacttttaa gagattgcca ccaactttta    644640

     gaaggtttta ataaattgga aacatcttga aacttatttt cttttaaatt tttttctact    644700

     tctttatatt tttgttccgc ttttttatat gcttcatcaa attctaacat attttttaat    644760

     atttcttctt gttgggttaa ttctttaatt ttttcttttg tgttttcgat agcagttatt    644820

     tcttcttgta tttggtttaa taattttgtg tcaatatttt caggagtttt ggttcctggc    644880

     aatttcttat aaatagctga tccagttgtt ttggttatat tccacaacca agaaccccat    644940

     ccttcttttt gttcttcttg cttttcttct tttggtttgt ttaattgatt atcttttgca    645000

     tcattttgat ctttattatt accctcattt gaactctctt ctttatgtgc aaaaacaaca    645060

     ttattattaa aataaggatt tttcttctta aaaaaactaa aaccacaaac attaaaaact    645120

     ataaaaatca aaaaattaac taaatttaat attaatgcta aacataatat ttttttacct    645180

     ataaatttca ttgttttact ccttagtttt ataggacatt taagtattaa ttaaatgtta    645240

     tgataagata ttttattgta attataattt attttagttt tttctaaatt aaacaaataa    645300

     attatttttt tggatagtta ggtttttgag gtacgaattt aaaaataatt catgatgttt    645360

     ttggttataa taaagtctga ataataaaat agtaaagtgt tatttctaat ttctatatac    645420

     ttataaatgc taccttattt attataactt atttttataa aacaaaaaac aaatttgtga    645480

     tgttggcaag ctaaaaatac cttagtgaag gattattttt tttatttaag tgttttgaaa    645540

     ttctttaaat atgataaaaa aacaatttgt taaacaggtt tgttgagtgt aagtttttta    645600

     tatccaaaga gcaatttttt cttctaaaat atagtttcct gaatcattta gtatcacttg    645660

     attgtttttt atttgaatat aacctttttt aaaagcatta ttaagacatt tattataacg    645720

     agataaggac catttgaggt ctttataaat ctcttgaaaa tgattttttt gcaattgatc    645780

     ttggtgattt ttgagatgca ttagtaaaga aataatcata aattcttttt tttgcaaatt    645840

     atttttaatc attttagcaa caattccagt tttaggggct aagaagaaaa agagcaaaaa    645900

     gttaactaaa tttgtaaaag caattaatcc tgatactggt aaattaagtc caattgccaa    645960

     ataataacca aggctagaat tcacaaatga gagccataaa gaaagcaaaa aactattaca    646020

     tagattctta gtagccaaaa gagatgtagc agcaggtcca atcatacaag aaattaccat    646080

     aatagaacca actacatcaa aagaaataac agctgttata gaaactaaaa acattaataa    646140

     ataattaatt aaagtagtga aaaatcctaa gattacagca agattaggat caaaaatata    646200

     gatttttaat tctttataaa agaaaaaaac aaacaataaa ttaaaaaaca aaagaggaat    646260

     aatttttttg agttgtttaa tgtgggtgag ttcaatattg cctaaaaaaa cagcatcagt    646320

     atctaaatgt tcgtgtcttg tataaagact tatcaaaata atagctaccg aaaagaaaaa    646380

     agtaaacaca attccaatag aagcgtcttt agtaacttta gagtgtttgc ctaaaagttc    646440

     taccatataa gctgtaagca cgcccactaa agcagctccc ataattaaaa gaggagaatt    646500

     aagattttta actactaaaa aagatacaac tattcctaat aaaacactat gactcatagc    646560

     atcaactacc atagaagact ttttcaatac taaaaaaact cctaaactag ccaaagtcaa    646620

     agaacaaaat aaaataacta aaaaaacatc tagttcaaaa ccaccaataa tattttttat    646680

     aaaacttatc attaaacaat accgtcaatt aaattttcaa ctattttaat tcctttaggt    646740

     gttaattgga ctttttgatt ttgtaacatt aaatatcttt ccttccataa aaaagtttct    646800

     atttgaatta ttggcaaact taaagtatga ttttcttctt gttcataata aagatgaata    646860

     agttgacgaa attttttaat ctttttttga tatttaattt tttgcaaata tctactaata    646920

     actccatatt taggagaaaa caacaaggaa acagcaataa ataaagtagt aataacaata    646980

     ataattggtc ctgttggcat atcttgtata ctattactta taaaaactcc aatcaaacta    647040

     gaaaagaaag taacaacaga agcaacaaaa acattagtaa caaatctatc actaaattga    647100

     cgagcaatta ctcctggcat aattaaaaaa gcacttgtca aaataatgcc aataattttt    647160

     aaactagtaa ctactactcc aattaataat aaattaagaa taaaagtcat aattttaatg    647220

     ttaaacccta cactttgggc aaagttatca tcaaaaatat agattttgaa ttctttccac    647280

     aagccaacta caacaactaa agtaattaaa gccataatac cagtagaaat catatctagt    647340

     tcagttaata aagcaatttg tcctaagata aatttttcca aagtagctat tttgttatcc    647400

     tcacaagtat tttgagcaat ggcaattaaa acattgccaa aaccaaaaaa agaagcaagc    647460

     actaacgata aggctgtatc tgatttaatt ttagaatatt ttttaataag ttccatcaaa    647520

     agcaaagtaa caaacgaggc aagaatagca cccaaccaca aaacccaaat atctgtacta    647580

     cgagcaaaaa gataaactaa ggcaattcct ggcaaagtgg tgtgcgaaag agcatctcca    647640

     attaaggctt gttttttcaa gataataaaa acacctaaaa tacccgatgt aaatcctaaa    647700

     aagctagctg ctaaaagaac tttaacaaca gtataattaa attctaaaac aaacatattt    647760

     aacactttct tatttatatt taattttatt ttgttttctt tggggtttgc aaattatgaa    647820

     tatctttttt taatttttta ttttgaaaag ttttatttaa attagtttta ttaaaaactt    647880

     catccgtagt gccacttgca attttttgta cgtttaacaa aactacatga tcaaaatatt    647940

     gagtcactgt ttctaaatca tggtgcacta caataatggt tttattttct ttttgcaaat    648000

     cttttaaaac ttgaataatt tttttttctg tttggatatc aactccttga aagggttcgt    648060

     ccataaaata aatatctcct tgttgagcta aggcgcgagc taaaaaaatt ctttgttgtt    648120

     gcccgcctga aagttcagat atttgacaat ccttaagatc ttgcattcct gttttttcta    648180

     aagattgcat tactatttct ttatctttgg cagttggttt tttaaaccat cctaaatgtc    648240

     cgtaacgccc catcaaaaca acatcaaaca cagtagttgg aaaatcccaa tcaactgaat    648300

     ttctttgtgg cacgtaggct actttttttc ttaattgccc atatttttga ttataaaata    648360

     aaacttctcc agaaattttg tgaatcaatt ctaaaattgt tttgattaaa gtagattttc    648420

     cagcaccatt agggcctaaa attgctgtca aagagctttg ataaatatct aaatcaatat    648480

     cccacaaaac tggttttaga tgataagcta cggttaggtc tctaatttta atggctattt    648540

     cttttttcat tataatctcc ttatttattt gttattgttt taattctttt tctattgtat    648600

     gaatattgtg taataaagct ccaatataag tggaatgctt gtatttcgtt ggatttcctt    648660

     gtgaatcttt atcatcttca aattctattg gctcttcact ttctgaaccc aaagcatcag    648720

     cgtataattc ttcatcactt tttttaatat tatgaccttt actttttaca gattctttaa    648780

     gagaatcaag cgttccttct ggaaaagaac tttctacaaa aatagctttt acttggttgt    648840

     taaccagttt attagctaat tcttcaatat cactaatact agcttctgtt tgggtagaaa    648900

     ttccttgaat tggacttaac tcaaaatcat attttctagc taaataagaa aaagcatcat    648960

     gggcagtaac taaaataaaa gttttgcctt gagaaaaaaa atgttctttt aatgctttaa    649020

     atttcttgcc tacatattta tgtaataatt ttaatttgtg tgcatatgtt tgacaattat    649080

     gttctaaatt ataaatatca ctttggcgaa aacgcgaatc ttttaccaat gctgttttta    649140

     atttgtattt taattggtgt aaaactttaa tccaaagatc tatatcaaac caaatatgag    649200

     gatctggccc atgagtatct tcatctcgtt taatatctcc ttctttaatg cgttcatcct    649260

     ccttgccttt ttgatttata actttggtat ttgcttcatc taactgcact actgtaaagg    649320

     aattattcgt taaaagcgga aaggcttctg ccattttagc ttccaaatgc agtccattaa    649380

     tcacaactaa atcagcttct ttaatttttt tgcgatctga taatttggtt ttgtaattgt    649440

     gcggatcaat tcctactccc atcaaagaat caacttgaat gcctttaatt ttgttatatt    649500

     tgtttttgtt ttcttcttct acaacatcac caactaaatg cttgactaaa tcttttaaca    649560

     tggtagaagt cgttactatt tgtaaatctt ttgaaacagt tttggcattt ttggcttttg    649620

     tcaaagaaaa aaaaggaata gataaaatca gtgttgttat tgttaccaaa agaaaaatga    649680

     ttattttttg tttgtgttta ataaaaaaat ccataattat ggtctccttt ttgcctttct    649740

     gaatgaattt aaaaaatgat ctaaatttta actattttgt gaggtaaaaa caatgttgta    649800

     aaaaatatct aaaaatatgt aattataatt tattgttttt aggatttatt tataaaatcc    649860

     atcattaaaa aatttcaatt ttgatacagt tattaccata catttgtaat aaagtagtaa    649920

     aaatgtttaa ttataatgag gattaatttg ttattgggag ttaggttaat tttagtaata    649980

     aaatgttttt attggatgtt ttacaaataa gtttattgct tgtgatttca ttttttaaaa    650040

     tgtttttcat atttacatta tgaaaaaaac tacaaattta aagatattta ttatatctta    650100

     atataaatta atgcaaaatg ttatgcaagt ttttttgaaa ttgttttgca ataccttgta    650160

     taaatacaaa aaagggaaag tccaaaaaat aaattaaggt attcaggcaa atattccaaa    650220

     tataataatt taataccaaa gttattaaaa aaaataaaaa atatggctaa taattaaata    650280

     aaagagttta ttagcgcaat aacaaattta gaaaatatgc ttattatttt ccaaaacatt    650340

     gcaaacatat tataaaaaaa tagttattaa ttaaatatat tggggttact atataaataa    650400

     gttcttattt aatgaaatcc aattgcaaaa aatagttttt gggtttgagt ttggaagtca    650460

     ttatgtagat tatatataat caaaaaataa atataattaa tttagtatct tgcttatttt    650520

     gctcatatgc gatttgttaa aaattaataa atttagaaat aaataactta taaaatttgt    650580

     agttgatttt gaatatttta aatctaatag aagtaagagt ttagatttaa gaattaaaat    650640

     atttaaataa ttataattat attataatat aaaattgttt aaattaaaca taaaaaaatt    650700

     tggcaaaata ttttaattca acttttttat ttagggcgta taataaaatt aagggataca    650760

     gagttgttaa aaaggcacaa tgataaaatg tgataaatac aaatgttgca taaaaaatgc    650820

     aattataatt taatatttta atggggcatt tttaaccctt taatatttat agaaaagtaa    650880

     aatatttgta atatgaaaac caaaagcaaa gcaattatgt gtttgtttcc caaatacctt    650940

     actttaattt tattcattat tttattgggc atacattttt gcaatagaat tagcatttat    651000

     gctgtaaaaa aacaacaact agaaaacatc caagaagagg aaaatggaat aggggttgta    651060

     aaaaatacaa ataacacaca acaaaaacac caaataataa ataatcaaca ttcaaaaaaa    651120

     ttaaagaacc ccaaaaattt tgaaaaatta tttcccccag aaaaaagaat aatcaatgat    651180

     tttagttatt ataaacaaaa caatcaatta accaaacaag atattataat cgctttaaat    651240

     ggcatgctta aagaaataaa aaaagaatca aacatacaaa tagaaagtga tgattttgaa    651300

     atagcaagcg aacaattaga agaaaaatac gaatcacaaa cacaaaatcc agaagaaata    651360

     caatggaaag gtagttttca aattgaagat atattgggta ataaaataga attcaatttt    651420

     actaaaaaaa tgataaactt agatgaaatt attacaaata accatttagg aacaattcaa    651480

     ataacaccta atattactga ggaacaaaga aaaaaattaa tatgtgaagt tatttggcaa    651540

     aaaaatcctc aactccaaaa taaattttta actaaagatt ttcaatttac caaaaacaaa    651600

     gatggcagta ataatttttg tagaatagaa tacgatttag caaacgaaga caaatatcat    651660

     gaatatgaag gcataattga cctagaaatt aactatcaac aagaaacaag cacacctcca    651720

     acaactaaaa ccactacaac aaattcaata atgttttata aaattataat aattttaacc    651780

     ggcctaatag ttgctttttt acttatttta atttataaaa tcaaacatca aaaaaataaa    651840

     tgaattgctt tctttaaatt attttaatat ctttcaagaa atatcaaaat ataaaaccat    651900

     aaagacaatg aaagccaaac tttgtagttt ggctttttta tttataataa aggggatgaa    651960

     taatttttaa attgcttaaa aaacaaataa atatacaata attataaaat gaataatatt    652020

     aattatatat tattacacaa atatagatat accaaataat aaatataaca acaaaaaaat    652080

     aatatttatt gatttttaaa taatttaata aaaaaggtca atgtgcataa gccatgttct    652140

     gttcttgtta aacaagtgtg gctatttatc tgctactaat aagtagtgca aaactaattt    652200

     catttaatcg ctttgcatgc ccctaccatt attttgggtt gttagcttga ggggtttatc    652260

     acgtttcact taattatttc taattaactc gtctctgtga cactttcagt ttttatctca    652320

     tagattaaaa taatgtaatt atctcaatcc ttagatctaa aaaacgccgt tactttttac    652380

     agtactctaa gttattaatt ccttagacac aaacactaca tgcaatcgca gcatgtgcta    652440

     acatggactt tcctaagctt aaaataatta ttttaaacct cagccacttg cattgaccta    652500

     ttttattata tcaaacatta aagtaaaatg aaatctttaa attatgtttg tagatgtttt    652560

     aatgataaat taagaaaata aatttttttt attgggtgtt ttatattaag atttcaaaca    652620

     tttgataatt ttgtaaactg catcagtagg agccaaagcg cttaaatcaa caacaacaat    652680

     ccgataagtt ataattatca acatgctcaa tagcaaaaat aatatgaata tgcaaatcta    652740

     aaatagcttt tattattgag gagttatcta aaaaaaagtc accttctgta tccaaacaag    652800

     aatatggatt gttatactta attttctaag aactttataa ttaacataaa gtgtttttaa    652860

     actaaattat aattggtaaa acttttaaca gactctttta ggtaataaat atcttttgga    652920

     ttcaaaaata aagtgtctgt cgatttatca tactgagttt gttaatagtt ttctttctta    652980

     attaatattt tcatatatga tgaacatctt tttttttaat aatataatta gcacaataag    653040

     atatataaat gctctattgt tcattgttaa aaaccccatg atttagtcct tttgtttttt    653100

     attttattat aactcaattt tgatgaatta gtttatattt ttggttggaa aaaggaaggt    653160

     tttgggtaat aaaaaaagat cttaatataa gatcttgcat ttgacttatt tttttttgga    653220

     tcaaaaatat aatttctttg tgttataatt accaaattat aaaaaatcaa ataaacgatc    653280

     acaaatttta acttgatctc ctggtttggc tccttttttt tgtaattgtt cttccatccc    653340

     tatttttttc aatattctat taaatctttt tacagattct tcgttgttaa aatcggtacg    653400

     atgaaaaaaa atttctactt gatttccaga aacaacaaaa acagaatcac tttctttaat    653460

     aacagaaatg gtttttagat tatcagtaag ggtgtataat ttaaagtcat tgttgttatt    653520

     tgggttaact tctaaggggg tattttgcaa aaaggagctc attttatatt ttaagatttc    653580

     taaattatca aaagaaacca aagaaagggg gataataggt tgtcctttga ttttttgttt    653640

     caaaagagta agttttttca aagaatcagg taaatccatt ttattggtaa caataatttg    653700

     ttttttaagt aataattggg gattgtattg ttttaattct tggtttaaag tttggaaatc    653760

     ttggtaaggg tttgaacttt ccatacttaa aatatgaact aaaacacgac atctttcaat    653820

     atgttttaaa aattgaattc ccataccaca acctaaatga gcattttcaa ttaggcctgg    653880

     taaatcagct actacaaaac taaaaccatc cacttcaaca actcctaaat gaggtttaat    653940

     tgtggtaaaa ggataggaag caactttagg ttgggctttg gaaatagcag aaataagaga    654000

     ggatttccca acacttggaa aacctaataa tccgatatca gctaaaactt taagttctgt    654060

     tttgatttta aaactttcac ctaaatcacc tttttcagaa taacttggag cttgattttt    654120

     aaaagtagct aatgctttat tgcctttgcc gcctttgccg cctttagcaa taactaaggt    654180

     ttgttggtcg tataagatct ctcccaaaaa cttgttatca gcagtgtaaa aaactgttcc    654240

     taaaggaact ttaacataaa gatgaggggc attggctcca ttttgacctt tattttttcc    654300

     atttattcca tgcggcgctt taagatgttt ttgatatttt aattttaata aggtattctc    654360

     gcctttgtcg cctacaaaaa taacagaccc gccgttgccg ccgttgccgc cagcaggtcc    654420

     tccaaaagct acatattttt ctcttctaaa agcaacgatg ccatgaccac cattaccagc    654480

     aaaaacctca ttaaaagctt catcaacaaa atgcaaacta aatacctgct ttctttaaat    654540

     acataaaaaa aattattgca gataaacaga aactttttta cgaccatgct ttttttcaaa    654600

     tttaatgatt ccactcattt tagcaaataa agtgtcatct ccacctctac caacgttaaa    654660

     accagggtga attttggttc ctctttgacg ataaataata gcgcctgctt tggcaaattg    654720

     accgtcagaa agtttagcac ctaatctttt ggaatgagaa tctctaccat ttcgagtaga    654780

     acctgctcct tttttagaag caaataactg aatttgtaat tgtaataaca tgttataacc    654840

     tctttcttgt ttgaatttga gatatttttt taaaatgatt ggggtattgt ttgactaaat    654900

     tgcagatagt gtattctaaa ttatctagca aaataaaaag ggtgggattt tgggtggttt    654960

     taacttctaa ttcaaacaac ttatcttgta gattgtaggt aatatctgtt tggaattgaa    655020

     gcttttctaa agcattcaga gtcacaataa tagcagtaga aaccgaagca catacaatat    655080

     caaaaccttt aggagcgtat aaagcgtgac cgaaaacttg aatactagta attttttttt    655140

     gttctttgta aaaacaatag cgaatcatag tttttaaaca gttattttag taatcaaaag    655200

     tttagtatag gattgtctgt gtccttgttt acaacgatat tttttacgtt ttttatactt    655260

     aaacacaata atttttttag cgcgatcatg tttgattact tgagctgtta ctttagcgtc    655320

     tttaacaaaa gggacgccta aaacaggatt ggagccacca acagccaaaa cttcttgaaa    655380

     ttgataagtt gtttctggct caacatttag tttttcaaca taaatttctt gtccttcaga    655440

     aacacgaaat tgttttcccc cagttttgat gattgcaaac attttatttc ctccttgcaa    655500

     aaattgcaaa ttatcttgga taatttattg aatctgataa taattaattg tttaaaaaca    655560

     atggttttta tatttttttt tattgggcat taaaaccaaa ccaaaaaaaa atacaataat    655620

     catacattat tataacatat cttattgaaa tatgaatgtt ttttttgtta tgaggtttta    655680

     ttattgtgct ttttgagata tctattttgc ggatgggcgc tacatttatc actacaagcc    655740

     cctaaatatt tgtgttcgtt atgttcgtgg cacaaaattt gtttgttgca ttgaggatta    655800

     gagcaattaa tatagcgttc acaaggggtg ccatcaaaat agtctttgcc aacgataaca    655860

     tgttcttttt gattaacagt aactgctatt ctttgatcaa agacatacat ttgaccatcc    655920

     cataaaacac cttgagtttc ggggtgttta ccataagaaa taattcctcc ttctagttga    655980

     tagacatcca cgaaaccttc tttttttaag aaagtactaa atttttcaca acgcacaccg    656040

     ccagtgcaat aagttacgat ttttttattt tttaataaat gggtgttttg tttgacccaa    656100

     tttggcaaat cacgaaaatg tctaatgtta gggttaactg catttctgaa atgtcctaaa    656160

     tcatattcat agtcattacg agcatcaaga attaaaacat ctttttcttg caaggcttgc    656220

     aaaaattctt gaggagctaa ataagcgcct ttgtctttgg taagatcaac cttttcttca    656280

     agactcaaat taaccaattc aggcttgact ttaatagaaa gacgcggaaa aacttgtgca    656340

     tccacatttt caattttaaa aacagtattg caaaaacgca catcttgttt tagttgatcg    656400

     atgtatttat gtatttgttc ttttggacct gacaaagtgc cgttaatacc ttcttgggca    656460

     acaataatac gtcctaaaag tcctagagat tcgcaatatt taaaatgttg gtttctaaaa    656520

     gtttgagggt cttttattgg aacatattga taatataaaa taactaagta tgaggagtta    656580

     gaagtttttg tcataaaata attatgcctc ttttcaattg agattgcatg caaaatctaa    656640

     ttaatttaga ctttatttta ttattaaaat aaattattat gaatttaaaa taatgaatga    656700

     ttgatgtttt ttgtttcatt tataattttt tatttaggtt ttttcagata aatattaagg    656760

     tttataaaat aaattttagg agtgttcttc ccaaaaaata tacatatttt gagcaccatt    656820

     tgacatttgt tttaaatcat ctaaactata ttttatttca cctttaaaac ttgcagtcct    656880

     tgtaccacca tcaaaaaata ctcctaataa atccgaagga gcgtctttaa tgcggcacaa    656940

     aaggcaagga taagtttgaa tggtctcgga attataacaa ggataatcag atataaaacc    657000

     ccaaaaatat ggattaatat tcgttttaat ataggtttct atttgttgag gaaaagtttg    657060

     agaattgtgg gggcgtaaat aaatgttttt aatttgcata ttgatattac ctcgcaatta    657120

     ttttagtaaa tagaaataat gaatttttgg ggtttccttt gaaatagtta taaaattatt    657180

     aaaggtttta ttagtggctt ttggtttggc aataaaaaac gccgaatcat tttatttttc    657240

     ataaaagatt cgactctata ttctaaatta ttattgttaa aaacattcaa attacttaat    657300

     aatatcggtt cctaaataag actgtaaaat ttcaggaact gtaatagtgc catcttggtt    657360

     ttgataattt tctaaaatag caataacagt tcttccaaca gccaaacctg aaccgtttag    657420

     aatatgaacg tattcatttt tgttgttttt aggatttttc attttaatat tggcgcgtct    657480

     tgcttggaaa tcgcaagaat tactgataga accaatttca cgataacaat tatagctggg    657540

     taaaaaaact tctaaatcat aagtttttga catactaaaa cccaaatcac cagtagaaag    657600

     caaaacaaca cgataaggaa gtttgagcag ttttagtatt tcttcggaat cttttaacat    657660

     ttgttctaga tattcataag aattttgggg gtggcaaaac tggattaatt ctactttatt    657720

     aaattgatgt tgtctaaaaa tacctcgggt atctttgcca gctgagcctg cttcttggcg    657780

     aaaagcagta gtgtaggaga cgtatttaat aggaagtgta cctggtttaa aaatttcttc    657840

     acgatgcaaa ttaatggtag gaacttctgc tgtaggattt aaataccaat tatttttgga    657900

     attgtaaagt ttgtagactt catcttcaaa cttaggtaat tgacctgttg caaacatgga    657960

     tttttcattg ataatataag gaggaatgat ttcttgataa ccttttttac tatgaagatc    658020

     catcataaat tgaattaagg ctctttcgag tcgtgctcct agccctttac aaacgacaaa    658080

     tccactacca gaaattttgg aagctctttt aaagtccaga atatctagtt tttctgctaa    658140

     ataaacgtgg tctttaggtg taaatggaaa ggttcttatt tgcccttcgc aatacaattc    658200

     cttattgtct ttatcgtctg tgccaatcgg caaagaatca tgtggcaaat tgggggtaat    658260

     acttaaaata tcaaaaattt cttgttcttg gagttttaac ttttgttcta atttttgtaa    658320

     atcatcacgc aaaaaattat tttcttgcaa aaaaagggca atatcttctt tagcattagc    658380

     tttttgggca acttttttag ctgattgatt tttttgactt cttaaatttt gtatttgcaa    658440

     aagtaaagat tttctttgtt gtgctaaaag aggcaattta tttaaataag caaaactttg    658500

     ttgtcttttt tctaattttg caataacaga tggcagattt tggactacaa aattcagatc    658560

     taacataaaa aatacctctt tactttggaa aaaattgatt taatggggtg gtggcaaaaa    658620

     taataaaata aatcaaaggg atagaataaa tcttttaatt gaatgttttt tacaatattt    658680

     ttattaatgt ttttgtttgt ttgttgataa aatcaaacca taaatgcatc aaattataag    658740

     ataaagaagg tgggcattaa tacatctttg ccaataaatt tttatgcgaa atattattaa    658800

     ttgtagttat agagcctttt ttaaggatat atttacgttc atttaatgac gatctcaata    658860

     caaacacttg tcaccaaaaa tgatcctaaa ataaaccctg aaattacata aattactttg    658920

     tttaaccaaa aacatgaatt tattaacctt tttcaatcaa atataattaa aaagaaaaat    658980

     taaagtgtgt ttactaattt ttgtaaatca gatttgtttc tagcagaaaa gttagcgtga    659040

     taaactcttt tagaaacacc tttatcaaat tttttataag ctacacttaa taaagctaag    659100

     gctttttgtt tatcagcatt tgccactgca gtttttactt gttttaccac tgtttttaca    659160

     gatgatttaa aagaaaaatt ttgtaaacga cgtttttcat tagttttatt acgttttttt    659220

     tgttgtttaa tattagccat gattataatc tcctcttttt taattactta attatcaatt    659280

     ttattattaa taactctact gaggattata ccaaaattta aataaaaaat caaacaaata    659340

     attaattaag gcaatatata aaatccaacc ccacttgaaa agaataggtg atagctccgt    659400

     aaaaaatatg ttatttttta ttatttataa ataaaataaa aggagattta aaataatgaa    659460

     tgtaagaaaa aaattttaac acttatttat tgcttttgaa aacaaaattt aaatgtttat    659520

     tttaaaatta tattttgaat atataagtat ttttttttaa aaatgataaa agttcttcta    659580

     aatgtgtttc ttgtttaggt gttaatttct tttgttttta tataaaccac aaatatctta    659640

     ataatgaatc ccgtaattct gttttattat ctattttatg aaattatttt tgcattcatt    659700

     gaattttttg aatttgctta atgttttttg gattgctttt tttataaata atatttttgc    659760

     aaaaccaaaa tatcataatc catataatca caaaaaataa atttgaaaaa agataaaaat    659820

     ggcgaattaa ttgaaggttt tattatccct aaatattttt ttacacattc ccataaaaaa    659880

     ataaagtttt ttgctcataa aacaactctt tttatataat taacttttat aacattttgt    659940

     taataatcat tcctaaacat ttcaaaaatt aaataattct atcaccctaa attataaaca    660000

     attacaaaaa tttatccaac ccaaaatcaa ggaaaaacca aactgtaatt aaagtttggg    660060

     ttattttaat taaaaaatga tacatttgta aaaaatcaaa aatcttcaaa gaaagcctta    660120

     gatttaggaa acttatcagt ttcaaaaatt tctttcggag tgcctttttc aagaatttta    660180

     ccttgttcca tgaaataaat agtatcagat actttttgag caaatttcat ttcatgagtt    660240

     acaataataa ggtttatttt tttctctgat aatttttgta aagtttgtaa tacttgcaaa    660300

     gtagattcag gatctagagc agaagttggt tcatctaaaa gaataacttc aggtttcata    660360

     cataaaactc tagcaatagc aacgcgttgt ttttgtcccc ctgaaagtgt ttctactctt    660420

     tgattagcaa gagcttttaa atctagttct tttaaccgtt ctaaagcatt ttcttgagct    660480

     tcttgtttag ataattttaa tactttcatc ggagctaaac aacaattttc taatactgtc    660540

     tttccttcaa ataaattaaa actttgaaac accattccta ctttagttct taaatcagat    660600

     aattttactc ctttatctaa gatattttta ttatcaatta agatttgtcc agaattaggt    660660

     tcttctaata gattaaaaca ccttaataaa gtagatttcc ctgaacctga aaaaccaata    660720

     atagttacta tttcttgttt tttaattttt aaattaacat tttttaaaat ctctttatcg    660780

     ccaaactttt tacaaagatt tttaacttca attaaatatt gcattctaaa ctcctttttt    660840

     ttgtttttct aaatatttaa caaataaatt agcaatcgta attaacaata aataaataca    660900

     agcagtaata gcataaggaa tagcaatact tcctgtttga acgatttgag ttttggcttt    660960

     ccatgctaca tctaacagac caaccaaacc accaaaacaa gcactatctt taatatttac    661020

     aataaattgt tgtactacaa aaggaagtga tcttttaagt gtttggggaa gaataacaaa    661080

     aaaaaatgtt tgtctttgag tcattcctaa agctagagca gcttcttctt gtcctttatc    661140

     taaaaactta atattttgta ataaaatact cgtaatacta actgctgaat ttaataataa    661200

     cactataaca cctgaataca tcggatttaa ttcaggatta taagctctcc aaccaaaatg    661260

     aactataata atttgagctg ctactggaat tgatttaaaa atataaagta ttgcatcaag    661320

     taagtaaaga aaactttgta ttaaccctaa aataaagggt ttttgtgttt gataattagg    661380

     tttaatgctt ttaatccccg ttaaaacaat agctaagata aaacctacaa taactccatc    661440

     taatgcaagt aataaagtag tttttaaagg tgttgaatat tcagacaaag caagagatac    661500

     tttttgatac cactttaatc cttgttgttg gcttaactct tttaaagatt tttctaacca    661560

     tttattagtt atttctttaa acttagatat tttgtctttt aatttttgta ttttattaat    661620

     ggggccttgt ttgtcagtgg gttttgattg ttcgtttttt aattttttgg ttaattcaat    661680

     tataccttca acatttaaac cgtcaccttc taaaacaagt cctttttctt ttaaaacttc    661740

     tttaaaagca ttattaattt gagtaactaa ttttgtatta ccttttttaa ctgcaattcc    661800

     taaacccata ggagaaacag taaaacgatt atcataagat ataattgata tatgttttaa    661860

     tttatcattt tgcgaagcat aatatttagt aatataacta tcagttacaa aaatatcaga    661920

     agattgatct tcaacacttt taacacacat aacagcatca tcaataggat ttaatttggt    661980

     aatgtgtgat aaatttccta aatctgatct aatattttca ataactttat cagccacaga    662040

     accagtaaga gttaaaaatt gaattttgtc ttttgtatct tgtaatttac cttttatatc    662100

     ttcataattt acttctaatg gcaaatttct aaaacgttca tcatctgatc ttactaaaaa    662160

     acctgtatta tctaaagtat aggcaataga aaaatcaaag ttttcttttc ttttgttagt    662220

     aatgctaata gaagaaatag ctacatccac tgaaccattt tgtacagcag caaacatccc    662280

     atcaaaatca aaaagactaa atttacaacc ttcatacttt tcttctttag gtaatgcttt    662340

     tactatttta tcaattaaat ctatatcaaa tccagaaata tattcacctt gaatagttct    662400

     atgattttta cttgtatctt tatcagattt aatagtcaaa ctattagggg ctgcatcagc    662460

     taccacagct actcttaaat atttcttaga attattaact ctttgaaata accccacact    662520

     aaaatgaagc catccccaaa aaatcataaa gaaaaataat gaaatatatt tagtatattt    662580

     tagatattca acaattttgt attttttttt cctttgaatc ataatatata atttttacct    662640

     acactttcaa ttttggtgtt tataaaaact atctatttga caaatttaat ttaaaatacc    662700

     accaaaaaac aaacatcatt tttataatag atacaataat tttaatatac ttatgaatat    662760

     taaatatata tttgggaggc atctttttaa ttttcatttt ttaacctttt atttgtatat    662820

     tataaatata cataaattgt aatatgcatc atttataaat atttttcaaa ttactctaaa    662880

     ataatatcaa acttttaata ctaagatatt ttttttaaaa taatacttta ttacttatga    662940

     tagcataaaa acaattaaaa ttaacattta attaatataa gtataattac tttaatataa    663000

     aagattccaa aaggcaagaa ataaatattg gtttaataat taaaatttag tgatttatgc    663060

     attaattttt ttatatttta tattaagaat taatatttat tttatattaa tatttatttc    663120

     ttataattct taaattaatt tattaagtac taactaaagt ttttaaagca ggatttaatt    663180

     ttttttctaa atatttactt aaaatgttaa gtaaattaaa ttaaaactaa gtaaaaaaaa    663240

     cggaaagtat tacaaatgga gtaactaaat ctgctgtaac attcacagca tcatttgtaa    663300

     caaatgaaat atcaattaat gcaattaatc cgaagaaagt acaagcttta atattagtaa    663360

     aaaattgtgc tactactaaa tgaactgttt ttttaatgct tgagggaaag taacataata    663420

     gaaagattgt ttttttattc aataataaag attgagccgc ttccacttgt cttttatcta    663480

     aaaatttaag agtttgcatt aaaaaaacag caatattagc agctgaattt aatacaatgg    663540

     aaaattaatg atgcatgtaa gtttgatgca ttgtaggaaa cttaataagc caccataaat    663600

     atctttaaaa ccaaactaac aaaccttgag cagcaattgt aactccaatg ataaataaac    663660

     ataaaaatct acaaatttag aacctacttg tttaacaagt ttcacaaaga cattattttt    663720

     tctagagcat tttgtgatat tgtagttaca tttagttcaa caaattctct ttattgtgct    663780

     gcgtttcttt tatttttttc atttaattct cttttgttgt tttgaatttt ttaattccat    663840

     cttttgtctg gtgaattttt ttgtggattt attatttgtt ctcatatttg agcatcagtt    663900

     aattctgaaa tagattctaa attttcaata gttagtttga taagttattg ggttaagata    663960

     tttgcatatg tgataatttt tttcgataat aactaaaaac attaatacta taaaaatata    664020

     tttgttgtga gtcattaaag taggtttatg gtttatagat gcaaattcca tttacttatt    664080

     taattttcat cccgcttttt ttcttggatt tgatttgggt gagttttttt atagtttttg    664140

     agagtttaga tttggggtgt gctaatagct atttgaaaaa attttattat ttagtatttg    664200

     tgatttgttc cgttttttta atttatttta atatttagca ttcgtaaaaa aataatttta    664260

     atttaatttt atatgggggt ttttattttt tttacttaac tagatagtgt aaaaataaaa    664320

     tatttaaaaa tatttattta gtttgaaaag aaatgaaatt atcttcttaa tttttagttt    664380

     taaagaggaa tttttaaatc aaaaaatgtc caaaaaatgg aaagttgcag ccttcgtata    664440

     actccacact aaaataaaaa tcttagtaat tttttaattt gtctgtgaaa ttttaaaaaa    664500

     ttaacaggca cctttacact tctttaaaaa ttatttttta aagggtatta atattttata    664560

     atttaaaaat taataaaaat cctaatatta tttgaaaaaa taatcttgtt gaatcatcat    664620

     tttctgttaa aatgataatt gtattgacag cgacattaat caacaagtat taatttttac    664680

     acataaaaaa tgtttaaaat aattaatgac tctatttatg ttttcgtcgc tgtcaatata    664740

     tatagttttt ttatctaaat gtatatattt gattcaaaaa tataatcatt tatttcacaa    664800

     acaaacgact atgtcaagat tattatatca ttcataaaaa aaactttcaa taaaataatt    664860

     tttactcaaa atgttgattt ttattttggc aatatattaa atattttatt tataattcaa    664920

     atatattttt tttaaattaa acaattttta aactaatttt aaaaaaatga taaatcttta    664980

     ttaaaaacag aaagtaaaaa aatgacaaaa agtaattctc ataaatcaaa aattattttt    665040

     attatttcag gtttagttat ttcaatagct gttattttta ttttatttat ttttatgttg    665100

     tctttaaatc aacaaaatca aactgaagaa gaaatagttc aacctcaaca tagagttgaa    665160

     cttcaaaagc atttaaaacg agataatgat attattccta aaaataaaaa tgaagttgtt    665220

     agaacaaaat caacaaaaaa tattgtttat aaacttgatg gaaaaacaaa aaaatatatt    665280

     gaagaatatg atcctaaaac aaatgcatta attaaaataa tatattttaa ttttaatgga    665340

     gaacaaatat ctaaaattca agatttagat ccacaaggta atttaattaa acaaacagtt    665400

     tatcacgaaa atagcccaaa tatatataat attcaatatt atgaacctca aactaaaaat    665460

     tatttcaaaa tagaatattt tgaagttgac ggtaaaacaa tatcttctac tgctgaatat    665520

     aacccccaaa agaataataa tttattaaaa caaacttttt atttctctga tggtaaaata    665580

     agagctatat acatttttga ccccataaca caaaatttaa ttaaaacaac attttatcaa    665640

     cctgatggta gaacaataca ttatatcaac gaatttaatg ccataacaag aaaaagaatt    665700

     aagcaaacta attataaatt agatggaact attgatacaa taaaaaattt taattaaata    665760

     taaaaaaaat aactccctat tattttaggg agttatacaa taaataaaaa ataaaatatc    665820

     aaaaaaaact aaaagctaaa ctaagtatca atacgtccct tgtgttgttt ttagaaaaca    665880

     aactgaaaac atggataaat atttacataa aggttcaaaa gtatatgtat aaggcaccct    665940

     atcattccaa aaatatacta accaacgaag gtcaaaaaac gaaccaccac caaagtaatt    666000

     attcaaaaca tcatcttttt agacaacaaa cccaaataat atttacacaa ttaagtccct    666060

     ttagggactt tttttatacc caaattcaaa ataaaattta acaaaattaa ggagtaagta    666120

     aatgaactta aaacctaaaa aaatcttttt cttattactt atattatagc attaataatt    666180

     tcaataattt aaagtttttt ttaagttttt gtaatttata aataatttta tttatttttt    666240

     tccaacaaca aaagccgtcc aataattaga cagcaaaaat taattaaaaa tatttaattt    666300

     aaactaattt aataaaatta aggagaaagt tgaaaacttt gaatataatt attttcaaga    666360

     tatctatacc aatattgaca ttcaacttta tttaatattt taatatcttt tttttcataa    666420

     tcttttttaa gttttaattt aagtttttgt aatttaaaat attttttaaa attcttatta    666480

     agaaaataat tttttggttg aatctagata aatttaaact aaaaataatt agaattttta    666540

     acttgatttg gggtcatata agatttaaac aataaagtta aattatgtgg aattttaata    666600

     tttcttccat taattatttt tttaatattc cattcaaata tattagaaaa attaaaatta    666660

     accattggaa atgaacttaa ttctatttct ttaattatat cataaggaaa taatgccaaa    666720

     aagattcttt aggacaagaa aaacatgtac gagaaaatcc aaacaaatga cgactataaa    666780

     aatcaattcc tttattagaa tttgattcaa tttgtttatc atttttagaa acatatttac    666840

     taacatatga aacaacttta ttaacataat tttttttatc aaaagtgcct ttataaaaaa    666900

     atttacattt actaatttca attttttcaa ataaaagatt tgtttttgat ggtctaaaaa    666960

     tttgaacgtt ttgactaatt ggatttaaat gtttataatg ttttatatta tttttattca    667020

     taacagatgc ataagcatta gcccaaagca aagcaatttt taacacattt aacattcttt    667080

     ttctcataat aattttgagg tattttaata ttaccttttt catctatttt atgcattaaa    667140

     taatcatcat aaaaaatact cttatttcct ttaataggtc ggtttttcaa acccaaagca    667200

     taattttcct aataaaaaac ttcaaacctt agaacaacaa agaacaaatt attattttaa    667260

     aaactagaac aaataaaaaa catcgcaaga aaaattatta tatcaaataa aacaacaaaa    667320

     aaacataaag tagctatttg acaatctaaa aaaagaaaaa agattgttaa aaactcaaaa    667380

     caatgaagat aacaaccaca caccgatcag aaatgacaat gaaaatgact aattcaaatt    667440

     ttactattga ttttgtatct ggaaagttat ttgttgttgg tttatgtttt atatttaaat    667500

     atctcttttt cagtttcctt cgactattca atcccaacga taataaccca attaaaaaga    667560

     aaatgaaacc ccaaactcaa ataatcaaaa aaaagattta aaaaaagata tcgattaaaa    667620

     aaatcccaaa caaacaagaa tataacgaaa atatcacatt agaaacttta ataaatcaag    667680

     aaaattatca aaattatcaa taatttattt attaccaaaa aaaatcaaac cttacaagaa    667740

     gtaatgactt tgaatgacgc taataaaaat attattaaag actaaatgat tcaaaacaaa    667800

     ggcaatactg aagaatttta aaaattaaaa agttaagtgt gttaaaatag tgatgtatta    667860

     aaaaggaaag gaatctataa tcaaaattaa aaaaataatc aaatagtttt ttattatttt    667920

     agggataatt ctttttttat tatcagttgg attgttttaa ttgaaatgga aatcattaaa    667980

     ttaccgaaag aaaaatccct attttaaaag aaatcaaatc tgatataaaa ggcgaataag    668040

     aagaaattaa ttataaagta agaaatcaac gaataattaa aattcattac atatttgatt    668100

     gctttaatgg catcggttat tatcaacaac aaactcaaac caaaaagggc ggttttaatg    668160

     atattttaac catttaacac agactccaaa cccaaaaaag aacattctaa cttagttttt    668220

     ttaaatcaaa gatcgtcatc ctttcagtcg ttggaataaa agatcttgat acttataacc    668280

     ataccacttt taacggattt gatgttgatt ctttcgatgc ttaagatgat atttttattt    668340

     agataaatat gtaaaattcg aaaaataaca acaatgacga ttaaagacta ttgccttggc    668400

     ggttgtttcg ttgaaaatga taacttcgca ttaacctttt tccatctcca ccttaacccc    668460

     gtccgcaata ctttatctct ttaacaagtt aaacacaaat atgataaatc ccaagaaacc    668520

     aaaaaataat aaaagaaata ttatatcact agttgcaaaa ttttaataac tccaatatgt    668580

     taaaaattaa aggaataaaa ggagatttaa tataatgttt aaatttaaaa acaatttatt    668640

     attattgaat atatttttat ttattttatt aggattattt ttaattacta ataatcatca    668700

     agttatggcg acgccttata atgttccttt aaaaacaatt tatcaaattc aaaacaacca    668760

     tattaaagaa aataaaaata aaccaataaa aattagttac tatattaatg ataaaaaatt    668820

     atcattagaa gatatggcaa aaaaaataaa tataattaat aatttaaaca aaaaacctat    668880

     tagtaggtta taacaaaaaa ataaaaataa attgaattca acaaaataga tgttatattt    668940

     tattgttaag aataaggtcc ccaaattgtc tctttacatc ctgatttttt tgacaaagat    669000

     aatctcaggc aaaacaaaaa aatccaagaa gaatattacc acttatcgga aacttttaaa    669060

     gggctcaacc aattaacaaa aggattcaaa aaagtccaaa tcataactat taggggagat    669120

     tggattagat aaagcaactt tggtctataa cttcatttta tatatagcca aaaccaaaaa    669180

     accaagaaat ttctcattat cctcatattt tggtattttc ttatgaaatg accttagaag    669240

     aaaatttaaa tcgtttatta tcccaccaaa ctcaaattcc cttgaatgtt attttagata    669300

     aaaaattgga ggacttaagc atcacgcaaa acacctacaa ggaaaggata aaaacaacaa    669360

     aacaattttt tttaccaaca taaatttatc atttaattat gataaaagca aaaatattaa    669420

     ttatgtaatt tatttagttt atagccttca tttaaaacaa aaaaagccga aattatcgtc    669480

     attgaccaca ttcaaataac caaaaccaac aaccatttag aaaatgaccg tctagccatt    669540

     aacgaaatca tgactaaatt aaaaaaaaat agccattgaa ttaaacattg ttattatcat    669600

     tttatctcaa ttttcaaggg attttttgta ggcgattact gagtttttta aaatattgtt    669660

     tctttttaaa aaaatctttt tattattgct tatattataa cattaataat ttcaataatt    669720

     taaagttttt gtaatttata aataatttta tttatttttt tccaacaaca aaagccgtcc    669780

     aataattaga cagcaaaatt aattaaaaat atttaattta aactaattta atcaaattaa    669840

     attaaggaga aagttgaaaa ctttaaatat aattattttc aagatatcta taccaatatt    669900

     gacattcaac tttatttaat attttaatat ctttttttta ataatctttt ttaagtttta    669960

     atttaagttt ttgtaattta aaatattttt taaaatcctt attaagaaaa taattttttg    670020

     gttgaatgct agataaattt aaactaaaat aattagaatt ttgagtttgg tttggagtca    670080

     tataagattt aaacaataaa gttaaattat gtggaatttt aatatttatt ccattaatta    670140

     tttgtttaat attccattca aatatattag aaaaatcaaa attaaccatc ggaaatgaac    670200

     ttaattctat ttctttaatt atatcataag gaaataatgc caaaaagatt ctttaggaca    670260

     agaaaagcat gtaagagaaa atccaaacaa atgacgacta taaaaatcaa ttcctttatt    670320

     agaatttgat tcattttgtt tatcattttt aaaaacatat ttactaacat atgaaacaac    670380

     tttattaaca taatcttttt tatcaaaagt gcctttataa aaaactttac atttactaat    670440

     tttaattttt tcaaatgatg gtctaaaaat ttgaacgttt taactaattg gatttaaatg    670500

     tttataatgt tttatattat ttttattcat aacagatgca taagcattag cccaaagcaa    670560

     agcaattttt aacacattta acattctttt tctcataata attttgaggt attttaatat    670620

     tacctttttc atctatttta tgcattaaat aatcatcata aaaaatactc ttatttcctt    670680

     taataggtcg gttttttaaa ccccaaagca taatctttat cagtacacaa ataacgagaa    670740

     tatccacaaa aagaattatt tcaaataaaa aactttttta caaacattaa aaggagaatt    670800

     attaaatatt acaattgttt ctcattctaa aaagaaaaat tactaccaac aagtaaacta    670860

     ccgcccaaaa accaaactct atttgtagac cctcaaatct tagatgaaat aaaaaaaata    670920

     tagaatagaa ataatcaaaa atcatcattc cgaagaacat aataatataa ctctaaacaa    670980

     ccacataaaa cccaaaataa tacccttaaa aaaaaacatt tctctatctt ccccaaatat    671040

     aaatatctca acgaacaaaa agactacatt aaagaattta ataagcaaaa taaacataga    671100

     taagttagat actttaaatt agatttttaa aaaaagataa atataaaaaa aacccctatc    671160

     aaaacaaact ataaaaaagc ctaaacgtta tttattatca attataagat tttaaacaca    671220

     tcaaagtgtt tttaaccaaa aataaaaaag gttgtcgggt taaaaaaata catcccatgt    671280

     ataaatatat atccaaaatc aaataaacac ttcattaaaa gttttataac agcttttaat    671340

     atctaaaatt ctttgtcaaa gccaaacctt tttaaggggt gatattttat atattatatc    671400

     gataatgata atcgatattt gatatttgat atttgatatt atagttatat catttatcta    671460

     tcattattat tttccgatat ataaataact ccctaatttt tcctttcggt tattggaaaa    671520

     agagtttttt aaaattctaa aaccaaacca aaagccctca atgcgctgaa gcgctaataa    671580

     aactaataaa tataaaagat aaaaaagata acattaatta gataatgttt tcaaatgccc    671640

     caaatgagac tgataaccta atttaacaaa aaaagccaat ttttattata aaaagaaata    671700

     aatttcctaa tttttttatt aatcatatta aaagaatcta aaaataatcg cggttcttgt    671760

     tttgttttaa taaaaacctt aataagactc agttaccgtg ttatcgttgg gtgtagattt    671820

     gcgcgacata ctaaaaaaac ctctattatt taaataaaat tgaaatttaa tactttgata    671880

     aactttcaac tgatctgagt gaataataca agtttttttt aatttaagta ttttttttaa    671940

     aatttttttt aactaattct aaattaggat ttttgccaat aaccgatgcc aaaaattgat    672000

     cattataccc atcaataatc gttgaaaccc acaaatgcac tttaatattt gtaaaaccaa    672060

     gtcaaatcag tgtataattt agttaatgat ttattagttt aaaatcattt ttaattaaat    672120

     tagttttttt gaaaattcct cataaaattt ttttttgaat taggttgtct ccatttcatc    672180

     aaccatttta tttttttcat aatttttaac actaatttat gattaatgtt gtgattttaa    672240

     aaattctttg ataaagaact gcaatttgtc cataaccaat tgaaaaataa tttttttgat    672300

     ataaaaaaac cctaccaatt tttttaacgc caaataatcg atgattttag ttttttcttt    672360

     tttggttttt tgtttcttca ccaaaaataa taattattgt gatttttttt gaataatttt    672420

     aaaattttat aaataaaaaa agtatttttg tgaaaatttt aactaaggtg aaaataatat    672480

     tttctaaatt agggttacta taatcaataa cgatttacaa taattcaatt tcttttcttg    672540

     ttatttgtat ttttcatcaa cataaccgcc tttcattcct tacattttac catctaaata    672600

     ttttttctca acaaaaaaac aatcaaacaa cataatttcg caaaaaaaca gaaaagacaa    672660

     cgccccatta ttaaagaaat tttgcaattt tttgtaatgt ttttttgatt ttaaaagatg    672720

     agaataaata cctaaataag aaattaattg ttaatttttt aaccctaaaa tgcgtggtaa    672780

     atggggtgca gttcgttttt ttaagtaatg tgatataata agaatagcat agacaaattt    672840

     atttttaaaa taaatttgtc tatggttaaa ttgaattgcg atattccatt ttttaatata    672900

     tttttttatt taaactaata aaaaaaaata aaaatgaggt atataaaata atgaaattag    672960

     atattaaaaa aaattatttt tttaataaaa aatattttaa atttacattt gtatttgttt    673020

     tgtttgtttt attatttaat aaatttaatc aaaaccatat atttgctatg ataaataaag    673080

     atattgcttc ttcttcaaca tcaaatagaa tccattcgaa tcaatcaaaa aaaataagtt    673140

     taacaagtag ttcaaaaagt ttcgaaactt tggaaggact aagtcataaa aaatcaaatc    673200

     cacaaaattt atctttttat gatattgtaa aaaatattaa attggattta aataaaaatt    673260

     atcatttagg agtgttttct ttagaagaaa taaaagatca attttcagat attttaatca    673320

     atttttaccc ttcatttaaa ttttatggtt cttttccaac tacagaaggt tctcaaaact    673380

     tttttaaaat atatgaacaa caaagccatc cacaatcatt ttatatatct ttaaaagatt    673440

     ttgaagaaat atttgaagaa ggaggaggag gagtcattta taataaatta agattaaaac    673500

     aaaatgaaat acaaaaaaga acaatttata gtttttttta cgataccgaa agtcataatt    673560

     atataggttc tgatgaacat acaagatgga attctgataa tgtacttgat tttattgtag    673620

     atatagaaat aactaaatct cctataagta atgctattcc aataaattta ctttttaaaa    673680

     cattttctta tacatcagat aatttatttt ttgatattgg ttttggaata gataatgttt    673740

     cctttataaa aaaataaaaa ataacttttt aaaatattat ttagtttaga atttattttt    673800

     tcttcttttc tttttttata aacaaaaaaa ctaatctttc taaaaaaaga ttagtttttt    673860

     tgtttatatt tttaatatct tgtttttata aaaaattata atgaaaatta aagtccatat    673920

     taaaaatatt gttattttat aattggtaat gtttaaaata ttttttttaa aatattactt    673980

     ttagaaaatg caataaaagg gaatgtgctt ttgtgtaggt gataaatatc ttgttgagat    674040

     taaatgttaa ttggatttct ttgataacaa aaggcaaaaa aattattata ataaaagctt    674100

     tcttctaagt taaaatagtt tttcaaaagg tgctatctat tgtaatcatt tggctttttt    674160

     ggttaactaa atttaatgct aaatggcttt aaaatatgag gtgctaatga tgatttatta    674220

     aatatcttat tatgattaat aattaaatat attttttccc taataaaagt tgtttatcag    674280

     gagtaaaggt gaaaaaacaa gataatttat ttagattcaa aagttatgta gccataacgc    674340

     tctgaagcgc taataaaact aataaatata aaagataaaa aagataacat taattagata    674400

     atgttttcaa atgccccaaa tgagactgat aacctaattt aacaaaaaaa gccaattttt    674460

     attataaaaa gaaataaatt tcctaatttt tttattaatc atattaaaag aatctaaaaa    674520

     taatcgcggt tcttgttttg ttttaataaa aaccttaata agactcagtt accgtgttat    674580

     cgtttggtgt agatttgcgc gacatactaa aaaaacctct attatttaaa taaaattgaa    674640

     atttaatact ttgataaact ttcaactgat ctgagtgaat aatacaagtt tttttaattt    674700

     aagtattttt tttaaaattt tttttaacta attctaaatt aggatttttg ccaataaccg    674760

     atgccaaaaa ttgatcatta tacccatcaa taatcgttga aacccacaaa tgcactttaa    674820

     tatttgtaaa accaagtcaa atcagtgtat aatttagtta atgatttatt agtttaaaat    674880

     catttttaat taaattagtt tttttgaaaa ttcctcataa aatttttttt tgaattaggt    674940

     tgtctccatt tcatcaacca ttttattttt ttcataattt ttaacactaa tttatgatta    675000

     atgttgtgat tttaaaaatt ctttgataaa gaactgcaat ttgtccataa ccaattgaaa    675060

     aataattttt ttgatataaa aaaccctacc aattttttta acgccaaata atcgatgatt    675120

     ttagtttttt cttttttggt tttttgtttc ttcaccaaaa ataataatta ttgtgatttt    675180

     ttttgaataa ttttaaaatt ttataaataa aaaaagtatt tttgtgaaaa ttttaactaa    675240

     ggtgaaaata atattttcta aattagggtt actataatca ataacgattt acaataattc    675300

     aatttctttt cttgttattt gtatttttca tcaacataac cgcctttcat tccttacatt    675360

     ttaccatcta aatatttttt caacaaaaaa ccaatcaaac aaaataattg cgtaaaaaaa    675420

     taactttaat ttaattttat tcccgccttt tccacttttt taacctaact atataatgca    675480

     aagataaaat taaaattcat cttttcaaat caaaaaacca acaaaacccg taccccatta    675540

     ttaaagaaat agtaaataaa tgttttttgc aactttttgt aatgtttttt tgatttgaaa    675600

     agatgaaaaa agaacttgat tgttattttt ttaaccctaa aaaaatgtat ggtaaatggg    675660

     gtgaagttcg taactactat tttaactttg ggagcatttt atagaggaaa agcagaatgc    675720

     aatattagaa aaaaattata gatgataatg taatgaatac tatcattaaa ttaccttgaa    675780

     tatttctaat attacatgtt ataataaagt aaattactaa aaaattatat actatttatt    675840

     caccaaaact ttttaccaat tcttttaaaa aaaaattaaa atatgtagaa aataagaggc    675900

     attttataat aaaaatgtta taataaagct gtaaatacaa acaatggagg aaaacatgta    675960

     tcacattcca ataggaatct caggaagaca cgctcaccta tcacaagaaa caattgatat    676020

     tttattcggt caaaaaaatt atcaactaac ttttttcaaa ccactcaaac aaacaggaca    676080

     atttgcagcg caagaaaaaa ttgatgttat gagtccatca ggaaaaattc ttccacaagt    676140

     tcggatttta ggacccacaa gaatttttga ccaagtagaa attagtcaaa gtgatgctct    676200

     aagacacagt tttacagctc ctgttagatc ttcaggcgat attaaaggtt caggcaaagc    676260

     cactttaata ggaccaaaag gtcaagtaga cattgaagaa ggtgttatta ttgccaacag    676320

     acacattcat ttatctaccc aagacgcaaa aaattttgac attactgaca aacaaatggt    676380

     aagtattgaa attgaaggca ctaaacctgg tatcttaaaa caagttttgt gcagagtaca    676440

     ccctgatttt aaacttgaat gccacttaga tactgatgac ggcagtgctt ttttactcaa    676500

     aaatggcgat actgttaaat tactgaaata aatcattaaa caaaataaaa aaataaataa    676560

     ttttttaact taaattcttg agttataagg atcttgcaac taacccccaa agaccttata    676620

     acctatattt attttcgccc cttaacataa ctaaaaaaca taactaaaaa ttattttatt    676680

     tttttattga acgaaagaca taaatttcct ttcatttgtg tctttcgctc aataaaaact    676740

     cttcttttaa aaacgcaaac aacaagaagg aggtaaaacg gataaggata aaaattacaa    676800

     aaacccaata aacttaatta aaaaattatc ctcaataaaa tcaatgcaaa caaccaatcc    676860

     atcttttaaa aagtttctca gatctgaagt ttttcgtgac cctatctacg gttatattta    676920

     tctggaatac gaattgattg aaaaattaat tgatacttct gttttccaaa gattaagacg    676980

     tataaaacag ttaaatggag ctaacatcgt ttttcatgga gcagaacatt ctcgttttac    677040

     acacagttta ggtgtttatg aacttgcaag acggttttta aaaatcacaa atattaaaaa    677100

     acacttttct gaaaaacaaa aattaatttt actagtatct tctttgttac atgatattgg    677160

     acacggcgct tattctcatt cttttgaaac cttatttgac gtaaaccacg aaacacaaag    677220

     tgcacgcata atcaaaaata acaaagaaat tagaacttta ttagatccaa taagtcctga    677280

     tttcaaaaac gatgtagcta gtgtgattga aaaaacaaag aaattcccct taatagaaca    677340

     aattttaact agtcaaattg atattgacag attagattat ttagaacgag attcttattt    677400

     tacaggtgcc acttatgggc atatcgattt agaacgttta atgcgtagca tgataattga    677460

     gcctcatcct agcaaaaata acgaaaaatg tattgccttt agacaaagtg gtgtttttgc    677520

     tattgaaaat tttttaatta accgatatca tatgttctgg caagtgtatt atcatcctaa    677580

     agtaagagct tataacacta ttttagaaaa aatttgtaaa cgtttatttg atttactaca    677640

     aaataaatat cctatagatc catacatcca acctttttat aattttgtaa acaatcaaac    677700

     tgaactagat aaatacttag caattgatga ttattatatg aatggtttaa tcttgcatct    677760

     taaaaatagt aatgatacca ttttaaaaaa tttatgtaat gattttctca atagacgtat    677820

     ttggcacatt ttagatgata acaaacaaaa ccaagaacaa attgcacaca ttaagcaaca    677880

     atatcacagc caaaacaccg attatattaa atattatact tcaagtaatg ctgcttttca    677940

     aaatgcttat tccgaaagta agcctaaatt tgaaaccaaa atcttaatta aatctcaggg    678000

     agaactcaaa agtcttaaag aagaatctcc cattattaaa agtttaatta aaagtagccc    678060

     taaacaagat aataaatttt tttatcgccc tttataaaac cgaaactccc cccccaaaaa    678120

     aaaattcccc caattcgcaa ctatcctaca aatcccaaaa gccaacatcc atatcaattt    678180

     tatttaagga aatcaaatgc atcacacaaa caaaaaaaaa tacggtcaaa attttttaac    678240

     agatgttaat ttattaaaca aaattgtaac taaggcttca atcacagaca aaaatgtttt    678300

     agaaattgga cctggtaaag gtgctttaac caaaattatt gtccctcaag ctaaaaatgt    678360

     tttagcctat gaaattgatg ctacccttaa acctttttta aattttgaaa atcataacaa    678420

     tgttaatatc atttatgatg attttttaaa aagagattta ttaaaagatt ttgatcatta    678480

     ttttagtcct aactctcaat taagtttaat tggtaactta ccttattata ttacctcacc    678540

     tattcttttt aaaattattg acactccaca aattaatgat gctactatta tgattcaaaa    678600

     agaagtagga atgcgtttac tggctcaacc aaataacaaa aattataacg ctttatctgt    678660

     aattattcaa tttctattta gtattgaaaa aatccaagaa gttaaaagac atatgttttt    678720

     tcctacaccc aaagtagaca gtattgttat caaacttact aaaaataaca acattttacc    678780

     tactttctta aaacaattta tcaagtttgt aaaaaattcc tttaaacaaa aaagaaaaac    678840

     tttactcaac aacttatctt gtcaattttt gttatccaaa gaaaccatta ttcccttttt    678900

     cttacaacat cacatccctt tacaaattag agccgaacag gtaactttag aaacttttca    678960

     aaaattaact gttaaatggt ttattttttt aaatatgtca taaaataata aaacttttca    679020

     tatttaaaat aaatcaaaaa gctcattaga aaataatttt ttcctttttt ccgatattaa    679080

     acatcaatat caaaaaatta aatattaatc ttttttaaaa taaaaaaaca ttaaaatatt    679140

     aactgtatcc aataattatt tatattttat ttgtaatttg tatcattgca caaaccataa    679200

     ataataaata atgaataata atttagcatt taatataaaa tgaagcaaaa ctggaggctt    679260

     aagaaatgaa agttactgat gtaaaagtta gaaaaataaa cggtgaaagt agattaagag    679320

     gagtttcttc aatcactttt gaaaaccaat ttgtagttaa tgacatcaga attatagaag    679380

     gagaaagggg tatatttatt gctatgccaa gtagaaaaac ttccaaaggc aactttagag    679440

     atatcgctca tcccatcaat tcagaaaccc gtcaaataat tgaaaattgt atcaaaacca    679500

     aataccaaga tttgctagat aaccctccac aagaagaaga tttttctcaa aattctgaaa    679560

     attaataatc attaccttta aaaaaattcc agttttttgg aatttttttt acatgttttg    679620

     aattcaaaac accattttat taaaaaactt ttgcaaataa aaaactaaaa cacaccaaac    679680

     taaaaaccca atcatcacaa aaaaacttta aattactaaa atatttatcc caaaaaaatt    679740

     aagcaaagag gtacaaaaat ttgtcttgtt gcagcaatta ttcattcatc cacaatcaca    679800

     aacacaacga taaaaaaaaa ttaatttgtt ttgttatagg aacattttta tatagtttat    679860

     ttgctatata tttacattac tacaagaaca caaacacatt agtattagtc tttgtttctt    679920

     tggcactttt atttttaatc ggctatcatg tcattttaga aggttttata gaaacttggc    679980

     aagatacttg caaatttaaa aaattcactc caaacattca tattttaatg actttagctg    680040

     ctctaggagc tttatattta caaaactaca acgatggaat tttattaatt gtcatatttt    680100

     caggagcttc ttttttagaa gaatacgttg agtcaaaaag tcaaaaagaa atcaaaaatc    680160

     tattaaaact tcaagtagca gaagcaagat tgcaaaaaga agacggcagc actgaaatta    680220

     ttccttccaa aatactcaaa ataaatgatt tagtcttaat tttaccaggc gaccaaatcc    680280

     ctactgacgg cgtaattgtt tcgggcaacc ccaacattaa cgaagctcac ataacaggag    680340

     aaggcattcc ttgcgacaaa caacgaggcg attttgtcta cggcagtacc attaacggca    680400

     acagccattt tgttatgcgt gtcacagcta ctaacgaaaa gactgttttt gctcaaattg    680460

     taagattggt aagtcaaact caaaacaata tttccaaaac tgctacttta attaaaaaaa    680520

     tagaaccaat ttacgtaaaa acagttatgg caatagtagt tgttgtcctt ggtcttgcag    680580

     gaatactaca ttttgctgga caaagtaatt ccaatttcca atttatcaca tggctacaaa    680640

     aaacaatgat ttttttaact gtatcatctc catgtgccct agctgccgct gacattcctt    680700

     ccactcttac agctatttct aacctcacta aaaaaggaat tttattcaaa aaaggcagat    680760

     ctttggaaaa aattgcagac atcaaagttt ttgcatgcga caaaacaggt acccttactg    680820

     aaggcaaacc tcaagtaact gatgtttatg tagcgcctga aataaatgaa gaaaagtata    680880

     acaaatattt aaatatatta ttagggatgg aacaaaaatc aaaccatcct ttagcactag    680940

     ctattaaaaa ccatttccac cataaatctt atctccaaat ggaaattaat aactcagttg    681000

     gcatcggtct tgaagctttt tttcaaaaca atcattataa aattgcaaaa gctaatgatt    681060

     ttaccaaaac cccaatctct gaatctttac aagcccaaac tcaaaaattt ttatccgaag    681120

     gtaaaaccat cgtttatttt agttgtaata atcacattgt tatggcttta gcacttttgg    681180

     ataaattgcg tcctcaagct tataatttga tgcaatactt caacaataaa aacatatata    681240

     ctgcagtaat tacaggagat actcatcaaa gcgcttgcat cttacaaaaa aaacttcatc    681300

     taaatgcagc ttggggaaat attctacccg cctacaaact agaaaaaatt caagaactac    681360

     aaaaagaaaa aggcactaca gtgatggtag gtgatggtgt taatgatgct cctgctctta    681420

     aagctgctga tgtaggaatt gcgatgcaaa acggtactga tgtggcaatg gatgtagcag    681480

     atgcagtttt aatgcaaaat gatttatcaa aaattatcta tactcaccaa gtagctgtca    681540

     aactgcgcaa aatcatctgg caaaatatta tttttgctat ggcagtagtt tgtatcttga    681600

     atctttgtaa tctttttgga tatatgaatt taccttgggc agtcacttgc catgaaggaa    681660

     gcacaatttt agttattttc aatggtttaa gacttttaca aaaccccaaa aaccctaaac    681720

     cagaagacaa aaagactaat aaaaaaaaaa ttaataaata atttttttct ttattaacat    681780

     cattataaaa gacaaaacaa agacaaaaaa aaccacccca aagggtggtt ttttatttac    681840

     atattaagga ttatcaaatc ataatttaaa aaagaggaga gtgttgattt taaaatattt    681900

     tattattata tttataatta tttaatcttg ttcaaatgtt ttatcacgtt ttaatttaag    681960

     ataaaaagtt gaaaaaatta atgatgtaat gataaaacaa ataaaattac taagaaaaat    682020

     gctcaaacct actcccatta cgccttgatt taaaaagtat ttggaaaaaa gaacaataaa    682080

     aaagacacga attaaagttc ttaaaaaatt aagataaaca gaaggcccta cgcgtttaaa    682140

     agctaataaa aaattaaaca taataataga accacacgat aaccataaac tagttgtttc    682200

     aaaaaataat aatgtacgaa aagcatcttg ttccaaacta gaaatctttt cccaaggact    682260

     accatgaaat aatggcaaaa tcaacttata accaaaaata ttaatcaaag agcctatcaa    682320

     agccaaaaca aacatacaaa aaataatttt tttgaatgct tcaaaaactc tattaaggtt    682380

     attatgacct aaattttgag atataatagc attttgggaa tccgaaaaag aattaagagc    682440

     attataaaag acattattga tagttactgc taaggctaaa ttagctccaa tttgagaact    682500

     actaattcct tgaggatcgc cgtaacattc tttaacaatg atacttacaa ttaatttgcc    682560

     aacactataa atgctaatac tagcacaaac aggaatagct aatttgaaaa gtttttttaa    682620

     aaattcttta tcaaaactga ttttggataa aataatacgg aaggggtttt tgctgtcaaa    682680

     aaataaaaac cacaaagcaa ataaagtaac aattccgtta gaaatcaaag taaccaaagc    682740

     caaagaaacc atggaagaat tccaataatg aaaaagaaca aaagaaaaaa taattttaat    682800

     agaagcattc aaaatattta aaaaaagggc aattttgtta ttacctttgg cgcgctccaa    682860

     acttaaaaaa actgtattta taatgatgca aacaagtgac aatataataa gattgtaata    682920

     cttaatacct tcattgtttt caattgcatt ttgactaatt tttaaaatat tagttgcaat    682980

     gaaacttttg aaaacaaaaa tgcataaaaa aactaaaata aaccccgtta aaatagaaag    683040

     aacaaaagtt tttgccaaat aaaggtgcat tttattaaca ttattttgtc cataagcacg    683100

     tcctactaaa ataacacctc ctgtggcaat agaaatacca aaaggaataa gaataccttt    683160

     aaatatatgt acgcgactta caaaagtgag ttgattatct gaaatttgat ttctttttaa    683220

     aataaaaagg tcaatagcat ctgatgcatt ttgaaaaatc caataaataa tgataggaaa    683280

     tgtaaaataa aaaattactt tccataagtt tccttctaat aaaaattttc tatttctttt    683340

     ttcattaatt aaaatttgtg ttattgcttt tgttttaacc acaaaaaacc tccatctaat    683400

     gttttggttg agtcaaacaa tttgaaaata tgtgcaaata aaagccataa cacatattat    683460

     attttatcaa aattagaggg gttttaggag gcaaaaggtt atatttagag ggggaatgtg    683520

     ctaaaatatt tcatttattt aggcaactaa acatttttta cagctaccct caatttagct    683580

     gaaatactac gcgaattgtt ttgcatttct tcttcacttg gcaaaaaggc ttttttagta    683640

     ataatactta aaggagtttg gggaataatt gcaataggca attttttagg taaaacaaaa    683700

     gtactatgtt ttttaaaaaa atgtttaata attcggtctt ctaatgaatg aaaactaata    683760

     actactatcc tggcatttgg ttttaataaa tcaagacttt gttccaaggc ttgttttaag    683820

     gattctaatt cttgattaac ttcaatacgc aacgcttgaa atattttttt agcactatgt    683880

     cctttttgga ggttgcaaaa tcgatcagtt atagaaacca aatcataaga tgtctgcaaa    683940

     ggtctttgtt taatgatttc tgagacaacc aaagaagcat ttttaacttc accataaagc    684000

     ttaaaaatat tttttaattg tgcaaaggag taattattta aaatatattg tgcagtaatt    684060

     gtttgattaa tattcattct catatctaaa ggagtgttat gcaaataact aaatcctctt    684120

     tggggattgt caatttgaca agaagatagc cccaaatcaa ataaaatacc atctaatgaa    684180

     aaacttttcg ttgtgctaat tgggctttaa atacgaaaaa tactatgaat tatttcaatt    684240

     ggcaaatgtg gtgacaaggt ttttttagca tttgtgcaag cttctacatc ttggtcaaaa    684300

     gaatataaaa acccttgttg caaaagattt gcaatttcta tagtatgccc acattgccct    684360

     aaagtggcat ctacataaat accttcaggc ttgatcttta aaaaatctat ggcttctttt    684420

     ttgagaactg aaatatggtg aaaattttgt ttgttcatgg tttttaccta acttgcaaag    684480

     ttaaaaaatg tgattcaaaa aaataaatat tgaaaaaaag aaaaggaaaa tgaattacaa    684540

     ttataaaaaa aatagttaaa ttacaaataa tattgtttaa tttaacttat tttatcaaat    684600

     atgaaatagc gtctaaatgt taattactta aaggcaaatt taactttatc attaataatt    684660

     tcttccaaag ctttaccaac tactttatta cacaaaagtt caggcaattc ttttttttga    684720

     gcttctatga catgagcagt tttgcttgca atatgaacta atttgtattt agaattaatt    684780

     ttatccaata atttatcaat agaaggatag atcaaacctt ccttattgta ttttttttta    684840

     tttggtttac tattattctg cataaacatt atcctccaat atttttaaat aattgcgaat    684900

     actacgtttc gttttggcgt gttctgctct aataattgca ataatacggt cagcagcatt    684960

     agccacttca tcatttacta caatataatc gtatttgtga gctaagcgaa actcgttatt    685020

     ggctttggca attcgttgta caatatttat ttcttgttcg gtaccacgtt tttttaaacg    685080

     atcatagaga tctttttttt taggtggaac caaaaaaata aaaactgtgt ttggcatacg    685140

     tttttttctt aaatgagtgg ctccttcaac ttcaatttct aaaaacactt cttttccttg    685200

     ttttaaaaaa tcttgaattt gctttttagg agtgccataa taatgatcaa taaatttagc    685260

     ccattctaaa aaacaattgt tttcaatccc tttttcaaac tcttctttag ttagaaaatg    685320

     gtaatcttta ccgtcttgtt cgcctggtcg cggttttctg gtagtagcag aaacagaata    685380

     cacaaaatta tgattagtca tttcaaacaa agcttttcta acagtggctt taccaactcc    685440

     tgaaggtcct gaaagaatta ttaaaagtcc ttttttattt aatttcatgt tagattacct    685500

     ttttcttaaa ttttgtgaaa gtggttaata atattagttg tgcttaaata attttaaaaa    685560

     ttgaaggtta aaaaattaaa gtggttttga ttaaaataaa caatcaccac caaaaaaatt    685620

     aatattgata ttaatatcga ttaattaaca ataatattta acaatttgtt gggaatataa    685680

     atcatatttt gaattttttt atggcataca aacttattaa cttttgaatc ttgcaaagct    685740

     cgaattttaa tttgttctga agacaaatta aaaggaagtt ctaaaacagc tcttaattta    685800

     ctatttactt gcacaataat ttttacttgc agttgttcca aatggttttt atcataaaaa    685860

     ggccaagtta aagcaactaa ttgggtttta ttttttaaaa tggtttgatt aatttcttct    685920

     gtcaagtgag gagcaatcgg atttaatagt tgtaaaaaga tctgtgcttg tttttttcct    685980

     attttttgat gtttataaac ttgattaaca aaaatcatta attgactaat aactttattg    686040

     aatttcaatt tttcataatc ttgggttgtt tgaaaaatgg tttgatgata aatagcgttt    686100

     agagaagttt caaaatcatt tggcattgaa aaagaaaaca tttgataaac tctatttaaa    686160

     aaacgttgta ttcctttgaa acctttttca caccaatttt taatatcttc taacggaccc    686220

     ataaacatga tataaattcg cagtacatcg gcgccatatc gcgcaagcat taaggaagca    686280

     cttactccgt tgcctttgga tttggacatt ttagtgtgat catgtcccaa aataatacct    686340

     tgattaacta atttttgaaa aggttctttg gtagaaacca aacccagatc gtataaaaac    686400

     ttatgccaaa aacgtgcata aagcaaatga ccaacagcgt gttctgtccc tccaatgtat    686460

     aagtctactg gcaaataata gtcaagtagt tcttttgctt tggcggtatt taacgggatt    686520

     agacccaaat ggtttttcaa aatatagcca atatagtacc aagagctacc tgcaagttgt    686580

     ggcatggtgt tacaatctct gcgatatttt ttgccatctt tttcaaaata tagccaaaaa    686640

     tgggctttgg atatgggtga ttcacctgtg cctgatggtt tgatttgttc caaaacagga    686700

     agttctattg gtaagtttgt atcgctatca gtataaattt cattattgga atcatcataa    686760

     taaatgggga agggttctgc ccaatatcgt tggcgcgaaa agacccaatc acgcaattta    686820

     taagtataat gaggataacc gtggtttttt ttttctaaaa attgcaacat tttagttttg    686880

     gcttgttcgt tattaagacc atttaaaaaa tcactattga tgtgaatccc ttcccctgta    686940

     taagcctcgg tcaagggagg ttgagtttga ttggtggtag gcattgcaaa atcagaagag    687000

     gggggattta tgacttgaat catttttaaa ccatgttttt gagcaaactc aaaatctctt    687060

     tgatcatgac aaggaacaga cattaaagcg cctgtaccat aatgaggaag aacataatca    687120

     gcaatccaga taggaatttt ggtgttgtta caagggttaa ttgcaaaact gcctgtaaaa    687180

     acacctgttt tgtctttgtt gatgtctctt tctaagtctt ttttttgttt tgttaattcc    687240

     aaataattgt taactgcttg ttggtgttcg gttttggtta gttgtaaggc taattcgtgt    687300

     tcgggcgcta ttactaaaaa agttacacca aaaagagtat cggggcgatt ggtgaaagtt    687360

     tttaaagtca ttttttgatc gaaaactggg aaggagacaa ttgctccttg atttttgcca    687420

     atccaattag cttgcatttc tttcacattt aaaggccaat taactaaatt aaggtcgtct    687480

     aaaagtctgt cggcatattg agttattttt aaaacccatt gtttcatctt ttttttaaca    687540

     accggatgat tacctctttc agaaaacatc cctttttcat tagaaattac ttcttcattg    687600

     gcaagcgctg ttcctaaatt agggcaaaaa tttacttcta tatttttgag aactgctagt    687660

     cctttttcgt aaagtttttt aaaaatccat tgagtccagg cataaaaata aggatctgag    687720

     gtggcaagtt ctctgtccca atccacactt ttaccaatac tttggatttg ttttttaaaa    687780

     ttattgatat tttcataagt aaaattgcgg gggtttttgc ctgtttgcaa agcatattgt    687840

     tcggcgggca gaccaaacga atcccaacca aaaggatgca aaacattaaa accttgcatg    687900

     cgtttgaacc tactcataat atcacttgca gtataacctt caatatggcc tacatgaagc    687960

     ccttcagaag aaggataagg aaacatgtca agacaataaa atttcttttt tgaaaagtta    688020

     tcttgagttt tgaaaacatt attttgttgc caataaagtt gccatttatg ttctatttgt    688080

     ttaaaatcat aaattaattt tgtcatactt gaaagccttc tatatttgtt ttaactttta    688140

     tgatgtgtta taatgtgggg gataaattaa atgattgaaa aaaaaaaaaa tgagttagtt    688200

     taagaggtgt ttttggttat gtaaaaaacg atatcttgaa cagttttgaa attttgtaaa    688260

     gttgcatcac taatgttgat ttgaaatgtt ttttctgctt ccataactag ttctaaagcg    688320

     tcaagtgaat caagtcctaa atcttcttta aaacgggtgt ctaaagtaat tgtagaagta    688380

     tctaaagata attgggtggc aattaaatct ttaattttct caaaaatcat tttttatttc    688440

     tccttcaaaa aagcaataat tgcttaataa tattatacta aaaaaaatct ttttttaatt    688500

     gttacatttg ccaaaataaa aaaaagtaaa tgatttgcct gtattcaaaa tgaagttgtt    688560

     ttgattgtaa attataaaaa ggtgtccatt tacaagaaac aaactaaaat attttattaa    688620

     aataatttag tttgttaatg agaaattatt taattttgta attgttttta ttgaaataaa    688680

     atttcgttaa tttttttttc gtctaattga ttcgctaaca aagttaaaag ttttatagtg    688740

     tttataatgt cttgtttgtg tactacagaa gtgtgagaat gaatgtagcg tacaggaaca    688800

     caaaaagata aggaagctgc tccttcacgc actaaatgca tagttgcagc atcggttcta    688860

     ccaccaattc cacttatttc ttgtacaggg atattgtttt cggtagcgat tttaagaaca    688920

     aaattgcgta atcctttgtg agcaactaag cccccatcat aaactaaaac ttgagggcct    688980

     tttcctagag tatgcccttc tttttcgccc cccggaacat catttccaat accagtatca    689040

     acagcaatag caatttgagg gtgtactttg tgagcactgg tttgagctcc gcgtagtcct    689100

     acttcttctt gggtagtaaa aacaccaaaa aattgatggg tagtaggatt gacattttgt    689160

     aaaacttgca tcacaattgc aactcccacg cgattatcta gggcttttgc aaggaggtaa    689220

     tcagaattac caagtgtact aaattctata taaggagtta ccatatcacc aacacgaacg    689280

     cctaatttta aagcttcttc tttgtttgca actccaatat ctaaatacat agaagaagtg    689340

     ttaataactt gattgcgatc ttgaaaagac atggcatgtg gaggtttaca accagtaact    689400

     gctttaagaa tgcctttatc agtgtgaatt tgccacactt gagcaagcat tacttgagaa    689460

     aaccaaccac caagagtttg gaatttgata aaaccttctg gagtaatttg cttaactatt    689520

     aaacctattt catccaaatg tgctgcaaac ataatgcgag gacctgtttt tcctttacaa    689580

     gcaattacgg agcctaaatt atcatattgg atagaatcta cttggttttg aattttgttc    689640

     actacataat tagcaactgc tttttcttga cctggaatac catttaacat tgttaaattt    689700

     tttaataaag aaactaaatc actcattttc attctcattt ttgggtgcgt gtaaactagc    689760

     gatttggaat tgtttaattc ctgtaaatgt aagataaata ctgtgcacta aagataaaac    689820

     agcaaataat tttaaaatga tattttttaa gttttcaaat aaattactac ctaatccaaa    689880

     acaaccaaat ccaaacatta aaagatataa aatgaaaaat gaaaaatttt gtttcttgaa    689940

     ataattaata tttaaattaa tgaaactgtg aaaaataaat atcaatgaca aacaacagtt    690000

     aaaagttaaa agtttgccaa ctaaagggtt tttggttttg aaatcatcaa tatttaacaa    690060

     acctaatccc ggtaaaaaaa aggaagtaac aatgacaaaa acaaagacaa aaacttctag    690120

     ggcaaagaaa aaacgaagtt tagaaaaagt ttctttgtat tttttaaaaa ctactaaata    690180

     agtaaatagc gataaaagta cacctaaaaa aaataatcct aattggaatt tcaaacttcc    690240

     aagtttaaat gtttggtcaa aaaaacaaca tacagctacc aaaagaaaaa aagttgccaa    690300

     taataaagag taaaatcctt gtaaacgttt ttgtttaatt tgattcatta tattatataa    690360

     ctcctatttt tttctaatta ttgcaaaatg aaaaattaaa aaataattat tcatgaaaaa    690420

     cataaaaatc aagtttaaaa ttaaaaaaag aaaaatcatg aaaatacgta ttttgaaatt    690480

     tttaaattat tttttagcaa gagctttttt taaagctgaa acaatttcgg tttttttaag    690540

     tttattaaaa ttaggaactt tgtgttcttt tgctaatttt tttaactcag gaagcaacat    690600

     tttagataaa tctaaagaag gtttttttgc tttaatttgg gttatttgtg gttgtgtttc    690660

     caaagcataa tcggattttt cctcagaaag ttcattagat aaaacttttt caagttgtag    690720

     agaggttttt tcttcggttt gtgcaagttg gtttgattgt acttcttgta atttagttga    690780

     ttgattttct ttttttttaa atgtttgttg aaattgcact aaggtttctt ttgctaattg    690840

     aacatattgt gcgaaagttt ctggttgtaa gtgtgctaaa tccgataata ctttgcgatt    690900

     aacatccact tttgctaaag caagtccgtg cattaaacga gaatattgca ttccacataa    690960

     catagcacca gcattaatac gagaaatcca taatttacga aaatctcttt ttctttgttt    691020

     gcggtctcta taagcgtatt gcaaagaacg cattacttgc tcatgagctg ttttgtaaag    691080

     agtgcttttg gaaccaaaat atccttttgc catttttaaa acttttttgc gacgacggtg    691140

     tcttgcagga gtaaaactaa tttttgccat attatttttc ctttctataa tcctctaata    691200

     agagttttga ttctgttgta atcacaaagt ttaacacaag tcactcctct tagttggcgg    691260

     ttttgttttg tagttttgga agctgcaagg tgatttttgt atgcgtggcc tcttaataat    691320

     tttttctttt tagtaatttt aatgcgtttt ttaagcccgc tgtgggattt tttcttaatc    691380

     actttaatca tcctttctta tttttttatt tttaattggg tgtaaaaaaa tatttttggt    691440

     ttatgaattg ggttaagtag ttttattttg attaattttt cagccattaa aatacaccat    691500

     taaagttatt ttaaaggcga cagaactgct gttagttgat taccttgtag ttttaaagga    691560

     gtctcaattt gagataagtt ttttaaatct tgcataactt gtttaaaaac tgtttctcct    691620

     aattgaaaat tattaatcat acgaccacga aaacgcatac taacttttac tttatcacct    691680

     tgttttaaaa atttttgggc ttgtttaatt ttagtattta gatcgttttt atcaatggtg    691740

     ggattgaggc gaatttcttt taaaacacta atttgggttt tctttttggt ttcacgaagt    691800

     tttttttgtt ggttataacg atgtttttga tagttcatca gtcgcgctac catcggtgag    691860

     gaatctgcgt ttacaactac aatatcaatt tctttttgtt ctgataattt taaagcttcc    691920

     ttttgatcaa aaacacctaa ttgttcgcct ttttcatcaa taatgagata ttttccttgt    691980

     ggtatatttt cattatatag atcataatta gaactttttt taaatttgtt gattttaata    692040

     tttaaaacct ccttttggtt ttggggttat tttgtaaaaa taaaatgaaa tggcataaca    692100

     tgaaaaaaag aaacaaggca aaaagagaaa ataaaataaa ataaaaaaag agaaatatcc    692160

     aaaggaacat ttctcttctc taaaataact aacactaaat gtttattgca tttttttgca    692220

     aaaaaataaa tgtttatgtg ccatttgcct aaaaactaat tgttaatcag gcgagagaaa    692280

     aactcttctt ttcacgttaa tatcataaga ttattacaaa atatttgata atttttataa    692340

     ttgtattttg aatattataa aataaagcaa taacaatacc gctctaatta tataataaaa    692400

     agtgtggttt gtcaatggtt ttagtgattt tttggaaatt tttataggtt tggtgtaaat    692460

     agaaaaatag caaaataaaa gtgagttaga aaataaaaaa aatacaaatg atgctaacat    692520

     ttttttaaat aaaataaata ttaatttatc taaaatttag aatcagtaaa tatacgtatc    692580

     gcaaataaaa ccatattaaa aataataaac aaagaactaa taataatcca ttcatatttc    692640

     ttagctgttt tggtttgtat ataataatcg aatttttcta aaattgaaac ccatattact    692700

     atagcgatga ttaaaattaa aatagccata attgagttta ttattaaata aaaccatgaa    692760

     tttttattta ttcctaaaaa taaaaatgtt aaaaaaaatt ataaaaagaa aatagcaaaa    692820

     aaaaaatagt ttgatatttg caaagttgaa tttggttttt tctttttgtg gtttaattgc    692880

     taatttgggt cttgcattat taatatatag ataagtggaa ctccccacaa gcaaaaatgc    692940

     tgatgaaaaa gaaatgaaaa taaccaagat aataattttt gccataatat aaaaactata    693000

     tttttccaat gcctccaaaa aattagtgaa actgcataaa ataaaacctg tgcatataga    693060

     catcagataa gcgcttatag gaaaaaaaga ttaataccaa ataagctatt aaagaaaaaa    693120

     aactataata atagaaggta gaatgcttgt tattaataaa aaaacttgtt aaattttttt    693180

     aaaaatgtgc ggcaaaatta ataatttttt cttgagaatt taaattaata taagaaacta    693240

     taaaacttaa aaaaaataag aaaaaataat ataaatttag cacaaacact aagataatta    693300

     actatatttt gggttttgta atctaaaaaa accttttttc ttttaagttt tgcatattat    693360

     attttaaatc tttgatgcca aaataattat aaccctccaa aaataccata gtttttttaa    693420

     tttcttagaa ggaggaaata ataaaaaatt ttaaaaattt cataaaacaa accaaactca    693480

     aaaattatca ccaaaatatt taaaatactt ttttctttaa aaaatttata ataaaatatt    693540

     atttaaattt tttgtttttt ttgttacaaa aatcctaaac tatataaata gtttaggatt    693600

     taaaattttg cgttatgaaa atttatttgt tttgttttat tgttttttac aattaagaga    693660

     ttattttttt tgcaaaactt tgtcttttaa taaagaaaca aactcatcaa ctttaattgt    693720

     ggtttgtaaa tgagagccat attttctaaa agtaattaaa ttgttaatca tttcgtggtc    693780

     gccaattaca acttgataag gaatttttaa tttttgtgct tctctaattt tatagcccaa    693840

     agtgttatct ttggaattaa tttctactct gaaattttgt aattgtaatg tttctttaat    693900

     tttttgacta aattcgaaat gtagaggagc agacacagga attaaaagca cttgtacagg    693960

     agcaagccat aaaggaaaaa cacccttagt ttcttctact aaatgagcta aaaatctttc    694020

     catagtagaa acaactgcgc ggtgaattac aacaggacga tggtgtttgt tgtcttctcc    694080

     aataaaagta agatcaaatt tttgaggaag taaaaaatca agttgtactg ttgatagtgt    694140

     ttcttcgttg cctagggcat taaacacttg cacatctaat ttaggaccat aaaaggcagc    694200

     ttctccgatt gcttctttaa agggtaagcc caattcttta atagtttctt tgagggtttt    694260

     ttcagcgtta taccacattt ggtcgtcatt aaaatatttt tctgtgttgt tagggttgcg    694320

     ataacttaga cgcaactcat aatttttaat attaaaatca caataaactt ctaaaattaa    694380

     attaataatt ttttttatct cttctttgat ttggtcagga cgggcaaaaa tatgagcatc    694440

     attaagagtc atttctctta ctctttgtaa cccagaaaca gctcctgatt tttcaaaccg    694500

     atgcatcatt cctaattcag cgatacgcaa aggcaattcc ttataactat gaggattttt    694560

     tttataaatc atcatgtgat gggggcaatt cattggtctt aaaactagtt tttcgccatt    694620

     ttccaaagac ataatgggga acatattaga agcgtaatgg tccaaatgtc ccgaaatacg    694680

     gtaaagttcg gtatttgcca taatgggtgt gtagacatga tgataatcat agcttaattc    694740

     tttgtcaacg atatatcttt caacgatacg ccttacagta gctcctttag gaagccaaaa    694800

     gggaagtccc aaaccaactt ctttattaaa catgaataaa tccagttctt tgttaatttt    694860

     tttgtggtca cgttcttttc tctcttccaa aagttgcaag tagtcagcaa gcgcttgttt    694920

     tttgaaaaaa gaagtgccat aaatgcgggt caaagttttg tttttggcat ctccttgaaa    694980

     ataagctcct gatattttta aaattttaaa atgtttaata agatttgttt tgatcacatg    695040

     aacaccacga caaagatcaa aaaattctcc ttgacgataa atactgatag tttggtcgcg    695100

     aaatttttcc agcaaaactt gtttataagg gttgtaagca aataattttt tggctttttc    695160

     gaaagaaatt tcttctcttg taattttgtg gttttccaaa gaaatttgat gcattacttt    695220

     ttcaatagta agaaaatctt tttccgaaat ggtgtgtttt tgaaaatcaa tatcataata    695280

     aaatccttct ttaatggcag gtcctactgt aaaaagggca tctggataaa gtcttgcaac    695340

     ggcttgcgcc ataaggtgag cagtgctatg gttaagaact tccaaagatt taggatcaga    695400

     ttctgttaaa atttctaaat tgccattttt tttcaaagga aaatcaagtt cgattggttg    695460

     gttgttaaaa agggctgcaa ctggtttttt gaaatgttca gataaatgtt ctttccaaat    695520

     tgccaaagga gttgtgcctg aaataaattc ttgtatttga ttgtcaaaaa agcttatttt    695580

     aatcataaaa accctttctt ttgtagtttt tagttttttg atcttttaag aagttggtga    695640

     aaaaaagatg aataaagata atgaggaaaa tagtaaagta taaaaaattt tatttaaata    695700

     ataatgtgta atttgcacta aaattaaata aaatataaca aaactataac acaaatcaca    695760

     agaaaagggg gggattttag taattggttt gttggttttt attattttaa aaataaattt    695820

     ttaagttgtt ttgaaaaagg gtgcaatttc tttttttatt gtagaaacaa aaggcaaaat    695880

     ttctttttcg gatggcaaaa acatactaca agctcttagg tgacctttac aaccatattt    695940

     ttgaacaata tgataaattt gcggtccgtt agaacaaata cgcacttgaa ttttagaatc    696000

     atgatgttca aaaaaaagag cataaaaggg aaaattttta atattagata aaatattaat    696060

     cgacaaaaaa acctcttcta aattaatgtt gaattgttca ataatttgtt gattcacata    696120

     aacataggca aaaccgtcac aagcaacaat attttgacat atatatcctt gatattttaa    696180

     aaaattaagt gttactttat taatattttg ttccaccaaa gcaacatcaa taccatagtt    696240

     aagcaattct gaggcaattc ttaaagtttg ggagcttact ctatgatacc taaaattacc    696300

     agtatctgta attaaaccca cataaatagc caaagcacct ttaaaagtta ggtttaagtt    696360

     gagtttttct tttaacaagt aaaccatctc agaacacgaa ccaaaagaat catcaaccca    696420

     ctgataatta ccgtaatttt caattaaaat atgatgatca attcgaataa caacttttcc    696480

     aagtttaaat ctttggtcgc tgatggattg agtattgccg cagtcaacta caattactaa    696540

     agaattttgg taagtttcat cagttattac atccatttga cccaaaaagg ttaaatgatc    696600

     tttggtttgc ccaaccacat aaacattttt atgaggaaag gtattttgaa tcatattttt    696660

     caaacctagt tgagaaccat aacaatcacc atcaggattt ttatgtccat gaataacgat    696720

     agtatcaaag gctttaattt gggtttcaat aaatttcata tttgttcctt tctttgtaat    696780

     ttgttaaaat attagtttaa ttaaaatgat gttagttatt tttattttta ttttcctaaa    696840

     caaaatttag aaaacaattc tttaattaaa ctattttctt gattttcacc tataatttgt    696900

     cctaatgctt gataggcttt agtaagatca atagaataaa tatctattgg cattgattgc    696960

     aaaagggctt gttgcaaatc ttgaaaagat cgaagagcaa tttggatttg attaatgtgt    697020

     cttgcattag aaaaataatt aaaatctttg ggcttaatat catttaattg gaattttttt    697080

     aaaattgttt gttgtaactc aaaaaaccct gttttatcca agcttgaaac tgaaataatt    697140

     tcttgtggag ttaattggga agagtaatca caaagggaag aaattaattt atcacttttc    697200

     aaatccactt tgtttcctat aataatacga ggataatttt gggttaattg caaaagttgg    697260

     atatcttctt cttgcaaata attgctttgg tctaaaacta ataaaattaa ttctgcttgt    697320

     aaaagcattt tttctgttct taaaattcct attttttcaa tgggatcatc agttttacga    697380

     attcctgcag tatcaattaa atgaagagta aaacctcgac aattaaaata agcttcaaca    697440

     aaatctctgg tagtgcctga aatatcagaa acaatagctt tattttcatt taaaaaagca    697500

     ttaagaagac ttgatttacc aacattagga cgtccaataa ttaaagtttt tattccttct    697560

     ttaagatatc tatttttatg ggagtggctc aaaatatttt ctaattgttt gattaaactt    697620

     tggacttcca aagcaatttt ttgttgggtg atttgaggaa tatcatcata ttcaggataa    697680

     tcaatattaa cttcaatttg agcaattaaa ttaagaattt ggtcgcgcaa tgaagtcact    697740

     aattgagaag tatatttttg caaaccagaa ttagcaattt taatggcatt ttcattagtg    697800

     gcatgaatta ggtccataat agattcagct tgaattaggt ccattttccc attaagatag    697860

     gctctttgac tgaattcacc tggaaaagcc aatctaatat ctaatgacaa aattctttct    697920

     aaaaccattt gagtaattaa aataccgcca tgagcattaa tttctacgac attttctcca    697980

     gtaaaagaat taggagtttt aaaaacagaa atcaaaactt catctaaaat agtttggtct    698040

     ttattaagga taaaaccgtg agtaatggta tgtgttttgg ctttgataag gtttttgcct    698100

     ttaaaaattt tatttatttc tgtaatagaa ttgttgccag aaaccctaat tacactaact    698160

     cctcctgttc ctaaaggagt tgaaatagca gcaatagtat caaaaaacat ttattgggtc    698220

     tcctttcttt attgtttttg taatcttttc atttattgaa tgttgtttta aattgatatt    698280

     tataatttat aatatgaaaa aaatacaatc gaaaggaaaa ggggaaaaaa ttatcaaaat    698340

     aaaaaagttt tgtttggtta attttattgt taattagttt tggttttggg atttggtttc    698400

     aaaagcttta attgaatctt ttattttagc tatgaaaaga ttcatttctt gattgttttt    698460

     taaagtagca ccacaagctc tgagatgacc tccgccttta aattgtctag caatggaatt    698520

     aatttcagga ccacgagaac gaatacgagc tctaattgtt aaatctggtt gttctaagaa    698580

     aaaagcccaa attggatgat tttctaaatt acccaaaata ttaactaaac ttgcggcaac    698640

     gtcaatatgt aagttaaatt ttttcaatgt ttcttgagaa ataaaaacgt aaacaaagcc    698700

     ttgggaagta actacatttt gataaatata ggctttatat tgaaacaaag caagagtttc    698760

     tttattgagg tgaaaaaata tttgtgatac ataaagatca aaagcaagta aggaagaagc    698820

     agctttgagg gttttttggt caactctatc aaaacaaaaa ttaccagtat cagttaccat    698880

     acctacataa atagccaaag cacctttaga agttaatttc atattgcatt tttctttaaa    698940

     ttcaaaaatc atttgagaac aagaagaata attagcatct acccattgat aattacagta    699000

     attatctatt aataaatgat gatcaattct aattgtatct ttggctaatt taaatctttg    699060

     gtcactaatt ttgttttctt gaccacaatc aacgacaata gcaagagcgt tttggtacaa    699120

     agaatcacaa acttcatcca tcacacctac aaaagataaa gaaggatttt gttgtcctac    699180

     tacataaact tttttttgag gaaaagttgc tgtaattgca tcttttaaac ctagttgagc    699240

     tccgtaacaa tcaccatctg ggttggtgtg tccgtgaata ataattgttt caaaagcttt    699300

     aattttattg taaataattt tcataatgtt cctttaattt gttaatttta ataaattttt    699360

     atgattctgc tttttgttga gcttcgttaa ataatttatc gatgtttttg tctaagtctt    699420

     tatctaaaaa acaatctatt actaattttt ctacaactat acgtgaaatc tgggattttc    699480

     taaaagtggg agaaaaaaaa taaatggggt tgcctttttt agatgaatct ttgtcttttt    699540

     ctctttcttc tttcataaat tcaaaaatat ctttatttag ttctgaattt ttagaatctt    699600

     tatttttgga agaattttca aaatttattt tttctggttt aacgcttttt tcataacaag    699660

     gatgagtagg aaattggcta atttttttga ttaatttttc atttgttttt tttgaagtta    699720

     aatattttaa aaacaaccaa gaagcaagca cttcatcttt atctttttta taaaataaat    699780

     taatattgga tccttgttgt aaaacttttc ttttacctga atcaagacct tgttttcctt    699840

     ttttccaata aggaactgaa gttactccta ctttaaatgg agctttagaa atatattcaa    699900

     atccattaga agaagaaata tccattaaaa ttttttgatt cataaataaa tgagtagtat    699960

     agctttcacc agataattta cgagtaatta aatatttttt atcataaaat tttttaaaat    700020

     ctttaatcat tgttttagca tctggattat taaagcgcac tcctacttca tgacttgatg    700080

     aatctttttt agttggtgaa gttgtatatt caattcctct ttgttcggaa gatacaataa    700140

     ataaattaga ttcagaatca taagaaatag ggattttttc agggtcaact tgtttaatta    700200

     ctttgcataa attttccatt ttttcccatg taataccatc tttaagtttg ccttcaaaat    700260

     tagattcata attttcaaaa taagatttaa aatcagaatc gatttcattt ttttgttctt    700320

     ttttaattgt ttcttttaaa tgtttaaaat aatcttgatt ataatacatc aattcaatag    700380

     atttagaaaa tggcaaggaa taccatttcc ctggttcttt ttcatcacct aaaggcaatt    700440

     gagcctcatc ttcaaaattg ggataaaaat atgttttttt ttctgttgga ggatttgttt    700500

     ctgggcaagg ttctaattta atttttgaat tggtgtgttc tttaaatcca tcaaggggaa    700560

     ctaatttacc tgattcataa taatttacta aatgatcagc ataagaaaca attaaatgag    700620

     gttcgttgtt ggctggaaga gctacattaa tgtttttaac aatcccactc caactaggtt    700680

     tatattctgt ttttactttg atattaggat aatcttttct aaaattttca ataatttctt    700740

     ctaaaacagt tttcggtttt tctttttctt tttcaggatc taaacgatgc caaaaaacaa    700800

     tttcgatcgg ttttgctagg aattttttcc atgcttcact atctttatct ttatatttag    700860

     taagcatttc ttttaattct tgttcatgat tatttcttaa agcattagaa tcaattttag    700920

     gaaataatac aatagatgct aaaatgacaa ataagaaagt aaaaaaatga atgattttta    700980

     atttatcctt tgataccact gtttaatttt ccttctaaaa catatctttt acaaaaaacg    701040

     aacaacaaaa ctaaaggtaa tgtcatcaaa acagtagctg ccatttgttg attgactaaa    701100

     tgttggtttt tttcagagtc aaaaatattt ctaatcatat tagtaagcaa ttttccacct    701160

     acaagttcag gccataagta agcattccaa gcagcaactg ctctaaaaat aatgatatta    701220

     atgatattat ctcttaaaag tggagttaaa attttgtata aaaaaatcca atcactacta    701280

     ccatcaactt tggcagataa atagagttct ttgggaattt ttttgatatt ttgcattaat    701340

     aaaaaaatat gaaatacatt gattagaaag ggaagtatca ttgctaaata aatgccacca    701400

     aaaacgcgcg taccttgacc agaatcaaca aaacctaggc gcgcaactgt ttgatagtta    701460

     gttaaaaaca tactttcagt agttatcata gttgtgatta aaaagactcc taatataatt    701520

     tttttagttt taaattctaa aatactaaga gcaaaagcag ttataacaga gacaaaaata    701580

     cctaaaacag tagagaaaaa aacaacaaca agggttttta aaaaagttga aaacaaacta    701640

     taacgggtaa ataaaaaaga aaagttgttc cacgtcaaat ctttaggaaa aaaactagga    701700

     taagcaggat tgtcttgtag agctaaattt agcatccaat aaaaaggaat agccaaaaaa    701760

     agagcaaaaa gagataaaaa aaagtatttg ataaaagtgg cacaaacttt gggtaaatgt    701820

     tttttaagtt tagcaaaaat gagttttttt ttgttatttg acataattat caaggttcgt    701880

     tccttattta ttatttattt aatttctttt caaaaaagaa aaaattaatg gcagtaaaaa    701940

     gaatagaaat taaaagcaaa ataacagtgg ctgcagcgcc tctggaataa gaatccatta    702000

     aagttccttc taattgttga taaatatagc ctaccacagt atttacctta gtagtatcgg    702060

     aactaccaaa aactccaata acagattcat attctttaaa aacttgaatt attgtaataa    702120

     taagttgata aaaaatagta ggagtaagta gggggagagt aatttttcta aaaatagtta    702180

     ttttggtagc gccgtcaatt ctagcagcat cgtaataatc tttactaatg ttttttaatc    702240

     ccgcactaaa aattaaaatt tggaaaggaa gggatttcca cactacataa aaaattaaaa    702300

     caaacatttt atgtgaataa ggagctgcaa tgttaatcca atctttttgg atcccaaaaa    702360

     aagaattaaa aaaaccttca ggacgcactt ggatgccaaa actattgtga taaaaaataa    702420

     ctgcaaaaac cattcccata ataacaggat ttgttaaata aggaaggaaa aaaatggttt    702480

     gaaaaatatt ttttaaaaaa tgattataaa cacttttaag tgctaaggca atcattaaag    702540

     ataaaaaaat agaaatagga acagcagtaa aaacaagtaa aaaagtgtta aaaagagtgg    702600

     ttctaaaatc aggatcacaa aaagtagtag tgtaattgga aaaattaaat gaataagaaa    702660

     atgtatctgc aaatttatta tatctactat ccaaagaaat aaaaagcgtt tttaccaaag    702720

     gataaaaatt aaataaaacc ataagaatta aggcaggtgc caaataatac caatgattgt    702780

     gtttggaata tttagtggaa ttgtgatgga aaagtttttt tagcaatgac atttaaaaaa    702840

     tcctattttc ggttttttta tcaaaaagaa aacacttatt ttctttaatt tgaaatctaa    702900

     tttttttctt ggcaacaaat ccttggggaa aaataatatc tttacttttt tcatcaaaga    702960

     caaggcggaa agtgttttta acagcttgag gatgtcttgc taacatcatt aaatttctgc    703020

     ctacattttc taaaaagaga ggttcgattt caaaattacc gtttgtatca aaccaataac    703080

     tttcaggacg aatggctaca tagatttctt gttttagatt ttttaaagtt ttgttagaag    703140

     aaaaatcaaa aagaagtgaa tctccaatag ttacttttcc aaaagtaatt tttccttcaa    703200

     aaatagatat gagcggatta cctaaaaatt tggcaacaaa caaattgtta ggattagcat    703260

     aaacttcttg aggagcacct ttttgttgga tttgtccttt attcattaaa caaatttcat    703320

     cactaataga cattgcttct tcttggtcgt gtgtgacaaa aatagcagtg attccggttt    703380

     ttcgttggat tcttctaatt tcttctctag ttttgaggcg taaacctgca tctaagttgg    703440

     ataagggctc gtccaaaagc aaaacttgag gttcttttac caaagctctg gcaattgcaa    703500

     cgcgttgttg ttgtccgcct gaaagttgct gaggtttttt atctaaatga tcagcaattc    703560

     ccactaactt ggcaatttct tctacttttg gcacaataat gtcgcgtgaa aattttaaat    703620

     tttccagcgg aaaggaaata ttttgtctaa ctgtcatatg aggatatagg gcgtaatttt    703680

     ggaaaactaa accaatactt cttttttcaa taggtaagtt agtgacatct ttgttgctaa    703740

     aaaatatttt tccagacgaa ataggatgaa gtcctgcaat catgtaaaga gtagttgatt    703800

     tgccacaacc cgaaggacct aaaagactca ctaattttcc tttaggaata ttgatgtcaa    703860

     ttttttttac agcataagtt tcttttttag tttttttttc aatgaaaatt ttagaaactt    703920

     gttctaattt tatacccatt ttttgcattc cttattttta gctttttggc ttttaatttt    703980

     gtgattttgg tttttatttt ggtttggttt tattattttt aacgtttttt atttttttgt    704040

     tttttaaata agcaaaagcg aaaaccccaa caaaaaataa aaaaatgttt ctaaaaacat    704100

     tttattatta aaaaatattt aagaaaaaga ttaaaaaagt tttaaatttt ttggaaatta    704160

     ataaataaaa aatgatactg ataattaaaa aaccaaatta tgataagttc ttggaaaagc    704220

     aattacatca cgaatattgt ctaatcctgt taaaaaaatt agaagtcttt caaatcctaa    704280

     gccaaaacct gaatgaatgc atccaccaaa acggcgcaaa tctaaatacc attccaaatc    704340

     tttttgagaa attttcattt ggttcatttt ttcaattaaa actgataaat tttcttctct    704400

     ttgtgatcca ccaattaatt ctcctacacg tggaaacaaa agatccattg cggctactgt    704460

     tttttgatcg ggattatttt tcatgtaaaa agctttaatt tctttgggcc aatcaacaat    704520

     aaaaacaggt tttttaaagt gtttttcggt taagtatttt tcatgttcgg ttgccaaatc    704580

     gactccataa aaaaggggat tttcaaattt ggtgttactt ttttgcaaaa tttctaaagc    704640

     ttgttcgtat tttactgtca aaaattcttt ttcctcagcg atgttttgta attcttcaat    704700

     taaaccgttt ttttctgtct tgtccaaaaa ttctatatct tgataatttt gttctaaaca    704760

     tttagaaata acgaattgta acatttcttg ggcgactttt aaattttgag ataaatcgca    704820

     aaaagccatt tcaggttcta acatccaaaa ttcagcggca tgtcttgtag tatttgattt    704880

     ttcagatcta aaagtaggac caaaagtgta gactttattc aaacccaaag ccatcgcttc    704940

     tgcttctagt tgacctgtta ctgttaaaaa aacttttttg ccaaaaaaat cttttttata    705000

     atcaattcct tttttactgg tattttcgtt gacaggtttg aaagcatttg gaatgttttt    705060

     tgtttgtggc aaaacttcta aattaagggt tgtaatttga aataattcac ccacgccttc    705120

     tccatcatta ggagtgataa tgggagtgtt gatatgaaaa aagccttttt tttgaaaaaa    705180

     actgtgaagg gcaaaaaaag ctgtatttct aatgcgaaaa actgctccaa aaagtttagt    705240

     tcgcactctt agatgagata tttgtctcaa aaaaaccttt gaatgttttt tgggttgaag    705300

     tggataagaa aaatcacttg tgcctaaaag agaaatattt tgggcactaa tttcaaaagg    705360

     agttttgaga ttattggttg cttttagaat accttctact tgcaaagaag ccccaatttg    705420

     caaaatttct tttaattttt ctaaattaat gttatttgaa gatttgttgt tgttgttgaa    705480

     tttttgattt tcttgaaatt cgttaatgtc ggcagtttcg atgtttttga tttctttaca    705540

     aacaatttgt aaattttcca aaaaagtacc gtcatttaaa tcgataaaaa ttaatttttt    705600

     ttgataacga caatttctaa cccaaccatt taataatatt tttttttgat aaaataactc    705660

     tggtttttga aaaatatctt tgatagaaat tttcattgta atttactaat cctttgtttt    705720

     tatttaatgt tgtaatattt tgttgtaaat aaaaaaagcg aaatgaaaag aatacaaata    705780

     aaaaaagaaa aaaatgatgg taaaatgttt taaaaattgt aaaagaaaaa aaggagagga    705840

     aaaaagagta gtagaattag taatatgaaa aatatttttt tgtttatttt tttaattaaa    705900

     ataatgatat acaataaaaa cttgaaattt taagaaatta atacatctta attaaaaaag    705960

     taaaaaagat tataaaaata acaaaaaaat gaaagaatta aaaaaacaat tacaaattta    706020

     ttttatcatt tttaagttat attttgatat ttttttgaaa aaaacgaaat aaattagaat    706080

     aaaaaataaa aataaaagtt aggaaaaaat aggattgaat gttcttaagt tttaaaaaat    706140

     gttcccaaat ttttaaaaag attaattttt atttgtaaaa aactaaatta aaaaagtatt    706200

     aaaataaaat ttaatatttc ctaaaattgt tccttctttt ttaaaaagaa agttttttta    706260

     aagttaggaa aaagttattc tttttgttcc taaaaactgt ggctttttat gttattattt    706320

     tattgaataa ttttattttt tttagaaaaa gcgtgaagat aaaaaaaaat taaaaatagt    706380

     tgttaaaaat aaattttttc taaactgtta aaaatagttc ctaaaatgtt actaaatttt    706440

     tccttaattt aagttaaaaa taaagttaaa acaatgtttt ttgaatttag gaacgaaaaa    706500

     atgtgcttca taataataat aaatataaaa aaataatata ataaataaaa tattaaaggt    706560

     aatattaaa                                                            706569

//

[image: image3.png]



	[image: image4.png]





	


[image: image5.png]



